591508037SeqLis 
SEQUENCE LISTING 

<110> Nagaike, Kazuhi ro 
Mori , Yasuko 
Gomi , Yasuyuki 
Takahashi , Michiaki 
Kouichi, Yamanishi 

<120> Recombinant varicella-zoster virus 

<130> 59150-8037 

<140> 10591787 
<141> 2009-05-19 


<150> PCT/JP2005/003652 

<151> 2005-03-05 

<150> ZIP 2004-063277 

<151> 2004-03-05 

<160> 91 

<170> Patentln version 3.2 

<210> 1 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 

<400> 1 

tataactagt gcggccgctt acgaaaacgt gcatg 


<210> 2 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 

<400> 2 

cgcgacctgg tttattttac aaactccttt gtgg 


<210> 3 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 

<400> 3 

gcgcaccagg tctctgttta gaccttaaaa tttg 


<210> 4 
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<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 
<400> 4 

tatagcggcc gcttttaatc tggttgtgga aatg 34 


<210> 5 

<211> 4226 

<212> DNA 

<213> Varicella zoster 
<220> 

<221> CDS 

<222> (229). .(4158) 

<223> Varicella zoster 

<220> 

<221> mi sc_feature 
<222> (99).. (99) 

<223> The 'Xaa' at location 99 stands for Thr, or Met. 
<220> 

<221> misc_feature 
<222> (512).. (512) 

<223> The 'Xaa' at location 512 stands for Ala, or Val . 
<220> 

<221> misc_feature 
<222> (1275). .(1275) 

<223> The 'Xaa' at location 1275 stands for Ser, or Leu. 
<400> 5 

atactatggt ccatgaactt cccgcctcga gtctcgtcca atcactacat cgtcttatca 60 

ttaagaatat ttacacggtg acgacacggg gaggaaatat gcggtcgagg ggggggcaca 120 

acacgtttta agtactgttg gaactccctc accaaccgca aycgcaatcc tttgaaggct 180 

gcgagagcgt ttggaaaact cgggtacgtc taaattcacc ccagygcg atg gat acg 237 

Met Asp Thr 
1 

ccg ccg atg cag cgc tct aca ccc caa cgc gcg ggg teg cct gat act 285 
Pro Pro Met Gin Arg Ser Thr Pro Gin Arg Ala Gly Ser Pro Asp Thr 
5 10 ~ 15 

ttg gag tta atg gac ctg ttg gac gcg gcc gcc gcg gcc gcc gaa cac 333 
Leu Glu Leu Met Asp Leu Leu Asp Ala Ala Ala Ala Ala Ala Glu His 
20 25 30 35 

agg gcc egg gtg gtc acc teg agt cag cct gac gat eta eta ttt gga 381 
Arg Ala Arg Vat Val Thr Ser Ser Gin Pro Asp Asp Leu Leu Phe Gly 
40 45 50 

gag aac ggg gtc atg gtg gga egg gaa cat gag ate gtt tea att ccc 429 
Glu Asn Gly val Met val Gly Arg Glu His Glu lie val Ser lie Pro 
55 60 65 
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tec gta teg gga ctt caa cca gaa ccc aga acg gaa gat gtt ggc gaa 477 

Ser Val Ser Gly Leu Gin Pro Glu Pro Arg Thr G~lu Asp Val Gly Glu 
70 75 80 

gag eta aca caa gac gac tac gta tgc gag gac ggt cag gat eta ayg 525 

Glu Leu Thr Gin Asp Asp Tyr Val Cys Glu Asp Gly Gin Asp Leu xaa 
85 90 95 

ggc teg cct gta ate ccg ctg gec gag gtc ttc cac acc cga ttc teg 573 

Gly Ser Pro val lie Pro Leu Ala Glu val Phe His Thr Arg Phe Ser 

100 105 110 115 

gag gee ggc gcg cga gaa cca aca gga gec gat cgc tec etc gag aca 621 

Glu Ala Gly Ala Arg Glu Pro Thr Gly Ala Asp Arg Ser Leu Glu Thr 
120 125 130 

gtc tct etc gga acg aag ctt get agg tct cca aaa cca ccg atg aac 669 

Val Ser Leu Gly Thr Lys Leu Ala Arg Ser Pro Lys Pro Pro Met Asn 
135 140 145 

gat ggg gaa acg ggc aga ggt acg acc cct ccg ttc ccg cag gec ttc 717 

Asp Gly Glu Thr Gly Arg Gly Thr Thr Pro Pro Phe Pro Gin Ala Phe 
150 155 160 

tec cct gta tec ccc gcg tct cct gtt gga gac gec gee ggg aac gat 765 

Ser Pro Val Ser Pro Ala Ser Pro Val Gly Asp Ala Ala Gly Asn Asp 
165 170 175 

caa egg gaa gac cag egg tct ata ccc cga caa acg acg aga gga aat 813 

Gin Arg Glu Asp Gin Arg Ser lie Pro Arg Gin Thr Thr Arg Gly Asn 

180 185 190 195 

tea cca ggt ttg ccg teg gtg gtc cat cga gac aga caa act cag tec 861 

Ser Pro Gly Leu Pro Ser Val Val His Arg Asp Arg Gin Thr Gin Ser 
200 205 ~ 210 

ate teg ggt aaa aag ccg ggc gat gag caa gcg ggt cat gcg cat gca 909 

lie Ser Gly Lys Lys Pro Gly Asp Glu Gin Ala Gly His Ala His Ala 
215 220 225 

teg ggg gac gga gta gtt etc cag aaa act caa egg ccc get cag gga 957 

Ser Gly Asp Gly Val Val Leu Gin Lys Thr Gin Arg Pro Ala Gin Gly 
230 235 240 

aag age ccg aag aaa aag act ttg aag gtt aag gtc cca etc ccg gcg 1005 

Lys Ser Pro Lys Lys Lys Thr Leu Lys Val Lys Val Pro Leu Pro Ala 
245 " 250 ' 255 

egg aaa ccc ggt gga cct gta ccc ggc ccg gtt gag caa ttg tac cac 1053 

Arg Lys Pro Gly Gly Pro Val Pro Gly Pro Val Glu Gin Leu Tyr His 

260 265 270 275 

gtc ctt teg gac age gtt ccc get aag ggg gca aag gcg gac ctg ccg 1101 

Val Leu Ser Asp Ser val Pro Ala Lys Gly Ala Lys Ala Asp Leu Pro 
280 285 290 

„ 1149 

Asd Thr Arq Pro Arq Lys His Asd Ala Arq Gly lie 

295 

aca cct cgc gtc cct gga cgt txg teg ggg ggc aaa cct aga gcg ttt 1197 


310 


cgc 
Arg 

cca 
Pro 

agg 

Arg 
300 

aaa 
Lys 

cat 
His 

gat 

Asp 

gec 

Ala 

egg 

Arg 
305 

cgt 
Arg 

teg 
Ser 
315 

teg 
Ser 

ggg 

Gly 

ggc 

Gly 

aaa 
Lys 

cct 
Pro 
320 

aga 
Arg 
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ttg gcc ctg ccg gga aga tec cac gca cca gac ccg att gag gat gac 1245 

Leu Ala Leu Pro Gly Arg Ser His Ala Pro Asp Pro lie Glu Asp Asp 
325 330 335 

age ccg gtg gag aaa aag cca aag agt cgt gag ttt gtt teg tct tea 1293 

Ser Pro Vat Glu Lys Lys Pro Lys Ser Arg Glu Phe Val Ser Ser Ser 

340 345 350 355 

tec tct tec teg teg tgg gga teg tea teg gag gat gaa gac gat gaa 1341 

Ser Ser Ser Ser Ser Trp Gly Ser Ser Ser Glu Asp Glu Asp Asp Glu 

360 365 370 

ccc egg cgc gtt teg gtg gga agt gaa act aca ggc age agg tec gga 1389 

Pro Arg Arg Val Ser Val Gly Ser Glu Thr Thr Gly Ser Arg Ser Gly 
375 380 385 

cgc gaa cac gcc cct tec ccg tea aat teg gat gat teg gac tea aat 1437 

Arg Glu His Ala Pro Ser Pro Ser Asn Ser Asp Asp Ser Asp Ser Asn 
390 395 400 

gat ggt ggg teg acg aaa caa aat ate caa ccg gga tat cga tec ate 1485 

Asp Gly Gly Ser Thr Lys Gin Asn lie Gin Pro Gly Tyr Arg Ser lie 
405 410 415 

age ggt ccc gat ccg agg att cgt aag acc aaa cgt ctt gcg ggg gaa 1533 

Ser Gly Pro Asp Pro Arg lie Arg Lys Thr Lys Arg Leu Ala Gly Glu 

420 42 5 430 435 

ccg ggg cgc cag aga cag aaa tea ttt tec ctg ccg cga tec aga acc 1581 

Pro Gly Arg Gin Arg Gin Lys Ser Phe Ser Leu Pro Arg Ser Arg Thr 

440 445 " 450 

ccg ata att ccc ccg gtg teg ggg ccg etc atg atg ccc gac gga age 1629 

Pro lie lie Pro Pro Val Ser Gly Pro Leu Met Met Pro Asp Gly Ser 
455 460 465 

cct tgg ccc gga teg gcg ccc etc cca tec aac agg gtg egg ttt gga 1677 

Pro Trp Pro Gly Ser Ala Pro Leu Pro Ser Asn Arg Val Arg Phe Gly 
470 475 480 

ccg tec ggg gag acc aga gag ggt cac tgg gag gat gag get gtg aga 1725 

Pro Ser Gly Glu Thr Arg Glu Gly His Trp Glu Asp Glu Ala Val Arg 
485 490 495 

gcg gcg egg get cgt tac gag gcc tea act gaa ccc gyg ccg ctt tac 1773 

Ala Ala Arg Ala Arg Tyr Glu Ala Ser Thr Glu Pro Xaa Pro Leu Tyr 

500 ~ 505 510 515 

gtg ccg gag ttg gga gat ccg get aga cag tac cgc gcg ctg att aac 1821 

Val Pro Glu Leu Gly Asp Pro Ala Arg Gin Tyr Arg Ala Leu lie Asn 

520 525 530 

ctg ate tac tgt cca gac aga gac cct ata gca tgg etc cag aac ccc 1869 

Leu lie Tyr Cys Pro Asp Arg Asp Pro lie Ala Trp Leu Gin Asn Pro 
535 540 545 

aag ctg acc ggt gtc aac teg gcc ctg aac cag ttc tac caa aag ctg 1917 

Lys Leu Thr Gly Val Asn Ser Ala Leu Asn Gin Phe Tyr Gin Lys Leu 
550 555 560 

ttg cca ccg gga egg gcg ggt acc gcc gtt acg ggg age gta gcg tct 1965 

Leu Pro Pro Gly Arg Ala Gly Thr Ala Val Thr Gly Ser Val Ala Ser 
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565 570 575 

ccc gtt ccg cat gta ggc gaa gcc atg gcc acg ggg gag gcc etc tgg 2013 

Pro Val Pro His Val Gly Glu Ala Met Ala Thr Gly Glu Ala Leu Trp 

580 585 590 595 

get etc ccc cac gcg gcc gcg gcc gtg get atg age cgt egg tac gac 2061 

Ala Leu Pro His Ala Ala Ala Ala Val Ala Met Ser Arg Arg Tyr Asp 
600 605 610 

egg gcc caa aaa cac ttt ate eta cag agt etc cgc aga gcc ttt gcc 2109 

Arg Ala Gin Lys His Phe lie Leu Gin Ser Leu Arg Arg Ala Phe Ala 
615 620 625 

ggc atg gca tac ccc gag gca acg ggc tec agt ccg gcg gcg egg ate 2157 

Gly Met Ala Tyr Pro Glu Ala Thr Gly Ser Ser Pro Ala Ala Arg lie 
630 635 640 

tec cgc ggt cac cct tct cca aca acc ccg gcc aca cag act ccc gac 2205 

Ser Arg Gly His Pro Ser Pro Thr Thr Pro Ala Thr Gin Thr Pro Asp 
645 650 655 

cct cag ccg teg gcc gcc gcg cgc tct ctt tct gtg tgt cca ccg gat 2253 

Pro Gin Pro Ser Ala Ala Ala Arg Ser Leu Ser Val Cys Pro Pro Asp 

660 665 670 675 

gat cgt tta cga act ccg cgc aag cgc aag tec cag cca gtc gag age 2301 

Asp Arg Leu Arg Thr Pro Arg Lys Arg Lys Ser Gin Pro Val Glu Ser 
680 " 685 690 

aga age etc etc gac aag att agg gag aca ccc gtc gcg gac gcc egg 2349 

Arg Ser Leu Leu Asp Lys lie Arg Glu Thr Pro Val Ala Asp Ala Arg 
695 ' 700 705 

gtt gca gac gat cat gtg gtt tec aag gcc aag agg egg gta tec gag 2397 

val Ala Asp Asp His val Val Ser Lys Ala Lys Arg Arg val Ser Glu 
710 715 ' 720 

ccc gtg acc ate acc teg ggc cct gtg gtg gat ccc ccc gcc gta ata 2445 

Pro Val Thr lie Thr Ser Gly Pro Val Val Asp Pro Pro Ala Val lie 
725 730 735 

acg atg cca ctt gac gga ccg gcc cca aac ggg gga ttt egg cgt att 2493 

Thr Met Pro Leu Asp Gly Pro Ala Pro Asn Gly Gly Phe Arg Arg lie 

740 745 750 755 

ccc egg ggg gcc ctg cat acc ccg gtc ccg teg gac cag get cgc aag 2541 

Pro Arg Gly Ala Leu His Thr Pro Val Pro Ser Asp Gin Ala Arg Lys 
760 765 770 

gcg tac tgt acc ccc gaa acc ate gcc cgt ctg gtc gac gac cca ttg 2589 

Ala Tyr Cys Thr Pro Glu Thr lie Ala Arg Leu Val Asp Asp Pro Leu 
775 780 785 

ttt ccc acg gcc tgg cgc cct gcg eta age ttt gat ccc ggc gcc ttg 2637 

Phe Pro Thr Ala Trp Arg Pro Ala Leu Ser Phe Asp Pro Gly Ala Leu 
790 795 800 

gcg gaa ate gcc get egg cgt ccg ggc gga gga gac cga egg ttt ggt 2685 

Ala Glu lie Ala Ala Arg Arg Pro Gly Gly Gly Asp Arg Arg Phe Gly 
805 810 815 

cca ccc age gga gtg gag gcg ctg cga egg agg tgc gcc tgg atg egg 2733 
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Pro Pro Ser Gly Val Gl u Ala Leu Arg Arg Arg Cys Ala Trp Met Arg 
820 82 5 830 835 

cag ate cca gac ccg gag gat gtg agg ctt ctg ate ate tac gat ccg 
Gin lie Pro Asp Pro Gl u Asp val Arg Leu Leu lie lie Tyr Asp Pro 
840 845 850 

ttg ccc gga gag gac ate aac ggc ccc etc gag age acc etc gcg aca 
Leu Pro Gly Glu Asp lie Asn Gly Pro Leu Glu Ser Thr Leu Ala Thr 
855 860 865 

gat ccg gga ccg tea tgg agt cca tec cga ggg gga ctg tct gtg gtc 
Asp Pro Gly Pro Ser Trp Ser Pro Ser Arg Gly Gly Leu Ser Val Val 
870 875 880 

ctg gca gec ctg agt aac egg ttg tgc ctg ccg age act cat gec tgg 
Leu Ala Ala Leu Ser Asn Arg Leu Cys Leu Pro Ser Thr His Ala Trp 
885 890 895 

gec ggg aac tgg acc ggc ccg ccg gac gtg tec get ttg aac gee egg 
Ala Gly Asn Trp Thr Gly Pro Pro Asp Val Ser Ala Leu Asn Ala Arg 
900 905 910 915 

ggc gtt tta tta ctg teg acc cga gac ctg gec ttt gee ggg gee gtc 
Gly val Leu Leu Leu Ser Thr Arg Asp Leu Ala Phe Ala Gly Ala val 
920 925 930 

gag tat eta ggc teg egg ttg gec tct gec egg cgc egg ttg ctg gtg 
Glu Tyr Leu Gly Ser Arg Leu Ala Ser Ala Arg Arg Arg Leu Leu val 
935 940 945 

ttg gac gcg gtg gee etc gag agg tgg ccc ggg gat gga ccc get ttg 
Leu Asp Ala Val Ala Leu Glu Arg Trp Pro Gly Asp Gly Pro Ala Leu 
950 955 960 

tct cag tat cac gtg tac gtc egg gec ccg gcg cga ccg gac gec cag 
Ser Gin Tyr His Val Tyr Val Arg Ala Pro Ala Arg Pro Asp Ala Gin 
965 970 " 975 

gee gtc gtc cga tgg cca gac teg gcg gtc aca gaa gga etc gee egg 
Ala Val Val Arg Trp Pro Asp Ser Ala Val Thr Glu Gly Leu Ala Arg 
980 985 990 995 

gec gtg ttt gca teg teg cgc acc ttt ggg cca gcg agt ttt get 
Ala Val Phe Ala Ser Ser Arg Thr Phe Gly Pro Ala Ser Phe Ala 
1000 1005 1010 

cgt ate gag act gcg ttt gec aac ctg tac ccg ggc gaa caa ccc 
Arg lie Glu Thr Ala Phe Ala Asn Leu Tyr Pro Gly Glu Gin Pro 
1015 1020 1025 

ctg tgt ttg tgc cgc ggt ggg aac gtc gca tac acc gtg tgt acc 
Leu Cys Leu Cys Arg Gly Gly Asn Val Ala Tyr Thr Val Cys Thr 
1030 1035 1040 

cgc gcg ggc ccc aag acc cgc gtc ccc ctg teg ccc cgt gaa tac 
Arg Ala Gly Pro Lys Thr Arg Val Pro Leu Ser Pro Arg Glu Tyr 
1045 1050 1055 

egg cag tac gtg ctg ccg ggt ttt gac ggt tgc aag gac etc gcg 
Arg Gin Tyr Val Leu Pro Gly Phe Asp Gly Cys Lys Asp Leu Ala 
1060 1065 1070 
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cga cag tct egg ggt ctg ggg etc ggg gca gec gac ttt gtg gac 3483 
Arg Gin Ser Arg Gly Leu Gly Leu Gly Ala Ala Asp Phe val Asp 
1075 1080 1085 

gag gcg gca cat age cac cgc gca gca aac cga tgg ggc ctg ggt 3528 
Glu Ala Ala His Ser His Arg Ala Ala Asn Arg Trp Gly Leu Gly 
1090 " 1095 " 1100 

gec gcg ctt cga ccc gtc ttc ctt ccc gag gga egg aga ccg ggg 3573 
Ala Ala Leu Arg Pro Val Phe Leu Pro Glu Gly Arg Arg Pro Gly 
1105 1110 ~ 1115 

gec gee ggg ccg gag gec ggc gac gta ccc acc tgg gcg agg gtg 3618 
Ala Ala Gly Pro Glu Ala Gly Asp Val Pro Thr Trp Ala Arg Val 
1120 1125 1130 

ttt tgc cgc cac gec ctg ctg gaa ccc gac cct gec gcg gaa cca 3663 
Phe Cys Arg His Ala Leu Leu Glu Pro Asp Pro Ala Ala Glu Pro 
1135 1140 1145 

etc gtg ctt cca ccc gtg gec ggt egg teg gtg gcg ctg tat gcg 3708 
Leu val Leu Pro Pro val Ala Gly Arg Ser val Ala Leu Tyr Ala 
1150 1155 1160 

teg gcg gac gag get egg aat gee etc ccc ccg att ccc aga gta 3753 
Ser Ala Asp Glu Ala Arg Asn Ala Leu Pro Pro lie Pro Arg Val 
1165 1170 1175 

atg tgg ccg ccc ggt ttt ggg gee gcg gag acg gtg ttg gag ggg 3798 
Met Trp Pro Pro Gly Phe Gly Ala Ala Glu Thr Val Leu Glu Gly 
1180 1185 1190 


age gac gga aca egg ttc gcg ttc gga cac cac ggg ggc teg gaa 
Ser Asp Gly Thr Arg Phe Ala Phe Gly His His Gly Gly Ser Glu 
1195 1200 1205 


3843 


egg ccg gca gaa acc cag gcg ggg cga cag egg cgc acc gca gac 3888 
Arg Pro Ala Glu Thr Gin Ala Gly Arg Gin Arg Arg Thr Ala Asp 
1210 1215 1220 

gac aga gaa cac get ttg gag ccg gac gat tgg gag gtg ggg tgt 3933 
Asp Arg Glu His Ala Leu Glu Pro Asp Asp Trp Glu val Gly Cys 
1225 1230 1235 

gaa gac gcg tgg gac age gag gag ggg ggc ggg gac gac ggg gac 3978 
Glu Asp Ala Trp Asp Ser Glu Glu Gly Gly Gly Asp Asp Gly Asp 
1240 1245 1250 

gca ccg ggg tea tec ttt ggg gtg age gtc gtg teg gtg gee ccg 4023 
Ala Pro Gly Ser Ser Phe Gly Val Ser Val Val Ser Val Ala Pro 
1255 1260 1265 

ggt gtg ctg cga gac cgc egg gtg ggc tyg cgc ccg gcg gtc aag 4068 
Gly Val Leu Arg Asp Arg Arg Val Gly Xaa Arg Pro Ala Val Lys 
1270 1275 1280 

gtg gag ctg ttg tec teg tec teg tec tec gag gac gag gac gat 4113 
val Glu Leu Leu Ser Ser Ser Ser Ser Ser Glu Asp Glu Asp Asp 
1285 1290 1295 

gtg tgg gga ggg cgc ggg ggg agg age ccc ccg cag agt egg ggg 4158 
Val Trp Gly Gly Arg Gly Gly Arg Ser Pro Pro Gin Ser Arg Gly 
1300 1305 1310 
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tgacggagtc ccctcctttt ctcgtgagcg ccacyggcgc gcggactgtt tgttgtttgt 
taataaaa 


4218 
4226 


<210> 6 

<211> 1310 

<212> PRT 

<213> Varicella zoster 
<220> 

<221> misc_feature 

<222> (99).. (99) 

<223> The 'Xaa' at location 99 stands for Thr, or Met. 

<220> 

<221> misc_feature 

<222> (512).. (512) 

<223> The 'Xaa' at location 512 stands for Ala, or Val , 
<220> 

<221> mi sc_feature 

<222> (1275). .(1275) 

<223> The 'Xaa' at location 1275 stands for Ser or Leu, 


<400> 6 

Met Asp Thr Pro Pro Met Gin Arg Ser Thr Pro Gin Arg Ala Gly Ser 
1 5 ~ 10 ~ 15 

Pro Asp Thr Leu Glu Leu Met Asp Leu Leu Asp Ala Ala Ala Ala Ala 
20 25 30 

Ala Glu His Arg Ala Arg Val Val Thr Ser Ser Gin Pro Asp Asp Leu 
35 40 45 

Leu Phe Gly Glu Asn Gly val Met val Gly Arg Glu His Glu lie val 
50 55 60 

Ser lie Pro Ser val Ser Gly Leu Gin Pro Glu Pro Arg Thr Glu Asp 
65 70 75 80 


Val Gly Glu Glu Leu Thr Gin Asp Asp Tyr Val Cys Glu Asp Gly Gin 
85 90 95 


Asp Leu xaa Gly Ser Pro val lie Pro Leu Ala Glu val Phe His Thr 
100 105 110 

Arg Phe Ser Glu Ala Gly Ala Arg Glu Pro Thr Gly Ala Asp Arg Ser 
115 120 125 

Leu Glu Thr Val Ser Leu Gly Thr Lys Leu Ala Arg Ser Pro Lys Pro 
130 135 140 
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Pro Met Asn Asp Gly Gl u Thr Gly Arg Gly Thr Thr Pro Pro Phe Pro 
145 150 155 160 

Gin Ala Phe Ser Pro Val Ser Pro Ala Ser Pro Val Gly Asp Ala Ala 
165 170 175 

Gly Asn Asp Gin Arg Gl u Asp Gin Arg Ser lie Pro Arg Gin Thr Thr 
180 185 190 

Arg Gly Asn Ser Pro Gly Leu Pro Ser Val Val His Arg Asp Arg Gin 
195 200 205 

Thr Gin Ser lie Ser Gly Lys Lys Pro Gly Asp Glu Gin Ala Gly His 
210 215 220 

Ala His Ala Ser Gly Asp Gly val val Leu Gin Lys Thr Gin Arg Pro 
225 230 235 240 

Ala Gin Gly Lys Ser Pro Lys Lys Lys Thr Leu Lys val Lys val Pro 
245 250 255 

Leu Pro Ala Arg Lys Pro Gly Gly Pro Val Pro Gly Pro Val Glu Gin 
260 265 270 

Leu Tyr His Val Leu Ser Asp Ser Val Pro Ala Lys Gly Ala Lys Ala 
275 280 285 

Asp Leu Pro Phe Glu Thr Asp Asp Thr Arg Pro Arg Lys His Asp Ala 
290 295 ' 300 

Arg Gly lie Thr Pro Arg Val Pro Gly Arg Ser Ser Gly Gly Lys Pro 
305 310 315 320 

Arg Ala Phe Leu Ala Leu Pro Gly Arg Ser His Ala Pro Asp Pro lie 
325 330 335 

Glu Asp Asp Ser Pro Val Glu Lys Lys Pro Lys Ser Arg Glu Phe Val 
340 345 350 

Ser Ser Ser Ser Ser Ser Ser Ser Trp Gly Ser Ser Ser Glu Asp Glu 
355 360 365 


Asp Asp Glu Pro Arg Arg Val Ser Val Gly Ser Glu Thr Thr Gly Ser 
370 375 380 


Arg Ser Gly Arg Glu His Ala Pro Ser Pro Ser Asn Ser Asp Asp Ser 
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385 390 395 400 


Asp Ser Asn Asp Gly Gly Ser Thr Lys Gin Asn lie Gin Pro Gly Tyr 
405 410 415 


Arg Ser lie Ser Gly Pro Asp Pro Arg lie Arg Lys Thr Lys Arg Leu 

420 425 430 

Ala Gly Glu Pro Gly Arg Gin Arg Gin Lys Ser Phe Ser Leu Pro Arg 
435 ~ 440 445 

Ser Arg Thr Pro lie lie Pro Pro val Ser Gly Pro Leu Met Met Pro 
450 455 460 


Asp Gly Ser Pro Trp Pro Gly Ser Ala Pro Leu Pro Ser Asn Arg Val 
465 470 475 480 


Arg Phe Gly Pro Ser Gly Glu Thr Arg Glu Gly His Trp Glu Asp Glu 
485 490 495 


Ala Val Arg Ala Ala Arg Ala Arg Tyr Glu Ala Ser Thr Glu Pro Xaa 
500 505 510 


Pro Leu Tyr Val Pro Glu Leu Gly Asp Pro Ala Arg Gin Tyr Arg Ala 
515 520 525 


Leu lie Asn Leu lie Tyr Cys Pro Asp Arg Asp Pro lie Ala Trp Leu 
530 535 " 540 


Gin Asn Pro Lys Leu Thr Gly Val Asn Ser Ala Leu Asn Gin Phe Tyr 
545 550 555 560 


Gin Lys Leu Leu Pro Pro Gly Arg Ala Gly Thr Ala Val Thr Gly Ser 
565 570 575 


Val Ala Ser Pro val Pro His val Gly Glu Ala Met Ala Thr Gly Glu 
580 585 590 


Ala Leu Trp Ala Leu Pro His Ala Ala Ala Ala Val Ala Met Ser Arg 
595 600 605 


Arg Tyr Asp Arg Ala Gin Lys His Phe lie Leu Gin Ser Leu Arg Arg 
610 ~ 615 620 


Ala Phe Ala Gly Met Ala Tyr Pro Glu Ala Thr Gly Ser Ser Pro Ala 
625 630 635 640 
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Ala Arg lie Ser Arg Gly His Pro Ser Pro Thr Thr Pro Ala Thr Gin 
645 650 655 

Thr Pro Asp Pro Gin Pro Ser Ala Ala Ala Arg Ser Leu Ser Val Cys 
660 665 670 

Pro Pro Asp Asp Arg Leu Arg Thr Pro Arg Lys Arg Lys Ser Gin Pro 
675 " 680 685 

Val Glu Ser Arg Ser Leu Leu Asp Lys lie Arg Glu Thr Pro Val Ala 
690 695 700 

Asp Ala Arg Val Ala Asp Asp His Val Val Ser Lys Ala Lys Arg Arg 
705 710 715 720 

Val Ser Glu Pro Val Thr lie Thr Ser Gly Pro Val Val Asp Pro Pro 
725 730 735 

Ala Val lie Thr Met Pro Leu Asp Gly Pro Ala Pro Asn Gly Gly Phe 
740 745 750 

Arg Arg lie Pro Arg Gly Ala Leu His Thr Pro Val Pro Ser Asp Gin 
755 ' 760 765 

Ala Arg Lys Ala Tyr Cys Thr Pro Glu Thr lie Ala Arg Leu Val Asp 
770 775 780 

Asp Pro Leu Phe Pro Thr Ala Trp Arg Pro Ala Leu Ser Phe Asp Pro 
785 790 795 800 

Gly Ala Leu Ala Glu lie Ala Ala Arg Arg Pro Gly Gly Gly Asp Arg 
805 810 815 

Arg Phe Gly Pro Pro Ser Gly Val Glu Ala Leu Arg Arg Arg Cys Ala 
820 " 825 830 

Trp Met Arg Gin lie Pro Asp Pro Glu Asp val Arg Leu Leu lie lie 
835 840 845 

Tyr Asp Pro Leu Pro Gly Glu Asp lie Asn Gly Pro Leu Glu Ser Thr 
850 855 860 

Leu Ala Thr Asp Pro Gly Pro Ser Trp Ser Pro Ser Arg Gly Gly Leu 
865 870 875 ~ 880 


Ser Val Val Leu Ala Ala Leu Ser Asn Arg Leu Cys Leu Pro Ser Thr 
885 890 895 
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His Ala Trp Ala Gly Asn Trp Thr Gly Pro Pro Asp Val Ser Ala Leu 
900 ' 905 910 

Asn Ala Arg Gly Val Leu Leu Leu Ser Thr Arg Asp Leu Ala Phe Ala 
915 920 ~ 925 

Gly Ala Val Glu Tyr Leu Gly Ser Arg Leu Ala Ser Ala Arg Arg Arg 
930 935 ' 940 

Leu Leu val Leu Asp Ala val Ala Leu Glu Arg Trp Pro Gly Asp Gly 
945 950 955 960 

Pro Ala Leu Ser Gin Tyr His Val Tyr Val Arg Ala Pro Ala Arg Pro 
965 970 975 

Asp Ala Gin Ala Val Val Arg Trp Pro Asp Ser Ala Val Thr Glu Gly 
980 " 985 990 

Leu Ala Arg Ala Val Phe Ala Ser Ser Arg Thr Phe Gly Pro Ala Ser 
995 1000 1005 

Phe Ala Arg lie Glu Thr Ala Phe Ala Asn Leu Tyr Pro Gly Glu 
1010 1015 1020 

Gin Pro Leu Cys Leu Cys Arg Gly Gly Asn Val Ala Tyr Thr Val 
1025 1030 1035 

Cys Thr Arg Ala Gly Pro Lys Thr Arg Val Pro Leu Ser Pro Arg 
1040 1045 ~ 1050 

Glu Tyr Arg Gin Tyr Val Leu Pro Gly Phe Asp Gly Cys Lys Asp 
1055 ' 1060 1065 

Leu Ala Arg Gin Ser Arg Gly Leu Gly Leu Gly Ala Ala Asp Phe 
1070 " 1075 1080 


Val Asp Glu Ala Ala His Ser His Arg Ala Ala Asn Arg Trp Gly 
1085 1090 ~ 1095 


Leu Gly Ala Ala Leu Arg Pro Val Phe Leu Pro Glu Gly Arg Arg 
1100 1105 1110 


Pro Gly Ala Ala Gly Pro Glu Ala Gly Asp Val Pro Thr Trp Ala 
1115 1120 1125 


Arg Val Phe Cys Arg His Ala Leu Leu Glu Pro Asp Pro Ala Ala 
1130 1135 1140 
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Glu Pro Leu Val Leu Pro Pro Val Ala Gly Arg Ser Val Ala Leu 
1145 1150 1155 

Tyr Ala Ser Ala Asp Glu Ala Arg Asn Ala Leu Pro Pro lie Pro 
1160 1165 1170 

Arg Val Met Trp Pro Pro Gly Phe Gly Ala Ala Glu Thr Val Leu 
1175 1180 1185 

Glu Gly Ser Asp Gly Thr Arg Phe Ala Phe Gly His His Gly Gly 
1190 1195 1200 

Ser Glu Arg Pro Ala Glu Thr Gin Ala Gly Arg Gin Arg Arg Thr 
1205 1210 1215 

Ala Asp Asp Arg Glu His Ala Leu Glu Pro Asp Asp Trp Glu Val 
1220 " 1225 1230 

Gly Cys Glu Asp Ala Trp Asp Ser Glu Glu Gly Gly Gly Asp Asp 
1235 1240 1245 

Gly Asp Ala Pro Gly Ser Ser Phe Gly Val Ser val val Ser val 
1250 1255 1260 

Ala Pro Gly Val Leu Arg Asp Arg Arg Val Gly Xaa Arg Pro Ala 
1265 1270 1275 

Val Lys Val Glu Leu Leu Ser Ser Ser Ser Ser Ser Glu Asp Glu 
1280 1285 1290 

Asp Asp Val Trp Gly Gly Arg Gly Gly Arg Ser Pro Pro Gin Ser 
1295 1300 1305 

Arg Gly 
1310 

<210> 7 

<211> 8878 

<212> DNA 

<213> Artificial 

<220> 

<223> plasmid 
<400> 7 

ttaattaagg ccgcagcttc ctagataact tcgtatagca tacattatac gaagttatgg 
atctcccgcc cagcgtcttg tcattggcga actcgaacac gcagatgcag tcggggcggc 
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gcggtcccag 

gtccacttcg 

591508037SeqLi stAug2010 
catattaagg tgacacgcgc ggcctcgaac 

acagctgcag 

iou 

gccatgagcg 

daaaataCal. 

cgtcacctgg 

gacatgttgc 

agatccatgc 

acgtaaactc 


gcaagccgac 

4~ /~i 4~ /~i /~ /~ 4~ 4~ /~ 

tgatgccttc 

tgaacaatgg 

aaaggcatta 

ttgccgtaag 

s— s— /~i 4~ /~i /~i /~ /~i /~i 4~ 

ccgtggcggt 

jUU 

ctggtaccgg 

/~i 4~ /~i /~ /~i 4~ 4~ /~ 4~ 

gtgcgttact 

ggcgcgtgaa 

ctgggtattc 

gtcatgtcga 

I- ^ f~ r~ n-l- +■ +■ n-l- 

uaccgt ttgt 

JDU 

atttccagct 

acgatcacga 

caaccagcgc 

gagcttaaag 

tgctgaaacg 

cgcagaaggc 


gatggcgaag 

/~i /— 4~ 4~ /~ 4~ /~ /~i 4~ 

gcttcatcgt 

tattgatgac 

ctggtggata 

ccggtggtac 

tgcggttgcg 

Ann 

attcgtgaaa 

4~ /~i 4~ 4~ /~ ^ 

tgtatccaaa 

agcgcacttt 

gtcaccatct 

tcgcaaaacc 

ggctggtcgt 


ccgctggttg 

atgactatgt 

tgttgatatc 

ccgcaagata 

cctggattga 

acagccgtgg 

DUU 

gatatgggcg 

tcgtaLLcgt 

cccgccaatc 

tccggtcgct 

aaccggtagc 

ggaLcatc ta 

DDU 

gacccgggta 

/— /-^ 4~ 4~ ^ /— 4~ 4~ 

ccg Ltaacr l 

gtttattgca 

gcttataatg 

gttacaaata 

aagcaatagc 


alCaCadclII 

rcacaaaraa 

agcatttttt 

tcactgcatt 

ctagttgtgg 

4— 4— 4— /~i 4~ -~\ -\ 

l l tg tccaaa 

/ ou 

CtCdlCdd Lg 

tdtCtLdLCd 

tgtctggatc 

cccattctca 

tgtttgacag 

/— 4— 4— -\ 4— /— -\ 4— /-^ /~i 

c l LaLcatcg 


— \ — \ 4— -1— 4— f— 4— /"i /— «r- 

aattrcrgcc 

^ 4~ 4~ ^ 4~ /~ /^i 

dltCd Lccgc 

ttattatcac 

ttattcaggc 

gtagcaacca 

/-^ /-^ /— /-^ 4— 4— 4— -\ -\ /-j 

ggcgrrraag 

yuu 

ggcd.ccd.aLd. 

— I 4— /-^ 4~ 4~ "3 

acrgcc L tdd 

aaaaattacg 

ccccgccctg 

ccactcatcg 

/— -\ /-^ 4— -\ /— 4— /-^ 4— 4— 

caguacLgLL 

you 

giddllCdll 

aagca l lc rg 

ccgacatgga 

agccatcaca 

gacggcatga 

LgddCC Lgdd 


tcgccagcgg 

catcagcacc 

ttgtcgcctt 

gcgtataata 

tttgcccatg 

grgaaaacgg 


gggcgaagaa 

grrgrccara 

ttggccacgt 

ttaaatcaaa 

actggtgaaa 

crcacccagg 

1 1 40 

gattggctga 

gacgaaaaac 

atattctcaa 

taaacccttt 

agggaaatag 

/-^ «^ — -* « « -4— 4— 4— 4- 

gccaggtttt 

i ?oo 

caccgraaca 

cgccacarcr 

tgcgaatata 

tgtgtagaaa 

ctgccggaaa 

4~~ /~ 4~ /~ 4~ /^i 4~ 

tcgtcgtggt 

1 ?KO 

arrcacrcca 

gagcgatgaa 

aacgtttcag 

tttgctcatg 

gaaaacggtg 

raacaaggg l 

1 5?0 

/~4 — \ — \ — \ /~ 4~~ 4~~ 

gaacacrarc 

ccararcacc 

agctcaccgt 

ctttcattgc 

catacggaat 

rccggargag 

1 3BO 

s— — \ 4- 4- /~ 4- /~ rA 

carrcarcag 

gcgggcaaga 

atgtgaataa 

aggccggata 

aaacttgtgc 

-i— -i— -i— -i — i — i— -i— « — i— 
luitiitct 

1 zlzlO 

rracggrcrr 

raaaaaggcc 

gtaatatcca 

gctgaacggt 

ctggttatag 

gracarrgag 

1 ROO 

Cddcrgdcrg 

dddrgCCtCd. 

aaatgttctt 

tacgatgcca 

ttgggatata 

tcaacggtgg 


T. cLT. cLT. C C cig L 

gdi.i.i.i.i.i.i.c 

tccattttag 

cttccttagc 

tcctgaaaat 

C I, C g al adC I, 

1 K90 

C addaaal aC 

gcccggtagt 

gatcttattt 

cattatggtg 

aaagttggaa 

cci.ci-i-d.cgi. 

1 KRO 

gccgdi.cddc 

«4- r t ra t4-4-4- 

gtctcatttt 

cgccaaaagt 

tggcccaggg 

cttcccggta 

i. c dcic cig g g d. 

1 740 

caccaggarr 

rarrrarrcr 

gcgaagtgat 

cttccgtcac 

/- 1 /- 1 4 , H — 1 — 1 ,f 

aggtatttat 

rcgcgaraag 

1 HOO 
loUU 

ctcatggagc 

ggcgtaaccg 

tcgcacagga 

aggacagaga 

aagcgcggat 

ctgggaagtg 

1860 

acggacagaa 

cggtcaggac 

ctggattggg 

gaggcggttg 

ccgccgctgc 

tgctgacggt 

1920 

gtgacgttct 

ctgttccggt 

cacaccacat 

acgttccgcc 

attcctatgc 

gatgcacatg 

1980 

ctgtatgccg 

gtataccgct 

gaaagttctg 

caaagcctga 
Page 
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gtccatcagt 
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■4— s— — \ — \ s— /-i /-i — \ — \ /-i 

tcaacggaag 

tctacacgaa 

/~i /~i 4~ 4~ 4~ 4~ 4~ /~i /~ /~i 

ggtttttgcg 

ctggatgtgg 

ctgcccggca 

s— s— /~i /~i /~i 4~ /~i /~ /~1 

ccgggtgcag 

9 1 nn 
^ ±w 

-1— -1— -1— /-i /— /-i — \ -1— /-i /— 

tttgcgatgc 

c 99 a 9 l:cl: 9 a 

tgcggttgcg 

a Lgcrgaaac 

—\ — \ 4~ 4~ 4~ 4~ /~i 

aar Larccrg 

— \ /~i — \ — \ 4~ 4~ /~i 

agaataaatg 

^ ±ou 

/— s— 4~~ 4~~ /-i /-i s— s— 4~~ 4~~ 

ccttggccTm 

tatatggaaa 

4~ /~i 4~ /~i /~i — \ /— 4~ 

t 9 l: 99 aaci: g 

agrggatatg 

c rg l l l rrgr 

ctgttaaaca 

LLLK) 

/-i — \ /-i — \ — \ /-i /— -I— /-i /-i 

gagaagctgg 

ctgttatcca 

ctgagaagcg 

aacgaaacag 

Lcgggaaaar 

crcccattai: 

9 9Rn 

s— /-i -I— — \ /-i — \ /-i — \ -I— s— 

cgtagagatc 

cgcattatta 

ate Lcaggag 

cc Lgrgragc 

/i 4~ 4~ 4~ 4~ /~a 

g l l ra ragga 

-\ /i 4~ /^i 4~ /~i 4~ 4~ /~ 

agtagtgttc 


rgrcargarg 

ccrgcaagcg 

graacgaaaa 

/^i 4~ 4~ 4~ /n ^ — \ 4™ 

cga l l rgaa l 

— v 4~" 4~" 4~" /"i 

argee l rcag 

gaacaaraga 


aarcrrcgrg 

cggtgttacg 

l rgaag rgga 

/i « « — \ 4~~ 4*~ 4*~ /^i 

gcgga l ra rg 

Lcagcaaiigg 

_ — — » « _ _ — — v — ^ 

acagaacaac 


/— -I— — \ — \ -I— /-i — \ — \ /— — \ 

ctaatgaaca 

cagaacca Lg 

— i 4~ /^i 4~ /^i /"i 4~ /— 4~ /^i 

atgtggtctg 

-t- ^— ^ — i — i — i — i- _ ^— _ 
lcc LTrraca 

gecagragge 

Lcgccgcagr 

9 c;9n 

s— /-i — \ /-i /— /-i — \ /— /-i /-i 

c 9 a 9 c 9 ac 99 

cgaagcccrc 

gagrgagega 

ggaagcacca 

gggaacagca 

citaiaiati 


/— -I— /-i /— -I— -I— — \ /— — \ /— 

ctgcttacac 

acgatgcctg 

aaaaaac l lc 

4~ 4~ 4~ 4~ 

ccttggggtt 

atccacLtat 

ecaeggggat 


— » -I — 1 — 1 — 1 — i- -a -f— -a ^ 


La Lag L L L L L 

aga lc LTicrr 

4~ 4~ 4~ 4~ /~a /~a 

Ttrragagcg 

cc l rg raggc 


ctttatcca l 

^ 4~ /■*! 4~ 4~ 4~ ""^ 

gc rgg l lc ra 

gagaaggtgt 

rg rgacaaat 

4~~ 4~" 4~" 4- 

tgece l l nca 

4~" 4~" /"i — v — v — v 

g rg iigacaaa 

Z / DU 

tcaccctcaa 

a tgacag lcc 

4~ /^i 4~ 4~ /^i 4~ /~i *^ 

Lg lc Lg Lgac 

aaa l rgece l 

raaccc rg rg 

acaaar rgee 

9R9H 

crcagaagaa 

g C L g L L L L L L 

cacaaag l La 

lccc Lycna 

LLgaCLCLLL 

l l iai l rag l 

9ssn 

z-i 4— /— 4— /— +- 

grgacaarcr 

aaaaac l rg l 

z »/ 1/~4 _ 4 - / 1/~ 

cacac l rcac 

a Lgga lc rg l 

^ 4H /^i /^i /*i /*i ^ ^ 

catggcggaa 

acagegg l ra 


rcaarcacaa 

^ ^ ^ « 4~ ^ ^ 

y cLclcLC y L cLcld. 

aa ragcccgc 

gaa rcg Lcca 

g Lcaaacgac 

crcacrgagg 


cggcatatag 

4— ^ ^ /^l /^l 

tctctcccgg 

ga tcaaaaac 

gtatgctgta 

tctgmcgrr 

gaccagarca 

jUDU 

gaaaarcrga 

rggcacccra 

caggaacarg 

aeggtatctg 

cyayarccaT: 

/-i 4- 4- /~i /~ 4- ""i * \ 4~ 

gmgcTiaaaT: 

51 9n 

argcrgaaar 

— * 4- 4- /~i /~i 4- 4- /~i 

attcggattg 

accrcrgcgg 

aagccagtaa 

yyatataegg 

/— — > /-i /-i /— — > 4- 4- /~i —> 

caggcamga 


— \ /~1 — \ /~1 4— 4— 4— f— y-J 

agagtttcgc 

ggggaaggaa 

gtggtttttt 

arcgccciga 

agaggatgee 

/-i /-i /— /-i — > 4- /~i -> — > — > 

ggcgatgaaa 


aaggcrarga 

■3-f-/--f--f--f--f-/-/--f- 

rggmTiaTica 

aacg rgegea 

/— — > /-i 4- f~- f~~ -> 4- f~- f~~ 

cagrccarcc 

— > /-i — > /-i /-i /-i /— 4- 4- 4- 

agagggcttt 


acagtgtaca 

-)-— 1-)-, — i, — , — , — ~i 

Latcrcarrc 

rr y+- r 4--t-yTy 

cgggttacag 

-\ -a/— /— /"1/-i4-4-4- -3 

d.d.C c g g I, I, I, d. 

55f;r> 

cgcagrrrcg 

/~4 4~" 4~" —i 4~" ~~\ ~~\ 

gcmagrgaa 

_______ _ _ 

acaaaagaaa 

rcaccaarcc 

f~A 4~~ ^ 4~ /^i /~ /~ -~\ 4~ /^i 

g raLgccarg 

/— /i 4~~ 4~" 4~ ^ 4~ s — /~i 

cgmraracg 


aarcccrgrg 

4- s~ -~\ 4~" —i 4~" s~ 4~" 

rcagrarcgr 

aagccggatg 

gcrcaggcar 

z~ /i 4~ /~ 4~ /~ 4~ /~ 4~ /~i 

cgrcrcrcrg 

— \ —\ — \ —\ 4~ s — /~i —\ ^ — 4~ 

aaaarcgacr 

54an 

ggarcaraga 

gcgrraccag 

crgccrcaaa 

gmaccagcg 

rargecrgae 

4~ 4~" s — ✓ — /i ^ — ^ — /i *— - 

rrccgccgcc 

O J'tU 

gcrrccrgca 

ggtctgtgtt 

— \ — \ 4~" /—i /— * — \ 4~ 

aargagarca 

acagcagaac 

rccaargcgc 

4~ ^ 4~ ^ — \ 4~" #^ — \ 

crcrcaraca 

5Knn 

rrgagaaaaa 

gaaaggccgc 

cagacgacrc 

ararcgrari; 

4~ 4~ /~ /~ 4~ 4~ /~~ /~ /i ^ — 

itccttccgc 

/~i —\ 4~ 4~~ -~\ 4~" 4~" 

gararcacm 

JDDU 

ccatgacgac 

aggatagtct 

gagggttatc 

tgtcacagat 

ttgagggtgg 

ttegtcacat 

3720 

ttgttctgac 

ctactgaggg 

taatttgtca 

cagttttget 

gtttccttca 

gectgeatgg 

3780 

attttctcat 

actttttgaa 

ctgtaatttt 

taaggaagee 

aaatttgagg 

gcagtttgtc 

3840 

acagttgatt 

tccttctctt 

tcccttcgtc 

atgtgacctg 

atateggggg 

ttagttcgtc 

3900 
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atcaTmgatg 

/~i /~i /~i 4~~ 4~~ /~i 4~~ 4~~ 

agggmgam 
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atcacagttt attactctga attggctatc 

s— /~i s— /~i 4~ /~i 4~ /~i +■ a 

cgcgtgtgta 

jjDU 

cctctacctg 

gagmmr cc 

cacggtggat 

atttcttctt 

gcgctgagcg 

■Ha a/~ia/~i/~"l _ a"l _ 

taagagctat 


ctgacagaac 

agmcmcm 

tgcttcctcg 

ccagttcgct 

cgctatgctc 

ggttacacgg 

HVOV 

ctgcggcgag 

/— /~i /— 4~~ /~i 4~ /~i 4~ 

cgctagtgat 

aataagtgac 

tgaggtatgt 

gctcttctta 

LC LCCttttg 


tagtgttgct 

^ 1 1 — — ^ -| 1 1 1 — — i -5 

acaactttgc 

ggttttttga 

tgactttgcg 

arrrtgttgt 


ty cmty cay 

tdddttyCad. 

gatttaataa 

aaaaacgcaa 

agcaatgatt 

aaaggatgtt 

A"?F,Ct 

cagaatgaaa 

s— 4~ /~ 4~ /~i /~i a a 

ctcatggaaa 

cacttaacca 

gtgeataaac 

gctggtcatg 

aaa'H/^ia^/^ia a 

aaargacgaa 

A7.~)Ci 

ggctatcgcc 

attgcacagt 

ttaatgatga 

cagcccggaa 

gcgaggaaaa 

taacccggcg 

4 DOV 

ctggagaata 

ggtgaagcag 

eggatttagt 

tggggtttct 

tctcaggcta 

Lcagagargc 

AAAC\ 

cgagaaagca 

999 c 9 aci: ac 

cgcacccgga 

tatggaaatt 

egaggaeggg 

l rgagcaacg 


tgttggttat 

a^~a "i-H-m a^~ 

cLC clcLT. T. y clcLC 

aaattaatca 

tatgegtgat 

gtgtttggta 

cgcgarrgcg 

t jDU 

acgtgc tgaa 

f-* — \ ^ « -4— — * -4— 4~ 4~ 

gacg ra l l lc 

caceggtgat 

eggggttget 

geccataaag 

4~ 4~ 4~ 4~~ 

gtggcgttta 

4DZU 

caaaacctca 

g L L LC Lg L LC 

atettgetea 

ggatctggct 

ctgaaggggc 

racg rg l l l l 

4D8U 

gctcgtggaa 

ggraacgacc 

cccagggaac 

agectcaatg 

tatcaeggat 

gggraccaga 

H 1 HU 

rem car am 

/™a^/"i/™ , a/"ia a/^ 

Cd.rycd.yaay 

acactctcct 

gectttctat 

cttggggaaa 

a/^/^a^~/*ia+"/^i+" 

a 99 a cgaT:gT: 

HOW 

cacr tar gca 

— i -|- — i — i a/~i/~/~/~a 

dt aaay ccca 

cttgctggcc 

ggggcttgac 

attattcctt 

ccty tcty y c 

4oDU 

rcrgcaccgr 

arrgaaactg 

agttaatggg 

caaatttgat 

gaaggtaaac 

rgcccaccga 

aq~>c\ 

HVLK) 

rccacaccrg 

atgctccgac 

tggccattga 

aactgttgct 

catgactatg 

argrcaragr 

AQRn 

ramgacagc 

gcgccraacc 

tgggtategg 

cacgattaat 

gtcgtatgtg 

/— 4~ /^i /~ 4~ /^i 4~ /^i 4~ 

crgcrgargr 

<^r\AC\ 

gcrgamgm 

f— f— f— —\ f— /-A f— f— 4~ /~A 

cccacgccrg 

ctgagttgtt 

tgactacacc 

tccgcactgc 

— x « 4~~ 4~ 4~ 4~ 4~ /~ -~\ 

aginiicga 

jlUU 

rargcmcgr 

gar erg cue a 

agaacgttga 

tcttaaaggg 

ttcgagcctg 

— > 4- 4- -> /~ 4- -> 4- 

argracgrar 

J±DU 

itigcnacc 

aaaracagca 

atagtaatgg 

ctctcagtcc 

ccgtggatgg 

aggagcaaar 


tcgggatgcc 

tggggaagca 

tggttctaaa 

aaatgttgta 

cgtgaaacgg 

atgaagttgg 


raaayyrcay 

arccyyatya 

gaactgtttt 

tgaacaggee 

attgatcaac 

/-^ /— 4- z - ■ 4- 4- ""^ — \ /-— 

ycrcrrcaac 


tggtgcctgg 

a/~ia a a - ! - /"!/""! - / - 

ay aaat.y ct.c 

tttctatttg 

ggaacctgtc 

tgcaatgaaa 

rt-t-Lcy at.cy 


L C t. y at T. cLcLd. 

ccacgctggg 

agattagata 

atgaagcgtg 

cgcctgttat 

■H^^aaaa/^a"! - 

t-Ccaaaacat. 

<^Acr\ 

cLC y C t. C cLclt. a. 

ct.caaccy y t. 

tgaagatact 

tegttatega 

caccagctgc 

cccgatggtg 

J JlU 

r~\ — \ 4- 4- 4- 4- *~\ -» 

gamcgmaa 

rrgcgcgcgr 

a 99 a 9 taat 9 

getcgeggta 

— * 4- r~t f~- r~~ —> 4- 4- ~> 

argecamac 

r r r g c c r g r a 

JJOU 

tgtggtcggg 

atgtgaagtt 

tactcttgaa 

gtgctccggg 

gtgatagtgt 

tgagaagacc 

5640 

tctcgggtat 

ggtcaggtaa 

tgaacgtgac 

caggagctgc 

ttactgagga 

cgcactggat 

5700 

gatctcatcc 

cttcttttct 

actgactggt 

caacagacac 

eggegttegg 

tcgaagagta 

5760 

tctggtgtca 

tagaaattgc 

cgatgggagt 

cgccgtcgta 
Page 
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591508037SeqLi stAug2010 


agrgarrarc 

gtgttctggt 

4~ /~i /~i /~ /~i /~i /~ 4~ /""i 

t 99 c 9 a 9 cl: 9 

gargatgagc 

a 9 aT 99 cl: 9 c 

arrarccaga 

JOOU 

ttgggtaacg 

arrarcgccc 

— \ — \ /— — \ — \ « 4~ /^i s~ 4"" 

aacaagtgc t 

x3l tgaacgtg 

gtcagcgtta 

rgcaagcega 

jy^fu 

rrgcagaarg 

aatttgctgg 

aaata tttc t 

gcgctggctg 

— v 4"" /— /-^ « — ^ — x — x — X 

argeggaaaa 

rarrrcacgr 

DUUU 

— \ — \ /~i — \ -I— -I— — \ -I— -I— — \ 

aagar r ar r a 

cccgcrgrar 

caacaccgcc 

aaarrgecra 

^ 4- 4~ 4~ /^i 4~~ 

aarcag l rg l 

rgcrcrrrr r 

ouou 

r cr caccccg 

gtgaactatc 

rgcccggtca 

ggtgatgcac 

tT.Cadaad.gC 

S— 4~ 4~ 4~ /~i 4~ 

cr r r acagar 


cLcLcLy d.y y cLcLI. 

tacttaagca 

gcaggca lc l 

aacc l rcary 

a.gCd.gddddd 

agcrggggrg 

DlOU 

ararrrgaag 

ctgaagaag l 

lalCaCLCLL 

l Laacrrcrg 

tgc l raaaac 

rA 4- /~ 4- 4- /~i 

grcarcrgca 


r caagaacr a 

/~i 4~ 4~ 4~ /-^ /— 4~ 

gtttaagcrc 

acgaca Lcag 

LLLgcrccrg 

gagegacagr 

-\ 4~ 4~ /^i 4~ 4~ ^/^i 

arrgraraag 

DjUU 

ggcgar aaaa 

4~ /~i /~i 4~ /"i /— 4~ 4~ ^ 

tggtgcttaa 

cctggacagg 

lc Lcgrgrrc 

caac tgag rg 

r ar agagaaa 

DjDU 

arrgaggcca 

4~ 4~ /— 4~ 4~ ^ ^/"i/"! 1 ^ 

t lc Ltaagga 

ac l Lgaaaag 

ccagcacccr 

gargegacca 

cgrrrragr c 


racgrrrarc 


Laa Lg lcc l l 

tgrtacaggc 

cagaaagca l 

aacrggectg 


^ -3-1— -3-1 — 1-^ — 1-^ — 1- 

aararrcrcr 

c Lgggcccac 

Lg L Lccac L L 

gtategtegg 

4~ 4- -\ 4~ -\ -I— /— 

lc LgaraaLC 

agacrgggac 

D J^tU 

cacggrccca 

/-4-/-ai4--54-/-/>i4- 

c teg La teg l 

egg lc Lga l l 

arragtctgg 

gaccacggrc 

/— /— -\ /— 4~ 4~ 4~~ 

ccacrcgrar 

oouu 

cgtcggtctg 

a mar rag lc 

rgggaccacg 

g iicccac rcg 

4~ 4- 4~ /~a /~a 4~ 

ra rcg regg l 

crgaraarca 

DDDU 

gactgggacc 

acggrcccac 

4— /~ /-^ 4 i4-/~/-i4 _ /~ 

rcg ra rcg lc 

/~i 4- s~ 4— /^i 4— 4— ^ 

gg lc rga l ra 

l rag lc rggg 

accarggrcc 


/— /— 4— /— 4— —\ 4— /— 

cac rcg rare 

g rcgg lc rga 

l ra l rag lc l 

gggaccaegg 

^ /— /— /-^ ^ ^ /^i 

LCCCcLC LCg L 

arcgreggr c 

D / OU 

rgarrarrag 

rcrggadcca 

egg tcccacx. 

egtategteg 

n-f-rtm-t-tTf 

grcrgamaT. 

ragrcrggga 

F.RAC\ 

cca.cggT.ccc 

cLC t C g T. a.!, c g 

teggtctga. t 

tattagtcrg 

gga.ee aCgdT. 

cccdCTxgrg 


rrgrcggrcr 

gattatcggt 

ctgggaccac 

/"i/-i"t-/— /— /— "t-"t- 
ggtcccactt 

grarrgtcga 

T. C dg dC T. dT. C 

DjDU 

agcgtgagac 

-i--)/— /-i-->,-i--i-/— /— ->, 

t c cLcii. g c c t g 

tcaagggcaa 

/~l4--i4-4-/-1-i/— -^4- 

g L dT. T. g dC dT. 

grcgrcgraa 


ccrgragaac 

ggagraaccr 

eggtgtgegg 

rrgrargee l 

/-^ /— -4- /~i 4- —> 4- 4- 

gctgtggart 

gctgctgtgt 


s— s— 4— 4- 4- —i 4- /~ 

ccrgcrrarc 

— \ — \ -» /— 4- 4- 4— 

cacaacarm 

tgegcaeggt 

rargrggaca 

aaaraccrgg 

rracccaggc 

71 zin 

cgtgccggca 

cgmaaccgg 

gcrgcarccg 

a rgcaagigi 

gregcrgreg 

— > /-+ 4- 4- 4- ~> 0 — 1 /— 

agrrraaaca 

7?nn 

rgcaragrra 

4- 4~ —1 — 1 4~ —1 /^i 4~ ~~\ ~~\ 

rraaragraa 

reaamaegg 

/1 /1 /— — \ 4"- 4"- — 1 /— 1 4"- 

ggrcarragr 

rcaragccca 

rararggagr 


rccgcgrrac 

— \ 4~~ —1 — 1 /— 4~ 4~ —1 /— /-^ 

araacmacg 

graaarggee 

/— /-« /— /— 4-" /^i /— 1 /— 4"- /— 1 

cgcciggcig 

accgcccaac 

gacccccgcc 


carrgacgrc 

aaraargacg 

4~ 4~ /^i 4~~ 4— /— /— /— — \ 

rargmccca 

ragraacgee 

aaragggacr 

4- 4~ /— — x 4~ 4~ /^i 

rrccarrgac 

/ JoU 

gtcaatgggt 

/~4 /~4 — \ /-j 4~~ —1 4~ 4~ 4~ —1 

ggagrarrra 

eggraaaerg 

cccacnggc 

agr acar caa 

/-^ 4"" 4~ 4~ — \ 4~ — \ 

grgrarcar a 


tgccaagtac 

gccccctatt 

gaegtcaatg 

aeggtaaatg 

gcccgcctgg 

cattatgccc 

7500 

agtacatgac 

cttatgggac 

tttcctactt 

ggcagtacat 

etaegtatta 

gtcategcta 

7560 

ttaccatggt 

gatgcggttt 

tggcagtaca 

tcaatgggcg 

tggatagegg 

tttgactcac 

7620 

ggggatttcc 

aagtctccac 

cccattgacg 

tcaatgggag 

tttgttttgg 

caccaaaatc 

7680 
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tccaaaatgt 
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cgtaacaact ccgccccatt gaegcaaatg 

ggeggtagge 

11 AC\ 

gtgtacggtg 

ggaggtctat 

ataagcagag 

ctggtttagt 

gaaccgtcag 

atccgctagc 


gctaccggtc 

gccaccatgg 

tgagcaaggg 

cgaggagctg 

ttcaccgggg 

tggtgcccaT: 

men 
1 sou 

cctggtcgag 

ctggacggcg 

aegtaaaegg 

ccacaagttc 

agcgtgtccg 

g c g a ggg c g a 


gggcgatgcc 

acctacggca 

agctgaccct 

gaagttcatc 

tgcaccaccg 

gcaagctgcc 

/ you 

cgtgccctgg 

cccaccctcg 

tgaccaccct 

gacctacggc 

gtgcagtgct 

tcagccgc ta 

ou^u 

CCCCy cLCCclC 

atgaagcagc 

acgacttctt 

caagtccgcc 

atgcccgaag 

gctacgtLLa 

si nn 

OlUU 

99 a 9 c 9 cacc 

ate ttct tea 

aggacgaegg 

caactacaag 

acccgcgccg 

aggtgaagtt 

hi 

c 9 a 999 c 9 ac 

accctggtga 

accgcatcga 

gctgaagggc 

atcgacttca 

aggaggaegg 

9.1 ~)C\ 

caacatcctg 

gggcacaagc 

tggagtacaa 

ctacaacagc 

cacaacgtct 

atarcaiiggc 

ocoK) 

cgacaagcag 

cLcly clcLC y 9 

tcaaggtgaa 

cttcaagatc 

cgccacaaca 

regaggaegg 


cagcgtgcag 

c Lcgccgacc 

actaccagca 

gaacaccccc 

ateggegacg 

gccccg tgc l 

O^tUU 

gctgcccgac 

aaccac race 

tgagcaccca 

gtccgccctg 

agcaaagacc 

ccaacgagaa 

o4DU 

gcgcgatcac 

argg lcc tgc 

tggagttcgt 

gaccgccgcc 

gggatcactc 

reggcargga 

O JilU 

cgagctgtac 

aagtceggae 

tcagatccac 

eggatctaga 

taactgatca 

taatcageca 

ODOU 

raccacd l l l 

gtagaggttt 

tacttgettt 

aaaaaacctc 

ccacacctcc 

cccugaaccL 

OD4U 

gaaacataaa 

atgaatgcaa 

ttgttgttgt 

taacttgttt 

attgeagett 

ataatggtta 

8700 

caaataaagc 

aatagcatca 

caaatttcac 

aaataaagca 

tttttttcac 

tgcattctag 

8760 

ttgtggtttg 

tccaaactca 

tcaatgtatc 

ttaaatggcc 

gcataacttc 

gtatagcata 

8820 

cattatacga 

agttatctag 

cagatctgaa 

ttcgatatca 

agctgcggcc 

ttaattaa 

8878 


<210> 8 

<211> 124884 

<212> DNA 

<213> Varicella zoster 
<220> 

<221> CDS 

<222> (1134). .(1850) 

<220> 

<221> CDS 

<222> (8607). .(9386) 

<220> 

<221> CDS 

<222> (10642). .(10902) 

<220> 

<221> CDS 

<222> (11009) .. (11917) 


Page 18 


<220> 

<221> CDS 

<222> (12160) .. (13392) 
<220> 

<221> CDS 

<222> (13590). .(16049) 

<220> 

<221> CDS 

<222> (16214). .(18199) 

<220> 

<221> CDS 

<222> (18441). .(19346) 

<220> 

<221> CDS 

<222> (24149). .(25516) 

<220> 

<221> CDS 

<222> (30759). .(33875) 
<220> 

<221> CDS 

<222> (34083). .(42374) 
<220> 

<221> CDS 

<222> (44506). .(46263) 
<220> 

<221> CDS 

<222> (50857). .(54471) 
<220> 

<221> CDS 

<222> (54651). .(56963) 
<220> 

<221> CDS 

<222> (57008). .(59614) 

<220> 

<221> CDS 

<222> (59766). .(60197) 

<220> 

<221> CDS 

<222> (64807). .(65832) 

<220> 

<221> CDS 

<222> (66074). .(68599) 

<220> 

<221> CDS 

<222> (70633). .(71355) 
<220> 

<221> CDS 

<222> (71540). .(75730) 
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<220> 

<221> CDS 

<222> (75847). .(76797) 

<220> 

<221> CDS 

<222> (78170). .(80200) 

<220> 

<221> CDS 

<222> (80360). .(81451) 

<220> 

<221> CDS 

<222> (82719). .(83318) 

<220> 

<221> CDS 

<222> (84667). .(86322) 
<220> 

<221> CDS 

<222> (87881). .(90388) 
<220> 

<221> CDS 

<222> (90493). .(92808) 
<220> 

<221> CDS 

<222> (95996). .(98641) 
<220> 

<221> CDS 

<222> (110581). .(111417) 
<220> 

<221> CDS 

<222> (111565). .(112107) 
<220> 

<221> CDS 

<222> (113037). .(114218) 

<220> 

<221> CDS 

<222> (114496). .(115560) 

<220> 

<221> CDS 

<222> (115808). .(117679) 

<220> 

<221> CDS 

<222> (120764). .(124696) 

<400> 8 

aggccagccc tctcgcggcc ccctcgagag agaaaaaaaa aagcgacccc acctccccgc 60 

gcgtttgcgg ggcgaccatc gggggggatg ggattttttg ccgggaaacc cccccccgcc 120 

agcctttaac aaaacccgcg ccttttgcgt ccacccctcg tttactgctc ggatggcgac 180 
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cgtgcactac 

tcccgccgac 

ctgggacccc 

gccgg Lcacc 

ctcacgrcgt 

cccccagcat 


ggatgacgtt 

gcgaccccca 

ICCCCIaCCt 

— — — — —— — — — 

acccacarac 

gccgaggccg 

tggcagaege 

JUU 

gcccccccct 

tacagaagcc 

gcgagagtct 

gg Lg l ncrcc 

/— /— r-\ /— /-^ 4~ 4~ 4~ 4~ 

ccgcc Lcrrr 

4~ 4~ /~ 4~ /~ /~ /~i 4~ 

ttcctcacgt 

JOU 

ggagaatggc 

— — — —— — — — — — 

accacccaac 

agtct Lacga 

4~ 4~ /^i /~ 4~ /~ 

l Lgcc Lagac 

4~ r°\ r°\ 4~ 4~ 4~ r*\ 

rgege l rang 

arggaatcca 


cagacimcag 

s— +- /~i /~i /— -1— -1— -1— -1— s— 

ctggcttttc 

taagaa l teg 

— \ — \ -\ -4— /-J /— -4— /"-I +- 

caaatgctgt 

g racegge l l 

-|- -1— -|- -1— -a -a H — 1- / — 1- 

rrrraattct 

Ann 

ttttggtatt 

ctcaccctta 

/— 4~ /^i /— 4~ /^i 4~ /— /^i 4~ 

crgcrgLcgL 

gg Lcgccarr 

/-^ 4~ 4~ /~ 4~ 4~ 4~ 

gttgccgLLL 

rrcccgagga 

J^U 

acctcccaac 


gaaac Lac Lg 

tccggaaggg 

r-\ -\ ■^/~4/~44--^4-4-4- 

gaagg La l l l 

ai lc Legem 


gcagcttgtc 

gcgcgtgtat 

gcacaacaaa 

age ta ta ta t 

g ncaccaaag 

ccaacg tege 

DDU 

catctggagt 

actacaccca 

4~ *^ ^ /^i 4~ 4~~ rA ~~\ 

gtacgttgca 

raacc rgtcc 

at l Lgcan l l 

iicag ntgcgc 

/ 

ggacgcctm 

ctccgggarc 

gtggccTugg 

gaca rcaacc 

agrggaa raa 

gaaccgccgg 

/ OU 

tggtcttgtt 

Lgaacgacga 

gtggcgacgc 

gtrgTiTictgc 

aizaagc lc rg 

4~ 4~ 4~ r°\ ~\ 4~ 

rargc rgara 

otu 

cataaacaca 

gagtctgtat 

cgctatcaga 

ttcccgaaca 

ccttccggta 

ccccatactc 

900 

cgataccctg 

gacattgcgg 

atcccaaaaa 

tataatatta 

acaggatttg 

cttatacttt 

960 

gctacagctt 

atataaattt 

atgtgcgata 

catcttaagt 

gcatccgtac 

gttatttata 

1020 

cattgcctgt 

cacgtgaaaa 

gactgtgtta 

cccaataaag 

gttctacaaa 

aaatgettta 

1080 

ttgggtgttt 

gtttaatagc 

tattatcgta 

acccaccccc 

gtaaaatcat 

aaa atg 
Met 

1136 


cat gta att tct gag aca ctt gca tat ggg cat gtt ccc gca ttt att 1184 

His val lie Ser Glu Thr Leu Ala Tyr Gly His val Pro Ala Phe lie 
5 10 15 

atg gqc tec act ctg gtq cgt ccc agt tta aac gec acc gec gag gaa 1232 

Met Gly Ser Thr Leu Val Arg Pro Ser Leu Asn Ala Thr Ala Glu Glu 
20 25 30 

aat ccc gcg tea gaa acg cga tgt tta tta cga gtq ctt gcg ggg aga 1280 

Asn Pro Ala Ser Glu Thr Arg Cys Leu Leu Arg Val Leu Ala Gly Arg 
35 40 45 

act gta gac ctg cca gqc gqa gqa acg tta cac att acc tgt acc aaa 1328 

Thr Val Asp Leu Pro Gly Gly Gly Thr Leu His lie Thr Cys Thr Lys 

50 55 60 65 

acc tat gta att att gqc aaa tat age aaa ccc gqc gaa cgt ctt age 1376 

Thr Tyr Val lie lie Gly Lys Tyr Ser Lys Pro Gly Glu Arg Leu Ser 
70 75 80 

ctt gec cgt eta ata ggg cgt gca atg acg cct gqa gqt gca agg aca 1424 

Leu Ala Arg Leu lie Gly Arg Ala Met Thr Pro Gly Gly Ala Arg Thr 
85 90 95 

ttt att att ttg gcg atg aag gaa aag cga tec aca acg ctt ggg tat 1472 

Phe lie lie Leu Ala Met Lys Glu Lys Arg Ser Thr Thr Leu Gly Tyr 
100 105 110 
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gaa tgt ggt acg ggc ttg cat tta ctg get cca tct atg ggt aca ttt 1520 
Glu Cys Gly Thr Gly Leu His Leu Leu Ala Pro Ser Met Gly Thr Phe 
115 ' 120 12 5 

etc cgc aca cac ggt tta agt aac aga gat etc tgt tta tgg egg ggt 1568 
Leu Arg Thr His Gly Leu Ser Asn Arg Asp Leu Cys Leu Trp Arg Gly 
130 135 140 145 

aat att tat gat atg cat atg caa cgt ctt atg ttt tgg gag aat ate 1616 
Asn lie Tyr Asp Met His Met Gin Arg Leu Met Phe Trp Glu Asn lie 
150 155 160 

gcg caa aat acc act gaa aca cct tgt ata acg teg acg tta aca tgc 1664 
Ala Gin Asn Thr Thr Glu Thr Pro Cys lie Thr Ser Thr Leu Thr Cys 
165 170 175 

aac ttg aca gaa gac tct ggt gaa gec gca ctt acc acg tea gac cga 1712 
Asn Leu Thr Glu Asp Ser Gly Glu Ala Ala Leu Thr Thr Ser Asp Arg 
180 185 190 

ccc act etc cca acc eta aca gec caa gga aga cca aca gtt tec aac 1760 
Pro Thr Leu Pro Thr Leu Thr Ala Gin Gly Arg Pro Thr Val Ser Asn 
195 200 ' 205 

att cgt gga ata ttg aaa gga tec ccc cgt caa cag ccg gtc tgt cac 1808 
lie Arg Gly lie Leu Lys Gly Ser Pro Arg Gin Gin Pro Val Cys His 
210 ~ 215 220 225 

egg gtt aga ttt gec gaa cct acg gag ggc gta ttg atg taa 1850 
Arg Val Arg Phe Ala Glu Pro Thr Glu Gly Val Leu Met 

230 235 


tcactaaata 

aaatacacct 

tttttcgatt 

gtacgtattt 

ttatttaaat 

gtgtagttca 

1910 

tagtccgccg 

acagccgctc 

gggcttttcc 

cccacataca 

acatgatcgt 

atgcctcgga 

1970 

tgcaccggtc 

caacactccg 

ccgagaaggg 

ggatttacaa 

tgacagtgat 

acccaatagc 

2030 

cgccagatgt 

acacccagct 

gtccggactc 

cagcatcatc 

tgctgagttg 

eggegctgaa 

2090 

gggtgcatcg 

catagggtgt 

tataattagc 

catttceggt 

aacagtegtt 

gggaatttag 

2150 

gaggctgeaa 

aacggctgta 

ggtcaacata 

cattggggat 

tcagatggtt 

tatctcgacg 

2210 

tccaagtcca 

atcaaaaaag 

cgtgtaaatc 

atcagcccgg 

ccgcatgttg 

ctcgaagagc 

2270 

acataacctc 

ttaacaccgt 

acagagggga 

tggcgtcggt 

gcatgtgagt 

tggcagggca 

2330 

tgtccacgtt 

gtttccaacg 

ccagtggcgg 

tataacttgt 

gtaaacgacg 

ccaacgggtc 

2390 

aggtttaaga 

ttcactcgga 

tgggttgact 

gettteggaa 

gctcccgttg 

tatccattaa 

2450 

ttaaacgttc 

ggtacacgtc 

tggtgtgtgt 

tttacccgaa 

teagagaegg 

aattgcaaag 

2510 

atattggttt 

gaaagcaatg 

taatcccgcc 

catatatccc 

caacgtcgcc 

ttaaaaactc 

2570 

ccacaatatt 

acatttttat 

tagtctttta 

ttaatataga 

atcacataaa 

caattgataa 

2630 

aatcaagggg 

tggtgtataa 

tgattaaaaa 

tataaattga 

tatgttttac 

aagcatgaaa 

2690 

taggtattta 

ctattctaac 

aggtaaatat 

gcttaatgat 

taaaaataca 

aattagtatg 

2750 

ttttgacaag 

catgaaaaag 

gtatttttta 

ttttagcagt 
Page 

taaaggtact 
22 

acacttaaaa 

2810 
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T.d.T_T.T_aCCgT. 

atggacgggc 

gtcagaaaga 

tgcccggccc 

aagttgagag 

/~i /~i 4— /~ 4— 4— 

ggtacattca 


acacgaccac 

— \ /— 4— /— r*\ r*\ 4— 4- /■*! 

actcgcgttg 

/^i 4— /■*! /^i /^i 4— /^i ~~\ 4~ 4~ 

gtgggtgatt 

agggcctcta 

aaacaccggc 

/— — \ « — \ /— — \ 4— /^i /— 

cagacatgac 


ccgggtgtat 

attcttgtaa 

/— — \ /— 4— 4— /^i ~~\ *^ /— « 

cacttgaacg 

4~ 4~ —\ *— 4~ *^ 

ttacaactga 

tatcatcata 

4— 4~ /— /— — \ /— — \ — x — x 4~ 

ttccacaaat 

zyyu 

ttagagccac 

/~i /~i — \ /— — \ — \ /— 4— 4— 

ggacaactat 

— \ 4~ 4— ^ /^i /— ^ — \ 4~ /^i 

attagcaatg 

cgggcaatca 

4- — \ /— /— 4— 

taacaaacat 

-\ 4" —\ /~i 4" /~i 4" 

ataagtagta 

jUjU 

atacacgtga 

4— 4— /~ /~ 4— 

T. cLT. C cLC T. cLcLd. 

acgttgctgg 

cgcaacagtt 

c 9999 a 9 a 9' : 

-\ /— -\ /— /— /— /— 

acgagacccc 


aaatcgttgt 

s— s— s— 4~ /~i 4~ 4~ 4~ /~i 

ccctgtttag 

cLcly cLcLy cLC d. L 

C L L cLC d.d. d. d. y 

/-^ /— /— /— /— -\ /— 4— 4~ 

gccccagctt 

T_aacT_T_T.aaa 

jl/U 

■4— -1— /— 4— /— /— — \ — \ — \ — \ 

gtgacttcga 

ggttgcaaca 

atgggattat 

4" 4" 4" /~A 4" 4" 

ttgtgtagat 

gggcaagttt 


■4— -1— -1— /~i /— /— /~i /— +- — \ 

tttgccgcta 

acattttaat 

/— /— — \ /— /~i 4~ 4~ ^ ✓— 

ccacgttaac 

agttcatccg 

cagactccaa 

/— /-^ /— 4— 4— /~ -> 4— /~ 

cgcttcaatc 


— \ — \ — \ /~i — \ -I— -I— /— -I— /— 

aaagattctc 

cacgtatgac 

tctctcacgc 

aacgcgcggg 

caatacgtga 

gtccatttta 


tatgactcaa 

aggtacgata 

aagttcatgt 

ccgtacaaca 

tcaactccgg 

/— /— -\ -\ /-^ -\ 4— /"H 4— /^i 

ccaagatgtg 


ttttgtttta 

tccccggaaa 

acatccaccg 

gaagcccatg 

aatcaccctc 

ttgtattgtg 

34 / u 

gcatatcgga 

ctaccagttt 

ttcaattgtt 

tcatctaaat 

ggcgtaccga 

gtcaatggtc 


acgctggctc 

ccgcggtgga 

gacgacttca 

atagcacggc 

/— /— 4— -\ 4— 4~ /~ 

ccgtaattcg 

atcgaccggg 


atatca tact 

CLLLLCgaat 

— \ /^i y— +■ y— 4~ y— /^i /^i 

acgctctcgg 

« « « /^i 4~ y— 4~ /— 

c 999 c 9 tctc 

4— /— 4— 4— —\ -~\ —\ —\ 

tcttggaaaa 

4— /— /— — v — v /— /— 4— 

tcgcaacctg 

3KRn 

3D DV 

tacgattcgt 

catgtgtctg 

-i ■(-/ 14-4-4-/~4-4- 

atcatttctt 

tctcccgtyy 

^ ^ ^ /— r^i 

tCattycagy 

aggcgttgta 

371 n 

ggacgccgtc 

ttcgatttga 

cagggatcga 

4-/ 1/— /~i/~i4 - /~i4 - 4 - 

tCacggtgtt 

ttcttgaact 

ttgagtgtta 

J / / U 

raagarcrgg 

atgatcgtcg 

4-/~i4-/~/~/^/~/~i4- 

atgtccccgt 

tcgatgcgtg 

catatccagt 

ctccacgtct 

3S30 
JO jU 

CT-I.CCT.CCat 

y-i — \ 4- /~i /~i 4- 4- 4- /~i —i 

gatggtttga 

— * 4- /— /~i /~i /~i 4- — l — * 4- 

atcgggtaat 

— _ _ — * /— — \ — v /— /— — * 

a. c a. a. c a. a c c a. 

— > — > /-^ 4— 4— 4— 4— /— 

aagttttcgg 

/-^ /— /-^ 4— 4— 4— 

gcgattgtgg 

3SQO 

4-/~|/~j4---)/-1/— 4-4-4- 

tggtagcttt 

CcLCgCCT.T.CC 

gtgccttcgt 

4- 4- /-i /-i -) -3 4- -> y— /— 

T.T.ggaata.cc 

g t. g g aT. T. aT. a 

4- r1 /-4-/- 1 4-- 1 4-/-4- 

T.gcT.gT.aT.CT. 

3Q^n 

gcagtacgct 

C C cLC cLT. cLC cLC 

agttctagac 

/-1 4- 4- /-1 4- /-i /-< 3 /-1"t~ 

gttgtggagt 

/—/— 4-/— /-</—/— 4-/-</-i 

ccT.cgccT.gg 

agtggagcca 

Am Pi 

— \ 4- /— 4- 4- /— 4- 

atagcttcat 

/— — \ 4- 4- 4- /~i /—/—/— —i 

catttgccca 

— * 4- /— /~i /~i 4- /~i —i /— 4- 

atcggtgact 

4— /— /— — ^ — * 4- /~i /——*—* 

tccaatgcaa 

— * /-« 4— /— -> 4— /— /— -> 
agtcatccga 

— > /-^ /-^ 4— 4— /— 4— /— 4— 

aggttcgtct 


ggtagcaaat 

4— /— —i 4- —i — i — \ /-« 4— /— 

tcataaagtc 

4— 4- /— — l /— — l — * 4- — ^ 

ttcacaaata 

y-1 4~ — ^ /~1 — ^ /— — t /— 4— 

gtagacacgt 

/— 4— ^1 4— /— 4— 

ctgggtcggt 

4— /~1 —> — > 4— 4— /~a -~\ —t 

tggaattgaa 

41 3n 

gcagaggcca 

4— s~a /^i /— 4— /^i /— — \ — ^ — ^ 

tggctgcaaa 

— \ 4- 4- /— 4- /~i — ^ /— — ^ 

atatctgaca 

— * 4- 4- /~i /— /~i 4— r~t 4 — 1— 

attgcgtgtt 

4— /— /-* 4" 4~ /^i /— /— 

tgcagttgcc 

tgtatcttcc 

41 an 

/■■i /— /— — \ — \ 4— /■*! 4~~ 4— /~*\ 

gccaatgttg 

tagaatttat 

— \ « « /— 4— /— /— /— /— 

aggctcaccc 

aaccccgcaa 

4~ /^i /— 4— /^i 4— 4— 

tgggcgtgtt 

4— /~A 4— ^ — ^ ^ — —\ 4~ 

tagtcacatg 

a~> t;n 

attaatgctt 

/— 4— « « « — \ « 4~ 4~ 4~ 

ct 999 a 9 tl:t 

tcactttccc 

/— — \ — \ — \ /— —\ — \ /— 4~ 

caaacaagct 

4~~ /— /— 4— /^i /— —\ /— ^— 

tacctgcacc 

ctttgttcgt 

431 n 

aatgcataaa 

— \ — \ 4— —\ /— /— — \ /— 4— 

aataaccact 

/*i /— 4— ~~\ 4— /~i /— — ^ — ^ 

gctatagcaa 

— ^ 4~ 4~ /~t /— 4~~ 

atatgacgat 

ataaaaacat 

4— 4— 4— "~\ 4— /^i #— —\ —\ 

tttatagcaa 

437H 

ggccggacat 

4— /— 4— 4— /"^ /— /"^ 

tactgtagcg 

/— — \ — \ /— — i 4- /~i 4- 4- /~i 

caacatgttg 

4— /~i /— — > 4— 4— — » /— /— 

tgcatatacc 

— 1 /— /— 1 4— — * 4— 4— /— /— /— 

acgtattccc 

/-—/-—/-— /-^ 4— 4— 4— -\ 

cccgtattga 

44 3n 

tatgatttaa 

atgattatcc 

ttggttggtt 

ttggtctaac 

ataagatata 

agctctacta 

4490 

tagcgagcgt 

gcatacaaca 

acccaggcca 

gaatccgaat 

gtatgtgggg 

tataataacg 

4550 

cgcatggtgt 

atatgcaacg 

ccaagcgtta 

aaagcacaat 

acatccagat 

gatatatgag 

4610 

cgataacctc 

caaaagcatc 

aataacgtaa 

cacctttatg 

catatataaa 

aaacttatag 

4670 
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ctcataccat cccgtcgcat ggaaacatca 

__j________ 

C cLT. clcLC clcLC C 

1 / jU 

Tmgccaacim 

4~ /~i 4~ 4~ 4~ /~i /~i /~i 

tgtatatggg 

taaccaagaa 

gaatgttcga 

aataacccgt 

/~i 4~ 4~ /~ /~i 4~ 4~ 

gttacgtaat 

t / 

tcagtgaata 

tgatgtgggg 

gatattaact 

cacaggatga 

teggaatgge 

_______j___ 

ccaaacatac 


gacgtattcg 

4~ /~ /~i — \ 4~ 4~ /~i 4~ 

tcgaaattgi: 

aaatacatac 

catatacaaa 

ecatgeaaaa 

-»i — \ — \ — \ 4~ /~ 4~ 4~ 4~ 

aaaatcattt 

4Qi n 

ttagctgcac 

gcaccaaaaa 

taagcgtgac 

aattacgtgt 

tcccagaaca 

at tcgaattt 

/u 

tgtcatgcaa 

aggtgtagaa 

atagcggttt 

ttaccatagt 

atctcctgat 

aatagatT: lt: 

jUjU 

cccggcagct 

/~i 4~ 4~ /~i 4~ 4~ 

gtaatcgtai: 

ccagataggc 

catccaaaaa 

cgttgagtgg 

rrracaaacg 


-1 — -3-1— -a-l— -a-l- 

ttacatataT: 

aagagagttg 

ttataagacc 

cccatacaac 

cggtccacca 

traarcaccg 

jljU 

tggttgcata 

_______ a-*- ^ 

cacacdcica 

tgttcaaact 

ttacacgagc 

ggtataccat 

aggg taaaaa 


cagcatgtcc 

gctaag tag a 

cacataatta 

taaaatgttc 

tgtcttgatt 

cc taaagcer 

C17fl 

gcatgacccg 

tggaagargg 

caattcaagc 

acgatgtagt 

ateacaeggt 

4~ r°\ r°\ 4~ r°\ 4~ 4~ ~\ ^ f 

tgg tg ttaac 

J j jU 

tcgaag itaa 

— i 4~ 4~ 4~ /^i /"i ^ 4~ ^ 

a l l tgga iaa 

ttaggtactt 

ctagagtaaa 

gattgtatgc 

atgcgaL tgc 

J jjU 

4- 4~~ /~i 4~~ 4~~ 

ta Lcgcacrr 

rg Lagcaaaa 

cattgttgtg 

caagegaaat 

acacaaaegg 

4~ 4~ r°\ 4~ r°\ 4~ r°\ 4~~ 

rrgrgargar 


ccac Lcgcag 

_ « _ >. , — — _ _ _ j_ 

agacacaaa l 

gtceggggag 

ccgttcttcc 

tecgegatgg 

ggataLcgaa 


gacaagrgaa 

cccrrr rg l l 

ccgcatatga 

gctgaaataa 

cacccagtcc 

/— 4~ 4~ 4~ 4~ r~\ *^ 4~ r°\ r~\ 

cttttgatgg 

J J / U 

cgaracac l l 

tgatgatgtt 

aaggtatatt 

cgcgatcacg 

cccggggaaa 

tgaacagcaa 

JOJU 

tatgctccac 

acLI. cig a 1 1 C t 

aatattgtgc 

tgtcgacaaa 

ggcctccagt 

gtaaatgcgt 

cenn 

ccagacaagt 

taccccgcgc 

tcttttagag 

cctttgttaa 

agatatttgc 

ggggagctaa 


aramrgmT: 

arracgcgca 

accttaegtt 

caaaaaactc 

tgegtattec 

cccccaaggr 


4- — \ 4~~ /"■! 4~~ — ^ — ^ — ^ — ^ 4~~ 

rargraaaar 

aaamgcacr 

ggaacattcg 

actgeggtet 

tgaatgaaaa 

4-" — \ — \ — \ 4~ 4~ 4~ r~\ 

rgaaagrmg 

RS7n 

JO/v 

/■*! /~a /~a 4~~ 4~~ 4~~ /~ 4~~ 

ccgggr l ret 

— \ 4~ /~i 4~ /~i 4~ /~i 4~ 

argrg argue 

acaaaegcta 

atatatcaat 

acactgctca 

r~\ r~\ 4~~ ^ /~ — \ — x /— — x 4~ 

ggracaacar 


aaaatgggag 

4— -^i 4- 4- 4- —i 

ragrrgrcca 

accgccgtcc 

ctgtggttgt 

tactttggag 

aaaaaaggca 

RQQn 

/-^ 4- 4- 4- — \ — \ 4- 

grcrraaacr 

atgtccgtgg 

ctataaacac 

cagtatctat 

aaacgaaaag 

4— t— f— /—• /~i 4- —> -\ — > 4- 

tcccgraaar 

DU jU 

acggaccaar 

ararrcaaca 

aattcccgtt 

ccagcaacac 

cgcttgctgt 

aararmgrg 

Kim 

s— — \ — \ ~\ /—/—/— s— 4- 4- 

caaaccccrr 

raaagrggaa 

gaccccacta 

aegcataggg 

atttgggatt 

ggraegcara 

ki 7n 

cccrgaaacc 

— !-> — 1- 

rarrrrcrcr 

ttacagttac 

agggtagagt 

ttcatgcaag 

-t--t--t--t-/~-^-t--t-n+- 

rrrrcarrgr 


4— 4- rA *~\ 4- /~ 4- 

rrgaracarc 

ggcgtgtgta 

tggacttcag 

acgttgtctg 

tgtatcaaaa 

aaccaracar 


4- 4- 4- 4- *~\ 

ccrcrgrara 

-a — l-r — H-l-/ — 1- 

arrcrcrrcr 

acacacgtgt 

~\~ ~\~ f~ r\ /~ t~ 
dtddltCyLL 


raaaaarcga 

DO JU 

tgtcagaatg 

gctggttata 

tccaataaat 

tatcatcatc 

caacacctca 

aeggtaggtt 

6410 

caggacatgc 

agttttataa 

aaataacatg 

ggtctttgtt 

agggtttacc 

aeggectttg 

6470 

gaaaaagtaa 

ttgcatggcc 

gttaaaatac 

catgacgaaa 

tgctcgcatg 

ccggcatgta 

6530 

aaatacccaa 

tgggatgggt 

tttcttatat 

gaaagtctac 
Page 

atcaagtatg 
24 

aggtttgtga 

6590 
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T_T_dxaa.ga.T_T_ 

T_gT_aT_T_aaaT_ 

— \ /~i s— 4~ /~ 4~ 4~ /~ /~ 

agctcattcc 

T.g L L LoLT.a.T.a. 

-\ /i /— 4~ /~a 4~ 4~ 

aagctgatct 

4~ 4~ /~i /~i /~i 4~ 4~ /~i 4~ 

ttgggtatgt 

DDjU 

ttgatgaaat 

4- 4~~ 4~~ /^i —\ —\ —\ /i 

tttagaaacg 

tttttaacag 

— \ f— 4~ *^ /^i 4~ *^ *^ 

acg ragaiaa 

4~~ « 4~ —\ 4~ 

tagtaaagtc 

— \ — \ /~ 4~ /^i —\ 4~ ~~\ 4~ 

aactgcatat 

D/ 1U 

s— 4~~ s— /~i -I— — \ /~i -I— /~i — \ 

ctcgtagtga 

agcggcaaca 

— \ — \ — \ 4~ 4~ ^ 4~ /^i 

aaattaca Lg 

ga L Ldd L L rg 

tttaaggtcc 

4~ /~ /~ /~i /~ — \ 4~ 4~ 

tccgcaatta 

D/ /U 

atcgagcctc 

gtgcggtaaa 

gtgtaacggt 

l Lg l Larrga 

tgaccacgta 

4~ 4~ 4~ /~i /~ 

tcattagcaa 

Do jU 

I. clcLC ciy C cLcld. 

tgcttgggcg 

ccg Lgaggca 

aggc tacccg 

at at ac aggc 

-\ 4~ 4~ /^i /"H 4~ /~ /~ /~i 

attggtccag 


ttacctcaga 

atggccgatg 

agggct tcta 

a rggag l l l l 

ataactcagg 

atggatacat 


catgtgtggc 

tatcccagtg 

gcagcagaga 

cLd.d.d. C d. g L d. d. 

tagttttgta 

atccccgggc 

7i~n n 
/ u±u 

tcgtatcaaa 

accagracga 

/— /— ^ /— 4~ 4~ 4~ r*\ r*\ 4~ 

ccac l l tgg l 

4~ *^ /^i /~i 4~ /^i "t - *^ "t - 

raggrgtatc 

/i 4~ 4~ 4~ /~a /~ -\ -\ /i 

gtttgcaaag 

4~ 4~ /^i /^i 4~ /"H 4~ 

ttggctgctc 

/ V 1 V 

gtaacgcctc 

cgcggaaaca 

cccgaa lcc l 

caaaa l rag a 

caattcgtca 

aaaccgggtg 

71 

gatttgaggg 

aatagtggag 

gacca Lcca l 

a Lggac raaa 

ttgtttttca 

atgttttcca 

71 an 

cacgacgagt 

4~ ^ /^i /— /^i 4~ 4~ /^i 4~ 

tagcgtigta 

gctaggrcac 

a Lacgcc Lat 

-\ -\ -\ /— 4~ 4~ /~a 4~ 

aaacttgcta 

/i /i 4~ 4~ 4~ 4~ /~ /^i /^i 

ggttttgcgg 


catacgtaag 

— \ ^ 4~~ 4~ ^ ^ *^ /^i 4~ ~\ 

acmaaag ra 

4 »4-/~i4-4-4-4 

lb. ng l l l tag 

taa l tg ta ta 

tttatgtcca 

— v 4~~ 4~ « « 4~ 

atctcaggtc 

751 n 

caagttcagt 

gaca tcacaa 

- 3 4-4--5 / - / ^ 1 4-4- / -4- 

cl L LcLCg L LC L 

l l l l ra ra ra 

gtcacgcatg 

ttgagacgag 

757n 

aacgtacatg 

a rraaaaaaa 

l Lagcag tag 

^ — t- ^ — i — i — i — i — i- ^— ^~ 

ClCLLLLLCC 

caggttggat 

/i -\ 4~ 4~ 4~ 4~ -\ /i --\ 

gattttaaga 


/I /i ~\ /— /— /i 4~ 4~ 4~ 

ggaccggttt 

a rrcacaaaa 

4 _ /~4 _ /~i"^/~i4 1 4-n 

lc rgag ra rg 

Laaccgc l rg 

4 i/"i/"i4 - /"i/"i4 - / — H 

taggtggtct 

gcgatctgtt 


tccgattgaa 

acattcaaaa 

tgtgccagat 

aaa ta taa lc 

aacaaattca 

cggtctggaa 


ctttaaggcc 

-f--f--f--f-/--f-ta-f-/-n 

rrrrcratcg 

l rgg raa ra l 

actccgatac 

4- n /~ n 4- riH \ 4~ 4~ 

TgcgrgtaTT 

4— /~ /^i 4~ 4~ /^i 4~ /^i 4~ 

tccgttgtgt 

7Ki n 

ctgtatgtat 

rcgctgraaa 

— * 4- /~i 4- —i /~i —i 4- —i 

argracgara 

gagcattttt 

ggctgtcaaa 

cctcgtgtat 


— \ 4- /~i 4- 4- /~i —i /~i —i 

atgttgagga 

—————————— 

acaacaaaac 

— \ 4~ /~1 /~1 —1 — 1 — * y-1 4- 4- 

arggaaagm 

tatcaaaaga 

caacaagtcc 

/~i — > — > — i 4 1 4 — 1- y—i 4- 

gaaatattgt 

77^n 

/ 1^4 i / 1 

acccactaca 

— \ 4- 4- /~i /~i 4- —i — * 4- 

arraggraar 

gccgggactt 

y-1 y-1 4~ —1 — 1 y-1 4 1— — * — 1 

ggtaagttaa 

—>—>—> /— —>—>—> 4- f~~ 4- 

aaacaaatct 

ttaattgcct 


gtaagtcata 

taagggggtt 

rccaacgraTi 

tgtaacttgt 

r~A 4- /~ /~ /~i 4- 4- 4- /~i 4- 

gtccgtttgt 

aacaagtaat 

7B trf> 

agcgtgtagc 

caacacragc 

grrrrrrcag 

agggtccaaa 

tcgaacaata 

taccaaaacg 

7Qi n 

gcgagcatcc 

aracccccag 

4- —\ « — \ /i 4~~ /~i 4~ f~ 

ragagrcgrc 

gatatgcagc 

caatacttga 

/— /~i 4- 4- /~ /~i 4- — > o +■ 

cgttcgtaat 

/y/u 

gggcatataa 

4- — \ 4~ 4~~ 4~ —i /"^ 

rgargmagc 

rccrgacgac 

— ^ — ^ /— /-« « — \ 4~ 4~ 4~ 

caacggattt 

tttaactaac 

4~~ 4~ i~a s — —\ /~i — x /~i 4~ /~i 

ttgcagagtg 


ttgcctctgt 

gatgcatagg 

ccgttgtccg 

ataatccctt 

tcggtttaaa 

tggtgtgttg 

ouyu 

4- 4~~ ~~\ s~ s~ -~\ 4~~ /~ —\ « 

ttaccatcag 

-, / - i 4-4-4-/- i 4 ,4 , 

acmccgagTi 

gaatgtcaaa 

cgtc tccgat 

atacataggg 

HI t;n 
oljU 

4- —\ 4~~ —\ /i — \ 4~~ 4~~ 

tatcagatat 

rarargcgga 

4- 4~~ 4~ /^i 4~ /^i 

tttaggggtg 

ctccatacca 

taacgcctta 

4- ^ 4~ ~\ ~\ t~A 4~ 4~~ 

tataaagctt 

r? i n 

taaaatcagt 

ttgggtttta 

aaacaacaaa 

aaaatatagg 

ccagacccgg 

gatcgtacat 

8270 

ctccagttga 

aaatccacca 

attaaataaa 

aaataacgtt 

gacgtcccta 

ctacaaaata 

8330 

aatgcattat 

ttggttttct 

tcatcgtttt 

cagttacttc 

acgtgggcgt 

ttagttggga 

8390 

ttacttgcgt 

gatctcttcc 

ctcccatttt 

tgacaaagac 

gtcatctaag 

tcgggagtcc 

8450 
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aagtataact caccacatac agaggttctg tgcttatctg cccggtaagc aacaacagcg 8510 

agtgggagat tgcacatccc tttgtggcaa ataataaccg aatcgtcggt ttggaggatt 8570 

tatccatagt tcaatacgtt ggaaagccag tcaatc atg cag acg gtg tgt gcc 8624 

Met Gin Thr Val Cys Ala 
240 

age tta tgt gga tat get cga ata cca act gaa gag cca tct tat gaa 8672 

Ser Leu Cys Gly Tyr Ala Arg lie Pro Thr Glu Glu Pro Ser Tyr Glu 
245 250 255 260 

gag gtg cgt gta aac acg cac ccc caa gga gcc gcc ctg etc cgc etc 8720 

Glu Val Arg Val Asn Thr His Pro Gin Gly Ala Ala Leu Leu Arg Leu 

265 270 275 

caa gag get tta acc get gtg aat gga tta ttg cct gca cct eta acg 8768 

Gin Glu Ala Leu Thr Ala Val Asn Gly Leu Leu Pro Ala Pro Leu Thr 
280 285 290 

tta gaa gac gta gtc get tct gca gat aat acc cgt cgt ttg gtc cgc 8816 

Leu Glu Asp Val Val Ala Ser Ala Asp Asn Thr Arg Arg Leu Val Arg 
295 300 305 

gcc cag get ttg gcg cga act tac get gca tgt tct cgt aac att gaa 8864 

Ala Gin Ala Leu Ala Arg Thr Tyr Ala Ala Cys Ser Arg Asn lie Glu 
310 315 320 

tgt tta aaa cag cac cat ttt act gaa gat aac ccc ggt ctt aac gcc 8912 

Cys Leu Lys Gin His His Phe Thr Glu Asp Asn Pro Gly Leu Asn Ala 
325 330 335 340 

gtg gtc cgt tea cac atg gaa aac tea aaa egg ctt get gat atg tgt 8960 

val val Arg Ser His Met Glu Asn Ser Lys Arg Leu Ala Asp Met Cys 

345 350 355 

tta get gca att acc cat ttg tat tta teg gtt gqc gcg gtg gat gtt 9008 

Leu Ala Ala lie Thr His Leu Tyr Leu Ser val Gly Ala val Asp Val 
360 365 370 

act acg gat gat att gtc gat caa acc ctg aga atg acc get gaa agt 9056 

Thr Thr Asp Asp lie Val Asp Gin Thr Leu Arg Met Thr Ala Glu Ser 
375 380 ' 385 

gaa gtg gtc atg tct gat gtt gtt ctt ttg gag aaa act ctt ggg gtc 9104 

Glu val val Met Ser Asp val Val Leu Leu Glu Lys Thr Leu Gly val 
390 395 400 

gtt get aaa cct cag gca teg ttt gat gtt tec cac aac cat gaa tta 9152 

Val Ala Lys Pro Gin Ala Ser Phe Asp Val Ser His Asn His Glu Leu 
405 410 415 420 

tct ata get aaa ggg gaa aat gtg ggt tta aaa aca tea cct att aaa 9200 

Ser lie Ala Lys Gly Glu Asn val Gly Leu Lys Thr Ser Pro lie Lys 

425 430 435 

teg gag gcg aca caa tta tct gaa att aaa ccc cca ctt ata gaa gta 9248 

Ser Glu Ala Thr Gin Leu Ser Glu lie Lys Pro Pro Leu lie Glu val 
440 445 450 

teg gat aat aac aca tct aac eta aca aaa aaa acg tat ccg aca gaa 9296 

Ser Asp Asn Asn Thr Ser Asn Leu Thr Lys Lys Thr Tyr Pro Thr Glu 
455 460 465 
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act ctt cag ccc gtg ttg acc cca aaa cag acg caa gat gta caa cgc 9344 
Thr Leu Gin Pro Val Leu Thr Pro Lys Gin Thr Gin Asp Val Gin Arg 
470 475 480 

aca acc ccc gcg ate aag aaa tec cat gtt atg ctt gta taa 9386 
Thr Thr Pro Ala lie Lys Lys Ser His Val Met Leu Val 
485 490 495 


atattgaaat 

aaaaactaaa 

— \ — \ ^ /~-\ 4~~ 4~~ 4~~ ^ 4~~ 

aacgtttctg 

r\-\- r\-\ — 5 -4- ^-i H — | — I— 

gtgtatgttt 

4-H « 4-4-4-4-/-h4 > 

Hat LLLQId 

4 «4 >-»-»-»4-4 » 

LcL Ld.d.ad.I.I.d. 

QAAF, 

— \ — \ — \ s— — \ -I— -I— /~i s— 4~~ 

aaacattget 

ggctggcgtg 

gttattacat 

ttaatgtttt 

dQIdydddd L 

S— /^i -\ S— -\ 4~ r°\ 4~ 4~ 

egacategtt 

jjUD 

tgtttcttta 

tcagttgaac 

caaatccacg 

cgttccccgt 

4~ /~ 4~ /~a /~a 4~ 

tcgctgggtg 

tggctattag 

jjDD 

— \ -I— s— 4~~ — \ — \ s— /~i -I— -I— 

atetaaegtt 

ttagtaaaat 

accattgtac 

acceggtatg 

/— /— -\ /— -\ 4~ 4~ 4~ 

ccacatttac 

cgeggatage 


ataaggaaat 

gcaatattac 

ttaaaacgtt 

gtgttttaag 

4— 4~ 4~ 4~ 4~ /~a /~a /~a 

tgtatttggg 

tgttgtgatc 

3DOD 

tattaacagg 

acctgtgcaa 

gacgatctcc 

cgtttttata 

/— 4~ 4~ /~a 4~ 4~ 

cgtatgtcat 

cacccgtgag 

y / 4D 

at tat at acg 

tagaatttac 

agtgttctcc 

Lgcaggccat 

gccgttggac 

acacgataat 


gectgategg 

cttttcgatg 

atcttccaaa 

aatataagcg 

tttatactcg 

r-\ -\ 4~ 4~ 4~ r°\ 4~ 

gatgttgtaa 

QOCC 

yoDD 

gtcccagtct 

cttataatcg 

gtaagacaat 

ttttataaat 

tcattccttt 

4~ 4~ 4~ 4~ r°\ 

ttaaatatag 


gttatatggt 

cLCcLCcLcla. Ld. L 

Cd La LCCCgC 

/-^ 4~ 4~ 4~ ^ ^ /^i /^i 

g lc L lc l rgg 

/— /-^ 4~ 4~ 4~ 4~ /~a /~a 4~ 

cgttttggat 

4~ r°\ 4~ r°\ 4~ 4~ r°\ 

tgatgatatg 

yyoD 

tttgtaggtt 

ddy (J (J ddL dX. 

c g a t a t g g L a 

L LC Lycdydd 

t CCC t aty ta 

dayy ttyece 

1 OOdfi 

ctgctgtacc 

gtggaaatat 

cagcaaattc 

agg ta taacg 

ggtttttcat 

aatttgaegg 

1U1UD 

cgagtttgat 

aagggttgaa 

cttgtatcga 

tttaaaaatt 

ggatccagat 

gtttaagaac 

10166 

gttttttggg 

agaaggegae 

tttgtcttaa 

ttttaccggg 

aacaagtaga 

ttgttaaatg 

10226 

teegggtaaa 

ataaeggtta 

ctcctggccg 

gtaatacaaa 

agggctgaaa 

ttactcctct 

10286 

gtaacccgca 

tcaataactc 

cgttggcgac 

aaaaaaattg 

tcttcatcag 

caagggcagt 

10346 

atetttgeat 

tgaattaaca 

acagtgcgta 

ttcattggga 

ggcgccgact 

taaccaacag 

10406 

ctccaactgc 

tgcatataaa 

aaccgccccg 

tgttacagat 

ttttcagatg 

gcagttcgag 

10466 

tttcttgtgg 

ttccggagta 

acaacggttg 

atgtcgactt 

actttatcgt 

ctaacacgca 

10526 

ttgcagcgta 

tetgeacatt 

caggttgaac 

ttctattaaa 

attgtatctt 

ttaaacaccg 

10586 

atteggaata 

gtttggctac 

aaaacatatc 

acctgtattt 

actgccgttt 

ccaag atg 
Met 

10644 


gga tea att acc get teg ttc ata tta ata acg atg caa att tta ttt 10692 

Gly Ser lie Thr Ala Ser Phe lie Leu lie Thr Met Gin lie Leu Phe 

500 505 510 

ttt tgt gaa gac age agt ggg gag cca aac ttt gca gaa egg aat ttt 10740 

Phe Cys Glu Asp Ser Ser Gly Glu Pro Asn Phe Ala Glu Arg Asn Phe 

515 520 525 530 

tgg cat gec age tgt teg get cgt gga gtt tat ate gac gga tea atg 10788 

Trp His Ala Ser Cys Ser Ala Arg Gly Val Tyr lie Asp Gly Ser Met 
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535 540 545 

ate acc acc ctt ttc ttc tac gca tec ctt ttg ggg gtg tgt gta gec 10836 
lie Thr Thr Leu Phe Phe Tyr Ala Ser Leu Leu Gly val Cys val Ala 
550 555 560 

ctt att teg tta get tat cat gcg tgt ttc egg tta ttt act cgt tct 10884 
Leu lie Ser Leu Ala Tyr His Ala Cys Phe Arg Leu Phe Thr Arg Ser 
565 570 575 

gta tta cgc age acg tgg taaacccgtt tgcctataaa aggggcaggc 10932 
Val Leu Arg Ser Thr Trp 
580 

gtgtataaga gggcccctgt ttaatacgcg gtctgccgtg tttggatatt tcacgaccct 10992 

ategtttatt tacgta atg gca tct tec gac ggt gac aga ctt tgt cgc tct 11044 
Met Ala Ser Ser Asp Gly Asp Arg Leu Cys Arg Ser 
585 590 595 

aat gca gtg cgt cgt aaa aca acg cct agt tat tec gga caa tat cga 11092 
Asn Ala Val Arg Arg Lys Thr Thr Pro Ser Tyr Ser Gly Gin Tyr Arg 
600 605 610 

acc gcg egg cga agt gtg gtc gta gga ccc ccc gat gat tea gac gac 11140 
Thr Ala Arg Arg Ser Val Val Val Gly Pro Pro Asp Asp Ser Asp Asp 
615 " 620 625 

teg ttg ggt tac att acc aca gtt ggg gee gat tct cct tct cca gtg 11188 
Ser Leu Gly Tyr lie Thr Thr Val Gly Ala Asp Ser Pro Ser Pro Val 
630 635 640 

tac gcg gat ctt tat ttt gaa cat aaa aat acg acc cct cgc gta cat 11236 
Tyr Ala Asp Leu Tyr Phe Glu His Lys Asn Thr Thr Pro Arg Val His 
645 650 655 660 

caa cca aac gac tec age gga teg gaa gat gac ttt gaa gac ate gat 11284 
Gin Pro Asn Asp Ser Ser Gly Ser Glu Asp Asp Phe Glu Asp lie Asp 
665 ' 670 675 


gaa gta gtg gee gee ttt egg gag gee cgt ttg aga cat gaa ctg gtt 
Glu Val Val Ala Ala Phe Arg Glu Ala Arg Leu Arg His Glu Leu Val 
680 ' 685 " 690 


11332 


gaa gat get gta tat gaa aac ccg eta agt gta gaa aaa cca tct aga 11380 
Glu Asp Ala Val Tyr Glu Asn Pro Leu Ser Val Glu Lys Pro Ser Arg 
695 700 705 

tct ttt act aaa aat gcg gcg gtt aaa cct aaa tta gag gat tea ccg 11428 
Ser Phe Thr Lys Asn Ala Ala Val Lys Pro Lys Leu Glu Asp Ser Pro 
710 715 720 

aag cga get ccc ccg gga gca ggc gca att gee age ggg aga cca att 11476 
Lys Arg Ala Pro Pro Gly Ala Gly Ala lie Ala Ser Gly Arg Pro lie 
725 ~ 730 735 740 

tec ttc age act gca cca aaa acc gca aca age teg tgg tgc ggt cct 11524 
Ser Phe Ser Thr Ala Pro Lys Thr Ala Thr Ser Ser Trp Cys Gly Pro 
745 750 755 

acg cca tea tat aac aaa cgc gtc ttt tgt gaa gcg gtc egg cgc gta 11572 
Thr Pro Ser Tyr Asn Lys Arg Val Phe Cys Glu Ala Val Arg Arg Val 
760 ' " 765 770 
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gcc gcc atg cag gca caa aag get gec gaa gcg get tgg aat agt aat 

Ala Ala Met Gin Ala Gin Lys Ala Ala Glu Ala Ala Trp Asn Ser Asn 

775 780 785 

ccc cca agg aat aac gcc gaa tta gac cgt ttg tta acc gga gcc gtt 

Pro Pro Arg Asn Asn Ala Glu Leu Asp Arg Leu Leu Thr Gly Ala Val 

790 " 795 ~ 800 

att cgt att acg gtg cat gag ggt tta aat tta ata caa gcc get aat 

lie Arg lie Thr Val His Glu Gly Leu Asn Leu lie Gin Ala Ala Asn 

810 


805 


815 


820 


gaa gca gac eta ggt gaa gga gca teg gta tec aaa cgt gga cat aat 
Glu Ala Asp Leu Gly Glu Gly Ala Ser Val Ser Lys Arg Gly His Asn 


825 


830 


835 


cga aaa act gga gat tta cag ggg ggc atg ggt aat gaa cct atg tac 
Arg Lys Thr Gly Asp Leu Gin Gly Gly Met Gly Asn Glu Pro Met Tyr 


840 


845 


850 


gca caa gtt cgt aag cca aaa agt cga acg gat aca caa acg act ggg 
Ala Gin Val Arg Lys Pro Lys Ser Arg Thr Asp Thr Gin Thr Thr Gly 
855 860 " 865 

cgt ata act aat cga agt agg gcc cgt tct gca tea aga act gat acg 
Arg lie Thr Asn Arg Ser Arg Ala Arg Ser Ala Ser Arg Thr Asp Thr 
870 875 880 

cga aaa tag ggatataatt aegcagtaac ggtttacccg gtattatgta 

Arg Lys 

885 

taataaataa aegtataaaa gaeagtegtg gtttgtgttt attataaatg tgtattatat 

gtcacatatt ataaactgtt taaatagtac cacgtggtat tatgaacagt ttataatcag 

ttgctaccaa acaaacccca ttagacggcg ggttttgata aagggaatcg cttatttaaa 

ctaaagattt tactctataa gt atg gag tgt aat tta gga acc gaa cat cct 

Met Glu Cys Asn Leu Gly Thr Glu His Pro 
890 895 

agt aca gat acg tgg aat cgt agt aaa acg gaa caa gcg gtt gtg gac 
Ser Thr Asp Thr Trp Asn Arg Ser Lys Thr Glu Gin Ala Val Val Asp 
900 905 910 

gca ttt gat gaa teg ttg ttt ggt gat gta gca teg gat att gga ttt 
Ala Phe Asp Glu Ser Leu Phe Gly Asp val Ala Ser Asp lie Gly Phe 
915 920 925 

gaa acg teg tta tat tea cat gca gtt aaa act get ccg tct ccg cct 
Glu Thr Ser Leu Tyr Ser His Ala Val Lys Thr Ala Pro Ser Pro Pro 
930 935 940 

tgg gta get age cct aaa att tta tat caa cag tta ata egg gat ctt 
Trp Val Ala Ser Pro Lys lie Leu Tyr Gin Gin Leu lie Arg Asp Leu 
945 950 955 960 

gat ttt tea gaa ggg ccg cgt tta eta tea tgt ctt gaa acc tgg aac 
Asp Phe Ser Glu Gly Pro Arg Leu Leu Ser Cys Leu Glu Thr Trp Asn 
965 970 975 


11620 

11668 

11716 

11764 

11812 

11860 

11908 

11957 

12017 
12077 
12137 
12189 

12237 

12285 

12333 

12381 

12429 
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gag gat tta ttc tea tgt ttt cct att aat gag gac eta tat tec gat 12477 
Glu Asp Leu Phe Ser Cys Phe Pro lie Asn Glu Asp Leu Tyr Ser Asp 
980 985 990 

atg atg gtt tta tec ccg gat cca gat gac gtt ate tea ace gtt tea 12525 
Met Met val Leu Ser Pro Asp Pro Asp Asp val lie Ser Thr val Ser 
995 1000 1005 

ace aaa gac cat gtt gaa atg ttt aat tta aca acc egg ggt tec 12570 
Thr Lys Asp His Val Glu Met Phe Asn Leu Thr Thr Arg Gly Ser 
1010 1015 1020 

gtt cga ttg cct agt cca cca aag caa ccg acg ggg ctt cca get 12615 
Val Arg Leu Pro Ser Pro Pro Lys Gin Pro Thr Gly Leu Pro Ala 
1025 1030 1035 

tac gtt cag gag gtc cag gat teg ttt acc gta gaa eta cgc gec 12660 
Tyr Val Gin Glu Val Gin Asp Ser Phe Thr Val Glu Leu Arg Ala 
1040 1045 1050 

egg gaa gaa gca tac aca aaa eta eta gtt act tat tgt aaa teg 12705 
Arg Glu Glu Ala Tyr Thr Lys Leu Leu Val Thr Tyr Cys Lys Ser 
1055 1060 1065 

att ata cgt tat etc caa gga acg gcg aaa agg acg aca ata ggt 12750 
lie lie Arg Tyr Leu Gin Gly Thr Ala Lys Arg Thr Thr lie Gly 
1070 1075 ' 1080 

ctt aat ata caa aac cct gac cag aaa get tac acg caa etc agg 12795 
Leu Asn lie Gin Asn Pro Asp Gin Lys Ala Tyr Thr Gin Leu Arg 
1085 1090 ' 1095 

caa agt att eta ctt aga tat tat cgt gag gtg gca agt ttg gcg 12840 
Gin Ser lie Leu Leu Arg Tyr Tyr Arg Glu Val Ala Ser Leu Ala 
1100 1105 1110 

cgt ctt ctg tac eta cat tta tat tta acc gta acg cgt gaa ttt 12885 
Arg Leu Leu Tyr Leu His Leu Tyr Leu Thr val Thr Arg Glu Phe 
1115 1120 1125 

tec tgg cgt ttg tac gee agt caa tct gca cac ccg gac gtg ttt 12930 
Ser Trp Arg Leu Tyr Ala Ser Gin Ser Ala His Pro Asp Val Phe 
1130 1135 1140 

gcg get tta aaa ttc acc tgg acc gaa cgt cga cag ttc acg tgt 12975 
Ala Ala Leu Lys Phe Thr Trp Thr Glu Arg Arg Gin Phe Thr Cys 
1145 1150 1155 

gcg ttt cat cct gta tta tgc aac cac ggc att gtg tta tta gaa 13020 
Ala Phe His Pro val Leu Cys Asn His Gly lie val Leu Leu Glu 
1160 1165 1170 

ggg aaa cca eta aca gcg tct gee ttg agg gaa ata aat tac cgc 13065 
Gly Lys Pro Leu Thr Ala Ser Ala Leu Arg Glu lie Asn Tyr Arg 
1175 1180 ' 1185 

cgc cga gaa ctg gga ctg cct eta gtt aga tgt ggt ctt gtt gaa 13110 
Arg Arg Glu Leu Gly Leu Pro Leu val Arg Cys Gly Leu val Glu 
1190 1195 1200 

gaa aac aaa tct ccg ttg gtt caa caa ccc tea ttt teg gtt cat 13155 
Glu Asn Lys Ser Pro Leu Val Gin Gin Pro Ser Phe Ser Val His 
1205 1210 1215 
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tta cca egg teg gtq ggt ttt ctt acc cac cac att aag cgt aag 13200 
Leu Pro Arg Ser Vat Gly Phe Leu Thr His His lie Lys Arg Lys 
1220 ' 1225 1230 

tta gac gca tat gcg gtc aaa cat cct caa gaa ccg aga cat gta 13245 
Leu Asp Ala Tyr Ala Val Lys His Pro Gin Glu Pro Arg His Val 
1235 1240 1245 

cga gcg gat cat cct tac gca aaa gtt gtt gaa aat aga aac tac 13290 
Arg Ala Asp His Pro Tyr Ala Lys Val Val Glu Asn Arg Asn Tyr 
1250 1255 1260 

ggt agt age ate gaa get atg att tta gca cct ccg tec cca tec 13335 
Gly Ser Ser lie Glu Ala Met lie Leu Ala Pro Pro Ser Pro Ser 
1265 1270 1275 

gag ate ctg ccg ggg gac cca cca cgc cca ccc acg tgt ggg ttt 13380 
Glu lie Leu Pro Gly Asp Pro Pro Arg Pro Pro Thr Cys Gly Phe 
1280 1285 ~ 1290 

tta acg cgt taa aegtcattgg ggtagagggt gtaaataaat tacgaaaacg 13432 
Leu Thr Arg 
1295 

tgcatgcgtt ttttattttt acaatgcgcc gtatatggta tgtctgtcat gtgctctaaa 13492 

gtcccatata taaaagaagc cccaacgagt gtatgegtat tgcgtaccgc gaccctggga 13552 

tgttttacag gcgcgtttgt ttgtctcggt tataagt atg cag teg ggt cat tat 13607 

Met Gin Ser Gly His Tyr 
1300 

aac egg agg caa tec cgc cga cag egg ata teg tct aat acc aca 13652 
Asn Arg Arg Gin Ser Arg Arg Gin Arg lie Ser Ser Asn Thr Thr 
1305 1310 1315 

gac tec ccc cgt cac aca cac gqa aca cgt tat egg tea acc aat 13697 
Asp Ser Pro Arg His Thr His Gly Thr Arg Tyr Arg Ser Thr Asn 
1320 1325 1330 

tgg tat aca cac cca ccc cag ata ttg tec aat tea gaa aca tta 13742 
Trp Tyr Thr His Pro Pro Gin lie Leu Ser Asn Ser Glu Thr Leu 
1335 1340 1345 

gtt gcg gtt caa gaa eta ctg aac tec gag atg gat cag gac age 13787 
Val Ala Val Gin Glu Leu Leu Asn Ser Glu Met Asp Gin Asp Ser 
1350 1355 1360 

agt tct gac gca teg gat gat ttt ccg gqa tac gee tta cat cat 13832 
Ser Ser Asp Ala Ser Asp Asp Phe Pro Gly Tyr Ala Leu His His 
1365 1370 1375 

tct aca tat aat gqa tec gaa caa aat aca tea act tec aga cat 13877 
Ser Thr Tyr Asn Gly Ser Glu Gin Asn Thr Ser Thr Ser Arg His 
1380 ' 1385 1390 

gaa aat cgc ata ttt aaa tta acg gag agg gaa get aat gag gaa 13922 
Glu Asn Arg lie Phe Lys Leu Thr Glu Arg Glu Ala Asn Glu Glu 
1395 1400 1405 

ate aac ate aat acg gac gcg ate gac gac gag gqa gag gcg gag 13967 
lie Asn lie Asn Thr Asp Ala lie Asp Asp Glu Gly Glu Ala Glu 
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1410 1415 1420 

gag gga gag gcg gag gag gac gcg ate gac gac gag gga gag gcg 14012 
Glu Gly Glu Ala Glu Glu Asp Ala lie Asp Asp Glu Gly Glu Ala 
1425 1430 1435 

gag gag gga gag gcg gag gag gac gcg att gac gac gag gga gag 14057 
Glu Glu Gly Glu Ala Glu Glu Asp Ala lie Asp Asp Glu Gly Glu 
1440 1445 1450 

gcg gag gag gga gag gcg gag gag gac gcg att gac gac gag gga 14102 
Ala Glu Glu Gly Glu Ala Glu Glu Asp Ala lie Asp Asp Glu Gly 
1455 1460 1465 

gag gcg gag gag gga gag gcg gag gag gga gag gcg gag gag gga 14147 
Glu Ala Glu Glu Gly Glu Ala Glu Glu Gly Glu Ala Glu Glu Gly 
1470 1475 1480 

gag gcg gag gag gac gcg ate gac gac gag gga gag gcg gag gag 14192 
Glu Ala Glu Glu Asp Ala lie Asp Asp Glu Gly Glu Ala Glu Glu 
1485 1490 1495 

gac gcg gcg gag gag gac gcg ate gac gac gag gga gag gcg gag 14237 
Asp Ala Ala Glu Glu Asp Ala lie Asp Asp Glu Gly Glu Ala Glu 
1500 1505 1510 

gag gat tat ttt tct gta agt caa gtt tgc agt cga gac gcg gat 14282 
Glu Asp Tyr Phe Ser val Ser Gin val Cys Ser Arg Asp Ala Asp 
1515 1520 1525 

gag gtt tat ttt acg tta gac ccg gaa ata agt tac agt acc gat 14327 
Glu Val Tyr Phe Thr Leu Asp Pro Glu lie Ser Tyr Ser Thr Asp 
1530 1535 1540 

ctt cgc att gca aag gtt atg gag cct gcg gta tea aag gaa ctt 14372 
Leu Arg lie Ala Lys Val Met Glu Pro Ala Val Ser Lys Glu Leu 
1545 1550 1555 

aat gta tea aaa cgt tgt gtt gaa cct gtt acc eta aca ggc tct 14417 
Asn Val Ser Lys Arg Cys val Glu Pro val Thr Leu Thr Gly Ser 
1560 ' ' 1565 1570 

atg tta gcg cat aat ggg ttt gat gag tec tgg ttt get atg cgc 14462 
Met Leu Ala His Asn Gly Phe Asp Glu Ser Trp Phe Ala Met Arg 
1575 1580 1585 

gaa tgt acc cgt cgc gaa tat att acg gtc caa gga tta tac gac 14507 
Glu Cys Thr Arg Arg Glu Tyr lie Thr Val Gin Gly Leu Tyr Asp 
1590 1595 1600 

cca att cat tta egg tat cag ttt gat act tec egg atg aca ccc 14552 
Pro lie His Leu Arg Tyr Gin Phe Asp Thr Ser Arg Met Thr Pro 
1605 1610 1615 

cca cag att ttg aga act ata cca gec ctt cct aac atg aca ctt 14597 
Pro Gin lie Leu Arg Thr lie Pro Ala Leu Pro Asn Met Thr Leu 
1620 1625 1630 

ggt gaa ctt tta ttg att ttt cct att gaa ttt atg gec cag cca 14642 
Gly Glu Leu Leu Leu lie Phe Pro lie Glu Phe Met Ala Gin Pro 
1635 1640 1645 

att tct ata gaa cgt att tta gtt gaa gat gta ttt tta gat agg 14687 
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lie Ser lie Glu Arg lie Leu val Glu Asp val Phe Leu Asp Arg 
1650 1655 1660 

egg get tec agt aaa aca cat aaa tac ggc ccg cgt tgg aat tec 
Arg Ala Ser Ser Lys Thr His Lys Tyr Gly Pro Arg Trp Asn Ser 
1665 1670 ' 1675 

gtc tac gca ctt cca tat aat gcg ggt aaa atg tat gta caa cac 
Val Tyr Ala Leu Pro Tyr Asn Ala Gly Lys Met Tyr Val Gin His 
1680 1685 1690 

att cct ggg ttt tat gac gtg tec tta cgt get gtg ggc caa gga 
lie Pro Gly Phe Tyr Asp Val Ser Leu Arg Ala Val Gly Gin Gly 
1695 1700 1705 

acg gec att tgg cat cac atg ata tta tec aca gca gca tgc get 
Thr Ala lie Trp His His Met lie Leu Ser Thr Ala Ala Cys Ala 
1710 1715 1720 

att tct aat cgc att tea cat gga gat gga tta gga ttt ttg tta 
lie Ser Asn Arg lie Ser His Gly Asp Gly Leu Gly Phe Leu Leu 
1725 1730 1735 

gac gcg gca att cgt att age gca aac tgt att ttt ttg gga cgt 
Asp Ala Ala lie Arg lie Ser Ala Asn Cys lie Phe Leu Gly Arg 
1740 1745 1750 

aac gat aat ttt ggc gtg ggg gat cca tgt tgg tta gaa gac cat 
Asn Asp Asn Phe Gly val Gly Asp Pro Cys Trp Leu Glu Asp His 
1755 1760 ' 1765 

ctt gec gga tta cca cga gaa gec gta ccc gac gta etc caa gtg 
Leu Ala Gly Leu Pro Arg Glu Ala Val Pro Asp Val Leu Gin Val 
1770 1775 1780 

aca cag ttg gtt ttg cca aat egg ggt cca acg gtt gee att atg 
Thr Gin Leu Val Leu Pro Asn Arg Gly Pro Thr Val Ala lie Met 
1785 1790 1795 

cgt ggt ttt ttt ggg gcg ttg gca tat tgg ccc gaa eta aga att 
Arg Gly Phe Phe Gly Ala Leu Ala Tyr Trp Pro Glu Leu Arg lie 
1800 1805 1810 

get ata agt gaa cca tct aca tct ttg gtg cga tat get acc ggt 
Ala lie Ser Glu Pro Ser Thr Ser Leu Val Arg Tyr Ala Thr Gly 
1815 1820 1825 

cac atg gaa ctt gec gaa tgg ttt tta ttt tea cgt aca cat agt 
His Met Glu Leu Ala Glu Trp Phe Leu Phe Ser Arg Thr His Ser 
1830 1835 1840 

tta aag cca caa ttt acc cca acg gaa egg gaa atg tta gcg tea 
Leu Lys Pro Gin Phe Thr Pro Thr Glu Arg Glu Met Leu Ala Ser 
1845 1850 " 1855 

ttt ttt acg ttg tat gtt act ctt ggt gga gga atg ttg aac tgg 
Phe Phe Thr Leu Tyr Val Thr Leu Gly Gly Gly Met Leu Asn Trp 
1860 1865 1870 

ate tgt aga gca act gca atg tat tta get get cct tac cat tec 
lie Cys Arg Ala Thr Ala Met Tyr Leu Ala Ala Pro Tyr His Ser 
1875 1880 1885 
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cgt teg get tac ate gcg gtc tgt gaa tct ctg ccc tat tac tat 

Arg Ser Ala Tyr lie Ala Val Cys Glu Ser Leu Pro Tyr Tyr Tyr 

1890 1895 1900 

ate ccg gtt aat agt gac ctg tta tgt gat tta gag gta tta ctg 

lie Pro Val Asn Ser Asp Leu Leu Cys Asp Leu Glu val Leu Leu 

1905 1910 1915 

tta ggc gag gtc gac etc cca act gtt tgt gaa tec tac gca act 

Leu Gly Glu val Asp Leu Pro Thr val Cys Glu Ser Tyr Ala Thr 

1920 1925 1930 

att gca cac gaa tta acc gga tat gag get gtt cgc aca gca gec 

lie Ala His Glu Leu Thr Gly Tyr Glu Ala Val Arg Thr Ala Ala 

1935 1940 1945 

aca aat ttt atg ata gag ttt gec gat tgt tat aag gaa agt gag 

Thr Asn Phe Met lie Glu Phe Ala Asp Cys Tyr Lys Glu Ser Glu 

1950 1955 1960 

acc gat tta atg gta age gcg tac ctg ggg gec gtt tta ttg tta 

Thr Asp Leu Met val Ser Ala Tyr Leu Gly Ala Val Leu Leu Leu 

1965 1970 ' 1975 

caa egg gtg ttg ggt cat gca aat ctt ctt ttg ttg ctt etc tec 

Gin Arg Val Leu Gly His Ala Asn Leu Leu Leu Leu Leu Leu Ser 

1980 1985 1990 

ggt get gcg ttg tac gga gga tgt tea att tac ate ccc cga ggt 

Gly Ala Ala Leu Tyr Gly Gly Cys Ser lie Tyr lie Pro Arg Gly 

1995 ' 2000 2005 

att tta gat gca tat aat act tta atg ttg gca gca agt cct ctt 

lie Leu Asp Ala Tyr Asn Thr Leu Met Leu Ala Ala Ser Pro Leu 

2010 2015 2020 

tac get cac caa act tta aca tec ttt tgg aaa gac cgc gat gat 

Tyr Ala His Gin Thr Leu Thr Ser Phe Trp Lys Asp Arg Asp Asp 

2025 2030 2035 

gca atg caa act ttg ggg att cga ccg aca acg gac gtt tta ccc 

Ala Met Gin Thr Leu Gly lie Arg Pro Thr Thr Asp Val Leu Pro 

2040 2045 2050 

aaa gag caa gac agg ata gtt cag gca tea cct ata gag atg aac 

Lys Glu Gin Asp Arg lie Val Gin Ala Ser Pro lie Glu Met Asn 

2055 2060 2065 

ttc cgt ttt gtg gga ttg gag acc ate tat ccc cga gaa cag ccc 

Phe Arg Phe Val Gly Leu Glu Thr lie Tyr Pro Arg Glu Gin Pro 

2070 2075 2080 

att ccc tec gtg gac eta gee gaa aat ctt atg caa tac agg aat 

lie Pro Ser val Asp Leu Ala Glu Asn Leu Met Gin Tyr Arg Asn 

2085 2090 2095 

gaa att ctg ggt ttg gat tgg aaa age gta gee atg cat tta eta 

Glu lie Leu Gly Leu Asp Trp Lys Ser val Ala Met His Leu Leu 

2100 2105 2110 

cga aaa tat taa gggttgtgat ttttttcatt aggatgaaaa gaacgtttcc 
Arg Lys Tyr 


2115 
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tagccacacc cacaaaggag tttgtaaaat aaaatctctg tttagacctt aaaatttgtt 16149 

gtgtgtgttg tgtggggggt ccgtgaggat cgacctttac aagatataat ttgtccatat 16209 

cgca atg ttt tct egg ttt gcg cgt tec ttt tec age gat gat aga 16255 

Met Phe Ser Arg Phe Ala Arg Ser Phe Ser Ser Asp Asp Arg 
2120 2125 

acg cgt aaa tct tat gat ggt agt tac caa agt ttt aat gec ggc 16300 

Thr Arg Lys Ser Tyr Asp Gly Ser Tyr Gin Ser Phe Asn Ala Gly 
2130 2135 2140 

gaa cgt gat ttg ccc aca cct acc egg gac tgg tgt tct att tec 16345 

Glu Arg Asp Leu Pro Thr Pro Thr Arg Asp Trp Cys Ser lie Ser 
2145 ~ 2150 " 2155 

caa cgc ata acc age gag cgc gtq agg gat gga tgt ctt att cca 16390 

Gin Arg lie Thr Ser Glu Arg Val Arg Asp Gly Cys Leu lie Pro 
2160 2165 " ~ 2170 

acg ccc ggc gag get ttg gag acg gcg gta aag get tta tct gaa 16435 

Thr Pro Gly Glu Ala Leu Glu Thr Ala Val Lys Ala Leu Ser Glu 
2175 2180 2185 

aag acc gac age eta aca teg ccg gtt tta caa agt acc gaa aga 16480 

Lys Thr Asp Ser Leu Thr Ser Pro Val Leu Gin Ser Thr Glu Arg 
2190 2195 2200 

cac agt gtt ctg ctt gga tta cac cat aat aat gtt cct gaa teg 16525 

His Ser Val Leu Leu Gly Leu His His Asn Asn val Pro Glu Ser 
2205 2210 2215 

ttg gtq gtc teg tgt atg tct aac gat gtt cat gac ggg ttt atg 16570 

Leu Val Val Ser Cys Met Ser Asn Asp Val His Asp Gly Phe Met 
2220 2225 2230 

cag cgt tat atg gaa aca att caa aga tgt ttg gat gac ctg aaa 16615 

Gin Arg Tyr Met Glu Thr lie Gin Arg Cys Leu Asp Asp Leu Lys 
2235 2240 2245 

ctt tct ggg gat gga ctt tgg tgg gtt tat gaa aat aca tat tgg 16660 

Leu Ser Gly Asp Gly Leu Trp Trp val Tyr Glu Asn Thr Tyr Trp 
2250 2255 2260 

cag tat etc aaa tac acc aca gga gec gag gta ccg gtq act tea 16705 

Gin Tyr Leu Lys Tyr Thr Thr Gly Ala Glu Val Pro Val Thr Ser 
2265 2270 2275 

gag aag gta aat aaa aag tct aaa tec acg gtt ttg ttg ttt tea 16750 

Glu Lys Val Asn Lys Lys Ser Lys Ser Thr Val Leu Leu Phe Ser 
2280 2285 2290 

tec gta gtt gec aat aaa cca ata tec aga cat cct ttt aaa tct 16795 

Ser Val Val Ala Asn Lys Pro lie Ser Arg His Pro Phe Lys Ser 
2295 2300 2305 

aaa gtt ata aat teg gat tac egg gga ata tgt cag gag eta cgt 16840 

Lys Val lie Asn Ser Asp Tyr Arg Gly lie Cys Gin Glu Leu Arg 
2310 2315 2320 

gag gcg tta gga get gtq caa aag tat atg tat ttt atg cgt cca 16885 

Glu Ala Leu Gly Ala Val Gin Lys Tyr Met Tyr Phe Met Arg Pro 
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2325 2330 2335 

gat gat cct aca aac ccc age ccg gat aca aga ata cgt gta caa 16930 

Asp Asp Pro Thr Asn Pro Ser Pro Asp Thr Arg lie Arg Val Gin 

2340 2345 2350 

gaa att gcg get tac acg get act ggc tac ggg tgg atg tta tgg 16975 

Glu lie Ala Ala Tyr Thr Ala Thr Gly Tyr Gly Trp Met Leu Trp 

2355 2360 2365 

ttc ttg gac gtt gtg gac gec agg gta tgt cgc cat etc aaa ctt 17020 

Phe Leu Asp Val Val Asp Ala Arg Val Cys Arg His Leu Lys Leu 

2370 2375 2380 

caa ttt cga egg att cga ggg ccg cgc gcg tct gtt att cca gat 17065 

Gin Phe Arg Arg lie Arg Gly Pro Arg Ala Ser Val lie Pro Asp 

2385 2390 2395 

gat ttg ctt aga cga cat tta aaa acg ggt cct gcg gtc tea gcg 17110 

Asp Leu Leu Arg Arg His Leu Lys Thr Gly Pro Ala val Ser Ala 

2400 2405 2410 

ggc aca gga gtt gcg ttt att tta gca gca aca act gec age get 17155 

Gly Thr Gly Val Ala Phe lie Leu Ala Ala Thr Thr Ala Ser Ala 

2415 2420 2425 

ctt act gcg ctt ttg cgt att agt gta tta tgg cga aag gaa gag 17200 

Leu Thr Ala Leu Leu Arg lie Ser Val Leu Trp Arg Lys Glu Glu 

2430 2435 2440 

tgg egg gat ggt tta aat gga acc gca get gca att gtt gcg gcg 17245 

Trp Arg Asp Gly Leu Asn Gly Thr Ala Ala Ala lie Val Ala Ala 

2445 2450 2455 

gtt gaa ctt att acg ctt ttg cac cac cat ttt caa tac tta att 17290 

Val Glu Leu lie Thr Leu Leu His His His Phe Gin Tyr Leu lie 

2460 2465 2470 


aat atg atg ctt att gga tat gca tgt tgg ggg gat ggg gga tta 
Asn Met Met Leu lie Gly Tyr Ala Cys Trp Gly Asp Gly Gly Leu 
2475 2480 2485 


17335 


aac gat cct tat ata tta aag gcg eta cgt gec cag gga egg ttt 17380 

Asn Asp Pro Tyr lie Leu Lys Ala Leu Arg Ala Gin Gly Arg Phe 
2490 2495 2500 

tta tat ttt gcg ggt cag ttg gtc aga aca atg tea aca cac agt 17425 

Leu Tyr Phe Ala Gly Gin Leu Val Arg Thr Met Ser Thr His Ser 
2505 2510 2515 

tgg gtt gtg tta gag acc age acc cat atg tgg ttt tec egg gec 17470 

Trp Val Val Leu Glu Thr Ser Thr His Met Trp Phe Ser Arg Ala 
2520 2525 2530 

gtg gcg cag agt att tta gca cat ggg ggt aaa ccc aca aag tat 17515 

Val Ala Gin Ser lie Leu Ala His Gly Gly Lys Pro Thr Lys Tyr 
2535 2540 2545 

tat get cag gtt ctt gec gee agt aaa egg tat act ccg tta cat 17560 

Tyr Ala Gin Val Leu Ala Ala Ser Lys Arg Tyr Thr Pro Leu His 
2550 2555 2560 

tta aga cgt ata tec gaa cca teg agt gtg tct gat cag ccg tat 17605 
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Leu Arg Arg lie Ser Glu Pro Ser Ser Val Ser Asp Gin Pro Tyr 
2565 " 2570 2575 

att cgt ttt aat cga ctg gga tct cca ata ggg aca ggt ata ggg 17650 
lie Arg Phe Asn Arg Leu Gly Ser Pro lie Gly Thr Gly lie Gly 
2580 ~ 2585 " 2590 

aat ttg gaa tgt gtc tgt tta acg gga aat tat tta tct gac gac 17695 
Asn Leu Glu Cys val Cys Leu Thr Gly Asn Tyr Leu Ser Asp Asp 
2595 2600 2605 

gta aat gca agt teg cat gta att aat aca gaa gca ccg tta aac 17740 
Val Asn Ala Ser Ser His Val lie Asn Thr Glu Ala Pro Leu Asn 
2610 2615 2620 

agt ata gca ccc gat aca aat aga cag egg act tct cgc gtt tta 17785 
Ser lie Ala Pro Asp Thr Asn Arg Gin Arg Thr Ser Arg Val Leu 
2625 2630 2635 

gtt cgt cca gac acg ggt ttg gat gta act gtc cga aaa aac cac 17830 
Val Arg Pro Asp Thr Gly Leu Asp Val Thr Val Arg Lys Asn His 
2640 2645 2650 

tgt ctg gac ata ggc cat acg gac ggt agt cca gtt gac cca acg 17875 
Cys Leu Asp lie Gly His Thr Asp Gly Ser Pro val Asp Pro Thr 
2655 2660 2665 

tat cct gat cat tac acc egg ata aag gcg gaa tat gaa ggt ccg 17920 
Tyr Pro Asp His Tyr Thr Arg lie Lys Ala Glu Tyr Glu Gly Pro 
2670 2675 2680 

gtt egg gat gaa tea aac aca atg ttt gac caa aga teg gat tta 17965 
Val Arg Asp Glu Ser Asn Thr Met Phe Asp Gin Arg Ser Asp Leu 
2685 " 2690 2695 

cgt cac ata gaa acc caa gca tct tta aat gat cac gta tat gaa 18010 
Arg His lie Glu Thr Gin Ala Ser Leu Asn Asp His val Tyr Glu 
2700 2705 2710 

aat ata cca ccc aag gaa gtg ggt ttt aac tea tct tea gac ctg 18055 
Asn lie Pro Pro Lys Glu val Gly Phe Asn Ser Ser Ser Asp Leu 
2715 2720 2725 

gat gtg gat age ctt aac ggg tac acc tec gga gac atg cat aca 18100 
Asp Val Asp Ser Leu Asn Gly Tyr Thr Ser Gly Asp Met His Thr 
2730 2735 2740 

gac gat gac tta tea cca gat ttt ata ccc aac gac gtt ccc gtt 18145 
Asp Asp Asp Leu Ser Pro Asp Phe lie Pro Asn Asp val Pro val 
2745 2750 2755 

aga tgt aaa acc acg gtt acg ttt agg aaa aat acg cct aag agt 18190 
Arg Cys Lys Thr Thr Val Thr Phe Arg Lys Asn Thr Pro Lys Ser 
2760 2765 2770 

cat cat taa gtacagcggt taatagatag ttatggacta ggcactttgg 18239 

His His 

2775 

eggtcattte cacaaccagg ttaaaattgg gggatttggg agaaaatagt etattgegta 18299 
ttttctgttc aataattgga ctgcgttatt taaaggtctg attggttgat tgggttataa 18359 
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aaggaattac tcctttaaat tttacttaat gtacccacaa tatcaagtgg tcgtttgtat 18419 

ttaacgatta ttaccggtac c atg gga gac ttg tea tgt tgg aca aag gtg 18470 

Met Gly Asp Leu Ser Cys Trp Thr Lys val 
2780 2785 

ccg ggt ttt acg tta acc ggc gaa ctt cag tac tta aaa caa gtg 18515 

Pro Gly Phe Thr Leu Thr Gly Glu Leu Gin Tyr Leu Lys Gin Val 

2790 2795 2800 

gat gat att tta agg tat gga gtt egg aaa cgc gat cga aca gga 18560 

Asp Asp lie Leu Arg Tyr Gly Val Arg Lys Arg Asp Arg Thr Gly 

2805 ~ 2810 2815 

ate gga acg tta tct tta ttt gga atg caa get cga tac aat ttg 18605 

lie Gly Thr Leu Ser Leu Phe Gly Met Gin Ala Arg Tyr Asn Leu 

2820 2825 2830 

cga aat gaa ttt cct ctt tta act aca aag cgt gtt ttt tgg agg 18650 

Arg Asn Glu Phe Pro Leu Leu Thr Thr Lys Arg Val Phe Trp Arg 

2835 2840 ' 2845 

gec gtc gtg gaa gag ttg tta tgg ttt ate cgc ggg tea acc gat 18695 

Ala Val Val Glu Glu Leu Leu Trp Phe lie Arg Gly Ser Thr Asp 

2850 2855 2860 

tec aaa gaa etc gec get aaa gat ata cac ata tgg gat ata tac 18740 

Ser Lys Glu Leu Ala Ala Lys Asp lie His lie Trp Asp lie Tyr 

2865 2870 2875 

gga teg age aaa ttt eta aat agg aat ggc ttc cat aaa aga cac 18785 

Gly Ser Ser Lys Phe Leu Asn Arg Asn Gly Phe His Lys Arg His 

2880 2885 2890 

acg ggg gac ctt ggc ccc att tac ggc ttc cag tgg aga cat ttt 18830 

Thr Gly Asp Leu Gly Pro lie Tyr Gly Phe Gin Trp Arg His Phe 

2895 2900 2905 

gga gcg gaa tat aaa gac tgt caa tea aac tat tta cag caa gga 18875 

Gly Ala Glu Tyr Lys Asp Cys Gin Ser Asn Tyr Leu Gin Gin Gly 

2910 " 2915 2920 

ate gat cag ctg caa act gtt ata gat aca att aaa aca aac cca 18920 

lie Asp Gin Leu Gin Thr Val lie Asp Thr lie Lys Thr Asn Pro 

2925 2930 2935 

gaa age cga cga atg att ata teg tct tgg aat cca aag gat ate 18965 

Glu Ser Arg Arg Met lie lie Ser Ser Trp Asn Pro Lys Asp lie 

2940 2945 2950 

ccc tta atg gta eta cct cca tgt cac acg tta tgt cag ttt tac 19010 

Pro Leu Met val Leu Pro Pro Cys His Thr Leu Cys Gin Phe Tyr 

2955 2960 2965 

gtt gca aac ggt gaa tta tec tgc caa gta tac cag aga teg ggg 19055 

Val Ala Asn Gly Glu Leu Ser Cys Gin Val Tyr Gin Arg Ser Gly 

2970 2975 2980 

gat atg ggc ctt ggg gta ccg ttc aac att get gga tat gca ctt 19100 

Asp Met Gly Leu Gly val Pro Phe Asn lie Ala Gly Tyr Ala Leu 

2985 2990 2995 

ctt acc tac ata gta gcg cat gtt aca gga ctt aaa acc gga gat 19145 
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Leu Thr Tyr lie Val Ala His Val Thr Gly Leu Lys Thr Gly Asp 
3000 3005 ' 3010 

tta att cat aca atg ggg gat gca cat att tac ttg aat cat ata 19190 
Leu lie His Thr Met Gly Asp Ala His lie Tyr Leu Asn His lie 
3015 3020 3025 

gat get tta aaa gtg cag eta get cga tec cca aaa cct ttt cct 19235 
Asp Ala Leu Lys Val Gin Leu Ala Arg Ser Pro Lys Pro Phe Pro 
3030 3035 3040 

tgc ctt aaa att att cga aat gta aca gat ata aac gac ttt aaa 19280 
Cys Leu Lys lie lie Arg Asn val Thr Asp lie Asn Asp Phe Lys 
3045 3050 3055 

tgg gac gat ttt cag ctt gat gga tat aat cca cac ccc ccc eta 19325 
Trp Asp Asp Phe Gin Leu Asp Gly Tyr Asn Pro His Pro Pro Leu 
3060 3065 3070 

aaa atg gaa atg get ctt taa tggattttta aatgttgtca agacagtaga 19376 
Lys Met Glu Met Ala Leu 
3075 


■4— /~i -1— /-^ 4— 4— /-^ /— /~i — i 

tgtgttgcga 

— i 4~ /"i 4~~ — \ 4~ 

atg LddLada 

— \ 4~ /~i ~~\ 4~~ 4~~ 

a tga ta tac a 

cagacgegtt 

tggttggttt 



acagcaaegg 

atgcataggg 

4~~ 4~~ /~i s~~ /~i 4~~ "a /™ 

ttgegataac 

tgegataaga 

cccaatgtcc 

caaggataga 


TdtCdCdCCa 

attataactg 

etacaaegga 

aaatgtagtg 

gegtaggtag 

-\ 4~ r°\ /~ 4~ r°\ 4~~ ^ 

atgcatcgta 


ggtataaacg 

gecgaaaacg 

r * — \ r * r * r * — \ — \ 4~~ 4~~ 4~~ 

gagggaattt 

tttagggtaa 

ccatctagat 

gacacgaata 


ggtgataggt 

ccgtcgagtt 

ccgatgttgg 

acaayaactt 

tgcatgttta 

caaaccgttt 


gttttgatca 

cacaccccag 

taatctcact 

gttttcgtgg 

ttaatgggag 

aatcgttaac 

19736 

ccaccatacg 

aaatgtacaa 

cgccacgtgg 

cacacatttt 

geegtacata 

ctatgtgtcc 

19796 

atcaataata 

cctatagaca 

cgttgggaaa 

tggatagacg 

tcaggggtaa 

cgacagcaga 

19856 

atatttcata 

ttagagaege 

catcccgaat 

ccataaaaca 

ttacattgga 

tggctggggg 

19916 

tgggtaatcc 

atttgttttt 

gctgtggaat 

tcgtaccgcc 

gaaacataac 

taaataatcc 

19976 

attggcatat 

tcttgtattg 

categgttat 

aaaatttttt 

ccgatgttac 

caaaccttga 

20036 

agtccaccga 

acacgtaccg 

agtgcggtgg 

ataatacttt 

gataegttae 

agtaggctgc 

20096 

gtatgtctgt 

ccggttaaga 

ctggatcgcc 

gaeaaeggta 

atatttggac 

gataatacgt 

20156 

tgtaactgta 

atactgtgtt 

ccgatatgac 

gttcttagtt 

tttgtattaa 

cgactcgcca 

20216 

aatatacgtt 

ccctccgtgg 

tagcatccat 

agataaaatt 

gttacagaaa 

aatcagacgt 

20276 

tgttttaaca 

tctggtatta 

cataattttc 

cttagcgtgt 

gtaaatatct 

cagggttgtt 

20336 

tattaagttt 

aaateggcac 

tgttgctata 

taacataacc 

ggtaaatctg 

geatgegtat 

20396 

taacgcattg 

cccagttgac 

ggtgcggatc 

tataaggtga 

cgcgtaaacc 

aaacttcaat 

20456 

atgaagatcg 

gggcgtataa 

gcgacttcca 

ccttgttata 

tttgaacctt 

ccggatctaa 

20516 

agaatattgt 

tcatatgttt 

tttgttgctg 

ettaaaggee 

gcctgttgtc 

eggtegttag 

20576 
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taaatgtgtg aaaatagggt atggattgta 

1. 1. c c g c c g t. g 

^UD 3D 

d.d.C g C cLt. t g L 

atattttCat 

atagaaaagg 

tggttgtgaa 

tgttgggtgt 

tggcigcggg 


atcgggctTm 

cgggaagcgg 

ccgaggtggg 

cgcgacggcg 

ggatcgggct 

ttcgggtagc 

^u/ jo 

ggccgaggtg 

ggcgcgacgg 

cgggatcggg 

ctttcgggaa 

gcggccgagg 

i: ggg c g c g ac 


ggcgggatcg 

/~i /~i /— ■ 4~~ 4~~ 4~~ /""" /~i /~i /~i 

ggctttcggg 

tagcggccga 

ggtgggcgcg 

acggcgggat 

/~ /~i /~i /~i /~ 4~ 4~ 4~ /~ /~i 

cgggctttcg 

^Uo / D 

ggaagcggcc 

gaggtgggcg 

cgacggcggg 

atcgggcttt 

cgggaagcgg 

ccgaggtggg 


cgcgacggcg 

ggatcgggct 

ttcgggaagc 

ggccgaggtg 

ggcgcgacgg 

cgggatcggg 


ctttcgggta 

/^l f~A t~A f*A *^ f*A f*A 

gcggccgagg 

tatataattc 

agttatactt 

acgggtgtgg 

4~ 4~ /^j 4~ 4~ /™ 

gttgagattc 

Z 1U 3D 

agtcgataai: 

tgtatacacg 

cgatcgttaa 

aattaaattt 

atttgtatcc 

/-^ /-^ 4~ 4~ 4~ /~ 4~ 

gcrrcaLCC l 

9 1 1 1 K 

ggTrntttatT: 

gacaca Lcca 

cgctcccctt 

aaataaaaga 

ttaaaacacc 

caccgcggaa 

711 7K 
^ ±±/ D 

tttaaatgat 

ggaaacgrrr 

ttttcgacat 

tgggaataat 

aaaaacggct 

l l rgcaacrr 

L. I.L. 3D 

tdddddCt L L 

a l l La lc Leg 

attacgatac 

atatgtacca 

catagatagc 

-\ 4~ /~a 4~ 4~ 4~ 4~ 

aragaL l ra l 


tdlddtdLad 

acacacacg l 

gatatacttt 

agtgatatga 

gatgccataa 

aacag rcaa l 


aggt Ltaacg 

c mag lc izca 

tcatctgaat 

acacgtcaaa 

cccgccgcaa 

/— 4~ 4~ 4~ /~a 4~ 4~ 

crgrrgargr 


ragaarrara 

aragc lcccc 

atgaaatgcc 

ggcaaatgtt 

acagctatac 

ccg rcaccga 

~) 1 A1F, 
L. ±H 1 D 

/-•i 4— /— 4— 4— 4— ^ 

ggtcgttgta 

raraa racaa 

ttacccatag 

gttttttttt 

tcttgatata 

aaacggcaaa 


acccrgxaac 

ccaaatgcta 

taatatgacc 

tcctattgaa 

actgctaacg 

rracrrgrgr 

91 RQK 

aagxxxgaxa 

aaarga l l La 

atttaattat 

atgtgagatt 

gcccacatta 

atggggtaac 

71 Rtrf; 
il XD 3D 

4— — i 4- —i 4- —i 4- —i — * 

xaxaxaxaac 

accgggggta 

taacagacat 

tatacgaatt 

cctttaaaca 

/— « /— « 4~~ 4~ 4~ ~% ~% 

cgcgrmaag 

il LI XD 

ggtccgggaa 

ctttctcgat 

ggtcacatac 

tctcccgcgg 

tcattttgtg 

tatatacaac 

? 1 77C 
i. Ll 1 D 

ggcaaaacct 

aaatctgtat 

aagtgtttaa 

ttgcttatgg 

cgatttttac 

gatatataca 

XooD 

r~\ 4- 4- 4- 4- /~i 

cgxaxcxxgc 

aaatcggtgg 

cggcatcgac 

aattgaaact 

agtgtgacaa 

ragararaca 

7 1 OQC 

caaxccaaxa 

agaaccrcar 

atttactgac 

atacatatat 

aaaataacgg 

4— 4- —> /~i 4- —> o '-i /— r— 

magraaacc 

71 QCK 

t xy jd 

rCCCcLcLCCCd. 

grrcccaaca 

tcataacata 

aaaataaata 

tgcggtccat 

4— r~\ -> — \ 4- rA 4- /"^ 4- 

tgaatgtcgt 

? ?ni p; 

clcLC cLcLcig 1. 1, g 

tagtaatgga 

tatgcacagc 

agccactgtt 

ccggtaatcg 

cggarargga 

CL.K) 1 D 

aaxxcccagx 

aarrcracaa 

atggaagatc 

ccgggatatt 

gggcaaccaa 

ccgcccaraa 


— — — — — , — — — — — 

cacagcaaaa 

cccaacacga 

ccaccgtctg 

caaacatcgt 

cccaattttg 

craargrgcg 

9 91 QK 

4— — ^ — ^ — \ — \ 4- 4- 4- 

xagaaaxxxc 

acggatgttg 

gccaraaccc 

cgaaacgacg 

arcaacccca 

raaragrrgc 


attgacggca 

gcttcgcaga 

cgtgatattg 

taaaattaac 

ccggacgtga 

taacgcttgc 

22316 

ttgtagtccc 

acgagaaaca 

accgcgatgc 

tgaggttatt 

gcacacgaat 

tacattcttg 

22376 

agggtttccg 

acacatcctt 

ggattgattg 

agcgcggatt 

aattctctgt 

ctaacacacc 

22436 

caggttttca 

tcatggacag 

ctctttcacc 

attcacggcc 
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— — * — V — V — v — \ — x — x +- 

caaaacaaai 

— \ — \ — \ — \ — \ 4~~ /~*\ 4~~ yfl 4~~ 

aaaaaigigi 

4- —\ 4~ 4~ 4~ /^i 

tcatctatgg 

tacacacaag 

4-4-4-/-i4 i4-/"i4 i 

tttg tatgia 

aaararaagc 

ill JJD 

aaaagiigca 

cttatttaac 

tgtacatatt 

— \ s— /~*\ 4~ — * /-j — * 4~ 4~ 

acg Lcagatt 

cacgtgataa 

rrcagaaraa 


tccagggttc 

ctgcagggtc 

cactggagga 

gccacacaa t 

at Tcgcgaat 

tccgattccc 


iccigccaig 

4~~ /~i /~i 4~~ 4~~ 4~~ /""" /~i /~i /~i 

tggtttcggg 

/~i — \ /~i 4~ 4~ 4~ /— /— /— /— 

gag lt: lcccc 

cccarrrrar 

r reegg Lat l 

■f--f--f--f--f-/~n-t--t--t- 

ii Liicgin 

CC 1 3D 

ciiiiigna 

— \ 4~~ —\ —\ —\ 4~~ 4~~ /■*! /■*! 

aiaaangcg 

-|-^ — 1 — l-H — 1 — 1 — 1 — 

— \ — \ 4~ /-j 4~ 4~ 4~ 

aatggtggtt 

catcc l tcac 

— x — x 4~~ 4~ /™ /™ — \ 4~ /^i 

agarrccarg 


iicgcaaaia 

— \ 4~~ 4~~ /~i /~ 4~~ /~ /~i 

aiigcaicga 

gg L tad L L L L 

lc l l raagg l 

/— 4~ 4~ 4~ r°\ r°\ r°\ 4~ 

c l l tgggac l 

raagaacgn 

*i*io JO 

gcaiaaaaaa 

aagaatgcac 

r*\ r*\ /"i 4~ r*\ /— r*\ r*\ ^ 

gggtgcggaa 

/-^ 4~ 4~ 4~ 4~ 

eg l Lggarar 

— — — — a_ — — — — — 

aCaaLCCaaC 

catgggggag 

L. V ±D 

nagnaagg 

cgaga Laaaa 

a l Laa La Laa 

— \ /-^ 4~ 4~ *~> 4~ 

cacgrcrcar 

CCCg Lg L Idd 

ciiadgaiii 

CC^J IK) 

tgtacggcag 

aacggaarcc 

— i /— 4~ r*\ 4~ r*\ 4~ /^i 4~ 4~~ 

actgrgrgTiT: 

LCCadLddta 

CLCCdddLLC 

aegcarac lc 


ccgcigccai 

^ ^ ^ /— ^ ^ /— ^ 4~ 4~ 

aaacaacar l 

a l taagga lc 

CLLLIIyddl 

4~ 4~ r°\ 4~ 4~ 4~ r°\ 

ttgtgarrga 

gcg Lai raaa 

juyo 

ttatatggtg 

4~ ^ /^i /^i /— 4~ 4~ /^i /— 4~ 

raggc Lrgcr 

Lccg l l La La 

Lccaaggaaa 

ca l ladd rga 

gaiaaaacca 

L. jljD 

cccccggcgg 

4~ 4~ /^i /^i 4~ /^i 4~ *^ 

TzcrggaTigTia 

ca La Lccg Lg 

gc Lg l tagaa 

Lgaagcarg l 

igiaaaccca 

TOT! C 

aaagiiiiaa 

gtagrcgcTig 

raaacgggrg 

aa l Lya rege 

r-\ 4~ 4~ 4~ 4~ -\ r-\ /— -\ 

g l l l raagca 

-\ -\ 4~ r°\ 4~ 4~ 4~ 

aaigcuaia 


ic iggagi ia 

gar l tggaaa 

— \ 4~ *^ 4~ 4~ /^i 4~ *^ 

ca Lea l Lg La 

Laacaagcga 

g l rcacg l l l 

lacaacngi 

^ 3 3 3D 

ngiaacan 

g rac l rga lc 

a lc rggacca 

caa rcacccg 

ggcyLLycca 

laccaicgn 

3 Jt)D 

iggaiaaiac 

rccgc rcggg 

r*\ r*\ <4— <4— r*\ <4— f— 

ggg t tgtccg 

graaatttaa 

aa ia raaccg 

tgiiggggtc 

343D 

gacggatctt 

ttgtatggcg 

aaacgcg rca 

ataagegagg 

accgrccctc 

cgttgccgcg 

Z 3 3 ±D 

agiacaacca 

ttctcggccc 

— \ s-* 4- — \ — \ 4- 4- 

agtccaatta 

tactggtcaa 

— v — v -4— — v -4— 4- 4- 

acatatttgc 

eggtatagga 

i. 3 3 / D 

— \ 4- —i 4- /~i 4- 4- 

aiaiacagtt 

g r r c r g r r r c 

caaacracag 

rgaaraatta 

4- f~- f~- 4- 4- f~- r~\ 4- f~~ 

atccttcgtc 

/-^ /— 4- /~i -> — > 4- —> 4- 4- 

gcigaaiaii 

Z 3D3D 

aaaaiagaat 

4- 4- /~i 4- 4- 

cccmagTiCTi 

— * 4- 4- —i nm/n 

arraaccaga 

ggtgatatag 

acgaaattaa 

accagiaagc 

z 3oyo 

gttttttccg 

4— 4- — \ — ^ — * — * — \ « 

maaaacagc 

4— 4- /~i /n y« — \ 4- 4- 

tctggcgatt 

4— 4- /"i « « 4- 

tctggggcgt 

caaaacccgc 

atgeaattec 

Z 3 / 3D 

aigiccaaag 

— \ 4- /~ /^i 4- /~ 4- /~i 4- 

carcgrcrgr 

acgcgaccrc 

aaarccataa 

tttactactt 

aaaaigina 

c. 3oXD 

ciaiagaaaa 

— \ /-^ 4- 4- /~ 4- —i 

agraarcara 

rgraaacaca 

/i — ^ /~i 4~ 4~ 4~ /~ 4~ 

cgagrmcgr 

Lddldigill 

r~\ 4- 4- 4- —> —>/-—/-—/-— /--i 

ginaacccg 

Z 30 / D 

atccggtgac 

ttaagtacat 

aaacaggcat 

gatatttgaa 

tagtaeggee 

catgggaggg 

23936 

aacatttcca 

cgtgttccaa 

tacagggggt 

gttccttaat 

agggactgtg 

caataaaata 

23996 

cgtaagaagt 

taccagattt 

gatgtaatgt 

ttgtcataaa 

aaatatgtac 

atcattatat 

24056 

acgtctgtaa 

ttaacacaag 

atcacatcga 

agaattactg 

aagccgctgt 

gaaacctttc 

24116 

acaagacgat 

ataaacttgg 

ttaagtgtat 

tg atg ggg 
Met Gly 

etc ttt gga ctg aca 
Leu Phe Gly Leu Thr 

24169 


3080 

cgc ttt ate cat gaa cat aaa ctg gtt aaa ccc age ate att tea 24214 
Arg Phe lie His Glu His Lys Leu val Lys Pro Ser lie lie Ser 
3085 3090 3095 
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acg cca ccc gga gtt tta acc ccc gtg gcg gta gac gta tgg aac 24259 
Thr Pro Pro Gly Val Leu Thr Pro Val Ala Val Asp Val Trp Asn 
3100 ' 3105 3110 

gtc atg tac aca ttg ttg gaa cgt tta tac cct gtg ggt aaa cgc 24304 
Val Met Tyr Thr Leu Leu Glu Arg Leu Tyr Pro Val Gly Lys Arg 
3115 3120 3125 

gag aat tta cac gga cca tct gta acg ata cat tgt ctt gga gtc 24349 
Glu Asn Leu His Gly Pro Ser val Thr lie His Cys Leu Gly val 
3130 3135 3140 

tta ttg egg eta tta aca caa egg tea tac tat ccg ata ttt gta 24394 
Leu Leu Arg Leu Leu Thr Gin Arg Ser Tyr Tyr Pro lie Phe Val 
3145 ~ 3150 3155 

ttg gaa cgt tgt aca gac ggc cca tta tea cgt gga gec aag gca 24439 
Leu Glu Arg Cys Thr Asp Gly Pro Leu Ser Arg Gly Ala Lys Ala 
3160 ~ 3165 3170 

att atg tea egg gee atg aac cac gat gaa agg gga acc teg gac 24484 
lie Met Ser Arg Ala Met Asn His Asp Glu Arg Gly Thr Ser Asp 
3175 3180 3185 

tta acc cgt gtt eta eta tea tec aac aca tea tgt tct ate aag 24529 
Leu Thr Arg Val Leu Leu Ser Ser Asn Thr Ser Cys Ser lie Lys 
3190 3195 3200 

tat aac aaa aca teg gaa aca tat gac agt gtg ttt cga aac tct 24574 
Tyr Asn Lys Thr Ser Glu Thr Tyr Asp Ser Val Phe Arg Asn Ser 
3205 3210 3215 

tec acg agt tgt att cct age gaa gaa aac aaa tec cag gat atg 24619 
Ser Thr Ser Cys lie Pro Ser Glu Glu Asn Lys Ser Gin Asp Met 
3220 3225 3230 

ttt ttg gac ggt tgt cca cga caa act gac aag acg ate tgc ctg 24664 
Phe Leu Asp Gly Cys Pro Arg Gin Thr Asp Lys Thr lie Cys Leu 
3235 3240 3245 

cgc gac caa aac gta tgc agt ctt acc tct aca atg cca tec cga 24709 
Arg Asp Gin Asn Val Cys Ser Leu Thr Ser Thr Met Pro Ser Arg 
3250 3255 3260 

gga cat cct aac cat cga tta tat cac aaa ttg tgt gca agt ctt 24754 
Gly His Pro Asn His Arg Leu Tyr His Lys Leu Cys Ala Ser Leu 
3265 3270 3275 

att aga tgg atg ggg tat gca tac gtc gag gcg gtt gac att gag 24799 
lie Arg Trp Met Gly Tyr Ala Tyr Val Glu Ala Val Asp lie Glu 
3280 3285 3290 

gcg gac gag gca tgt gca aac tta ttt cat acg cgt aca gtg get 24844 
Ala Asp Glu Ala Cys Ala Asn Leu Phe His Thr Arg Thr Val Ala 
3295 3300 3305 

ttg gtt tat acg aca gat act gat tta etc ttc atg ggc tgt gat 24889 
Leu val Tyr Thr Thr Asp Thr Asp Leu Leu Phe Met Gly Cys Asp 
3310 3315 3320 

att ttg tta gat gca att cct atg ttt get cca gta gta cga tgt 24934 
lie Leu Leu Asp Ala lie Pro Met Phe Ala Pro val val Arg Cys 
3325 3330 3335 
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cgc gat ttg ctt caa tat tta gga att aca tac cct gaa ttt ttg 24979 
Arg Asp Leu Leu Gin Tyr Leu Gly lie Thr Tyr Pro Glu Phe Leu 
3340 3345 3350 

gtt gcc ttt gtt cgc tgt cag acc gat ttg cat aca agt gac aac 25024 
Val Ala Phe Val Arg Cys Gin Thr Asp Leu His Thr Ser Asp Asn 
3355 3360 3365 

eta aaa tct gtt cag caa gtt att cag gat acc ggc ctg aaa gtt 25069 
Leu Lys Ser Val Gin Gin Val lie Gin Asp Thr Gly Leu Lys Val 
3370 3375 3380 

cca cat caa atg gac act tea acg cgc tec ccc act tac gac teg 25114 
Pro His Gin Met Asp Thr Ser Thr Arg Ser Pro Thr Tyr Asp Ser 
3385 3390 ' 3395 

tgg aga cat ggc gag gtt ttc aaa agt ctt acc gta gcc acg teg 25159 
Trp Arg His Gly Glu Val Phe Lys Ser Leu Thr Val Ala Thr Ser 
3400 " 3405 3410 

ggt aaa aca gaa aac gga gtq tec gtt tec aaa tat gca tct aac 25204 
Gly Lys Thr Glu Asn Gly Val Ser Val Ser Lys Tyr Ala Ser Asn 
3415 3420 3425 

cga teg gag gtq aca gta gac gcc agt tgg get tta aac ctt ctg 25249 
Arg Ser Glu Val Thr Val Asp Ala Ser Trp Ala Leu Asn Leu Leu 
3430 3435 3440 

cca ccc tea tec tec cca ttg gat aat ttg gaa cgc gca ttt gtt 25294 
Pro Pro Ser Ser Ser Pro Leu Asp Asn Leu Glu Arg Ala Phe val 
3445 3450 3455 

gaa cat ata ate gcc gtq gta act cca ttg acc cgc ggt cgc eta 25339 
Glu His lie lie Ala Vat Val Thr Pro Leu Thr Arg Gly Arg Leu 
3460 3465 3470 

aag tta atg aaa cgt gta aat att atg caa aat acg gca gac cca 25384 
Lys Leu Met Lys Arg Val Asn lie Met Gin Asn Thr Ala Asp Pro 
3475 3480 3485 

tat atg gtt att aac acc tta tat cat aac tta aag gqg gaa aaa 25429 
Tyr Met Val lie Asn Thr Leu Tyr His Asn Leu Lys Gly Glu Lys 
3490 3495 3500 

atg get cgc caa tac gca cgt att ttt aaa cag ttt att cct act 25474 
Met Ala Arg Gin Tyr Ala Arg lie Phe Lys Gin Phe lie Pro Thr 
3505 3510 3515 

cca etc cca eta aac act gta tta aca aaa tat tgg aat taa 25516 
Pro Leu Pro Leu Asn Thr Val Leu Thr Lys Tyr Trp Asn 
3520 3525 3530 

aacacacata agagegaett aatggttcat tgttttattt tgetegtata tacatgttat 25576 
aaatcgttta tcactgtgcc cgcataagat gtactgtgtc tctcaaaaaa atttgtgttt 25636 
ttatctgcaa teataaatge aagtggaaag tecgaategg gaggtggggt gttaaatagt 25696 
tttggtacat taatcgctga taaaagcctg tccgcgctga atttcaegta ttgtgtaatt 25756 
geatcgaegt tcaccaaacg ggttttgggt gcatgggatt ttaaaaaege acactcgatt 25816 
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ttgatgtatt ctggtgatag cgggtttttc 

gggtacatag 

i jO/D 

ttattgtata 

I. cLC cLcLC cLC y d. 

tgcgctggta 

tgtatggctt 

catctcggct 

tataaggtcg 

*1 J3JD 

ttaaattgac 

aagttacaac 

aaatagtccg 

ttattgcgta 

aatatgcaat 

agccgcgaac 

^ jyyu 

gatgatacaa 

aaaaaatgcc 

ctctataaga 

atcattagta 

tatatttttc 

rgcaacggat 

^DU 3D 

gggttgtccc 

gtaccttttc 

ttccaaccat 

tgtacttttt 

gttggatcga 

cggatratta 

9K1 1 K 

atagtgacat 

ttacgtattg 

tacccgcaac 

gattcatccc 

ctctgaacaa 

caizragttga 

^D±/ D 

atttgactat 

agacacgcgc 

gtggacaacc 

tcgatgcact 

cttgttcaat 

gtagtaatgg 

^D^ 3D 

tgaatatcct 

tttgggaaaa 

gagttgggtt 

agagagccca 

aattaacatt 

4- — \ /™ s— — x — x 4~ /™ — x 

uaccagaiica 

z y t> 

tctgccgccg 

ataaaaargr 

aaaaataaat 

ctgtagaata 

ttagttcatc 

l Lccgrraaa 


cagtccaagt 

a Ltgaraarc 

atcttcaatg 

ataaaatcgc 

tttctaacca 

acgatrcgaa 


atgctcaggg 

cacgraaarr 

gtttatatct 

ggacactccg 

gcctgtaaaa 

dddd. L g cLC T_ g 

^ D't / D 

/-^ -3-1— ^ — 1 — 1 — 1-^ — 1- 

ga tcca l l l l 

ggaatagttt 

cccgtgtaaa 

tttataaagc 

acaac tgg ta 

3 3D 

cagg itaa tt 

cgcc Lcccgc 

aaacagtccg 

ctgttcgtag 

ctttacgaat 

l l tacag tag 


tacatacccg 

r l l Laaggcc 

ggctttatag 

gcacgtataa 

gcaaattcat 

rarrrrggag 

^DD 3D 

gcgggaattg 

rcccg lc rgg 

gcgttcctca 

ataaataaag 

tcattgattg 

ac l l tgg tea 

^D/ ±D 

ataaatggcg 

/— /— /— ^ ^ ^ ^— ^ r*\ j~ 

CCCLLLCLgC 

acacatatca 

acgagatcct 

cttgctcata 

LLcaaacgcr 

1F.11F. 

gttttatatt 

4- 4~ ^ — \ « —\ « 4— /"h 

ttaagagtgg 

gtgactatta 

gataaacagc 

caaacgaacg 

tat tac tgac 


cattggtttt 

4- ^~ 4- ^~ — ^ /- * 4- ^ 4- 

tctcaagtat 

gtttataact 

tccagtcgtt 

tttcttcaca 

4— — x -* 4- ^ f — — x 4- ^ 

tgaatacata 

TCOQC 

tctcttagtt 

cgrccaraag 

gtctaagttg 

ggtctaagta 

actcacccga 

ggtggtgacc 


4- 4~~ 4~~ — i 

ttactaaaca 

ram an ran a 

aattggagag 

aaaccctcac 

tgcactccgt 

4~ /~ /— 4~ /^i 4~ /^i /~ — \ 

tacctgtgca 

7 7f>1 F. 
i. I\)1X> 

gatgaaactg 

tgggcattaa 

cgctaagaac 

tgcgagttgt 

ataacccata 

agcgcaaata 

i. / U / D 

4— — x 4- 4- — x 

tcatctcgca 

gggtacacca 

tggtaaatct 

aaataactta 

tcgtagaaaa 

cccatcttgg 


4— 4- — \ — \ 4- 

tgtaaccatc 

4- 4- ""I /~l s~~ 4- 

ccrrd.gcd.rd. 

tttactttcg 

gtaaaaccct 

taaacggggc 

taagccgcca 

9 71 

— \ 4- 4- 4- /~ /~ 

atcttacaca 

-|--|--|-/-/--a-|-n/--|- 

rrrccaxgcr 

tgttttcatt 

gtctcataca 

acattaactc 

cgctatttgt 


cLLcLL L LcLcLLL 

gtctagctgg 

ttgggaagtt 

aaatcaaatc 

ctaagcggag 

acaagttgta 

97^1 K 

L. 1 J ±D 

4— 4- *~\ — \ 4- 4- 

tgtaaccctt 

grargccaar 

gccaagtgat 

cggttgtttt 

ttacaccttt 

acatgatttt 


ttacatggaa 

agrrcccagc 

cgccaggacc 

ccgtttaaaa 

aaataacagt 

/-n-l--l-/--l--f-n/--f- 

cgttcttgct 

~)1 Aid 

l /mo 

4- — \ 4- 4- — \ 

gtcaattgaa 

/-^ 4- /~ /"^ 4- 4- 4- *~\ -\ 

ggrcgrrraa 

anaaaiigac 

actgggcctt 

tggataagca 

f — /-j 4~ 4~ /~*\ 4~ — \ « — \ 

cgttgtaaga 


tttatgctgg 

caagattaca 

tacgccatgt 

tgatgagcgt 

ctgccttttg 

aacaatttcc 

27556 

gtacacaaat 

ttgaccccgt 

gatagcattt 

ccttgggtat 

tcatatgata 

attacgatta 

27616 

caggcatctt 

tgaacattaa 

aaaggggctt 

cctgttacag 

cagcactgcg 

tatgattgtg 

27676 

aatgcgatat 

cttgaatggg 

aacagaagaa 

acgcctaatc 
Page 
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■4— — \ /-i /-i -1— -1— /-i — \ — \ /-i 

taggttgaag 

tgaatgcctc 

cccgtgtaai: 

gttcgaagga 

rareggctet 

gttatcaaaa 

9 77QK 

agagtccact 

/-i — \ — \ — \ 4~ 4~ ~~\ s~ 4~ 

gaacattact 

— \ /-j 4~ +- +■ +- 

agcccctttt 

— \ « — \ 4~~ /^i 4~ 4~ *^ 

aga tagc t ta 

fi^4-i4-/~4-4-4-/- 

gg Late l llc 

— — — — — — 4— — — — 

aaaaaataaa 

Z / ODD 

tctggggtcc 

araaacaaca 

— \ — \ — \ 4~ 4~ 4~ 4~ *^ 

aaarargma 

rcaca tcgaa 

-.4 — .4 — y y ^ t 4- ^> 

atat l Lea lc 

— — — 1 — — — — — — — 

acgaaccaac 

9 7Q1 K 

attccacgtg 

tggccaaaac 

agt Ltgraga 

4~ f~- f~°\ /— - y—H 4— r°\ s~~ s~~ 

rcgacg rgee 

argg l lc Lat 

gtaaacacaa 

1 7Q7K 

— \ /— -I— /— s— — \ /-i -I— -I— /-i 

actccagttg 

gtcgttcaca 

atcac Lg l La 

a l Lgcca raa 

cca rgcaa lc 

taaaagtttt 

iioUju 

cLcLcLcLC I. y C eld. 

gaagaccttt 

cgr l Lga l l l 

Lccg ragg ra 

ttadd L LCag 

actctgtaga 


gaaattccca 

ctccacctcg 

aCILigLaal 

accg l rccca 

ca Lcgcc rg l 

gat age teg a 

iOljD 

acagctctcc 

caacagtgat 

ggattccggg 

Lcca l raaat 

aacaac nggc 

4~ 4~ /~i /™ /™ /™ /™ yi 

cgttgccccg 

9 09 1 c 

/-i -I— /— -I— /— -I— s— /-i — \ /— 

gtctctcgac 

ctaaaaacar 

ca Laaccgg l 

gtagccggga 

caaLLLLCLg 

acatgccaac 

9R97K 
/ D 

/-i /— -I— /-i -I— /-i — \ — \ — \ — \ 

gctgtgaaaa 

a Lacccgaca 

gaca Lcag lc 

ca Lg La raac 

^ — 1— - — i — 1 — 1— -1— 
ca Lea l l La l 

teegggaata 

tOJJU 

agagttgcga 

ttttaggcag 

g l l racga l l 

+-^4-/1+4-^4-/"^ 
lc rg l rg tea 

cggtggccgc 

/"1 4~~ 4~ 4~ —\ —\ 

cagtcttaaa 


aagaattggc 

aaagcgac lc 

-1-^ ^ I- 1- 1- ^ r~ r~ +- 
TddLLLdCCL 

lcc lc Laac l 

4~ /^i 4~ 4~ -\ -\ 4~ 

rag l raaa ra 

-\ -\ -\«4-/-4-4-/-« 

aaagtcttcg 


tactttaaag 

cagac Lg Lag 

Lccaaggg La 

getaaagegg 

ggtaTtgarc 

tttcaaaaac 

9SR1 K 

ggttctaa ia 

izagcccgacg 

aa l l Leg lcc 

c rccgccc L L 

/— -\ ■^4-4-/~4/~4-4-/~4 

caaLLgcLLg 

geggactegg 

9SR7K 
to j/D 

ggagttaaac 

agagaattgg 

9 9 "-"-9 ^- ^- "■"■C 

cacg l l rcca 

rgy aaacgga 

4-^/^i4-— i/^i/^i4-4- i 

tegtaggtta 

ZOO 3D 

atacggcaat 

ggataagttc 

tCC3.C3.3.C3.t 

4~ ^ ^ y— 4~ y— 

egg tacac tc 

/1 4- ^~ ^ 4- 4- 4- /~i 

gc tea tc t tg 

tcgcgtcacc 

ZoDyD 

/i /~ / — 1 — 1 1 "i n 4 — H 

gccttaagtt 

rtgagacgat 

agrgctaara 

1-ta/--t-/-/-^-t--t-^ 

racrccatta 

attccaccgg 

^n-l-/i/i-l--l-/i-4 4- 

tgtggttgat 

7 07 cr 

4— S~ /~A /~1 /~1 f~~ /N — \ — \ 

tcgggcggaa 

tgatgtattc 

cttgtagcca 

4— /n 4- 4- — \ -4— — \ 

tgttgacata 

4- r - , . r . + 4-4 — . 4- 
ateggtttat 

aatgtcatga 

7001 c 

ZoolD 

— \ ■ /-J 4- 4- 4- —i -» 

accgtattaa 

aaarrcrTiTiTi 

y-1 — \ — \ 4~ /— /— —1 4~ 

gaacrccara 

aegga raacg 

Lat Ltaggct 

/— /— /-1 /-1 — > — > 4" ^ 

ccggaataaa 

Loo 1 D 

cctttaaacc 

craaacrcac 

— 1 y-1 4- /~i —1 /~i 4- 4- —1 

ag engager a 

y-i 4- 4- /— 4- /— — * 4- 

grrcracaaL 

— > 4- 4- /~i 4- -> /~i —> /— 4- 

at rgtagact 

cccttatata 

iioy3D 

tggttacgta 

cagccrgccc 

crccccagra 

4^ ,4^ l~l4^ l4-/ 1 

raraararca 

— —a — — — — , — > /— /— /— 

cgcaaaaccc 

— > /— /-1 /— 4- —> 4- /~i 4- 4- 

acgctatgtt 


— \ — \ -*4-4-y--*/i4-4- 

aaattcagtt 

rarrTiTiacaT: 

acargcmTia 

araaraacat 

4— /— y~i 4- 4- /— /— -> 4- /~1 

tcgttccatg 

tatttgtacc 

zyu 3D 

—————————— 

cccccacaca 

— \ s— s— s~ s— s— 4- /~ 4- 

acccccrcra 

accaaaragr 

4~ /~i /~i /— — \ /— y-i 4~~ 4~ 

rggcaegma 

4— —> — > /— /— 4- /— /— /~i -> 

taacctccga 

—» /1 4- 4- /■"■ /■"■ — > 4- 

accgttccat 

9Q1 1 K 

/■■i /■*! 4~~ s~ 4~~ 4~~ /i 4~~ 

gcgtcttgta 

raacgcacag 

— \ 4~ /— 4~ 4~ /~i /~i 

acrcrgargg 

— ^ —\ 4~ 4~ /^i 4~ 4~~ /— /— — \ 

aar Lymcca 

— x 4~~ 4~ ^ -~\ /— /1 4~ ^ 4~ 

attaaegtat 

— x 4~~ r~\ f~~ r — /~i ^ — —\ 4~ ^ 

atgeegcata 

9Q1 7K 

4~~ /i —\ /i /i — \ 4~~ 

catgcaggat 

— \ — \ 4~ 4~ /^i 4~ /^i 4~ /i 

aattgtgtgg 

gaagrccccg 

— ^ — ^ — ^ — ^ 4~ /— y~1 /— /~ y~1 

aaaarcyecy 

/1 4~ /— /— -~\ 4~~ 4~ /^i 4~ 

gtccattgat 

acaategctg 

zyz3D 

4- /~ 4~~ /i -~\ -~\ /~i 

tctagccaag 

4- 4- /- z , -,4-4-4 , 

4- /~ /— 4- /~i 4- —1 — 1 4- 

crccrgraar 

4~ 4~ /— /1 /— /— — \ — \ 4~ — 1 

megecaara 

ctacatcgag 

/~i yi ^ — 4~ 4~ /~i 4~ /1 /1 

ggcttgtcgg 


gtcattggat 

aacrgcacaa 

gcggcaacgc 

cc Ligrgna 

4~ ^ 4~ /~i /— 4~ /^i /~i 4~ 

tatggctggt 

/~i /1 /1 4~ 4~ 4~ 4~ /~*\ 

gggtatttgc 

Zy33D 

aaccccttca 

gtcccccagg 

eggcatttte 

agetegtatg 

cgtcctaaca 

ggaagccaat 

29416 

accacgacca 

aaacattgtt 

cgtttagttg 

gettaatgea 

agatgeagtc 

ttacaccttc 

29476 

tcgttggcgt 

cgctgtgtat 

atacaaaaac 

caagaacaca 

tgcttcagtc 

cgtccgcgga 

29536 

aagatgtaaa 

tctttgtcaa 

cgtcccaaaa 

tacgcaggcc 

gggatgttgg 

ctgtgaccct 

29596 
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tacgtgcagc ttcttgggga cctttggcca 

c 99 c ggttat 

iJUJU 

— \ -I— -I— /~i s— — \ -I— — \ — \ — \ 
at.igCat.aacl 

ttatcctgaa 

tggtatattc 

cagcagggac 

ccaaaaaaac 

ttataaatcg 


atgtggaaat 

acatgacatt 

gtaccatcgc 

acgtaaacac 

tccgaaaacc 

ttatgagccg 


cgtTmccata 

cgactgcatc 

cataggcaga 

aacaattgct 

gttctgttgg 

caLCcgctgc 


/-■t-n-t--t--t-:a-t-/~/~ 

ctgLTmatcc 

gtatattctt 

ctgcccggca 

tgcggcgatg 

aaacttaatg 

acgrtacata 


tgctctaagc 

cccccacctt 

ctccaacggt 

ccaaggagcc 

gtgcaggcat 

rgaaraggti: 

_>o 

tcgtaaaccc 

4- /— * 4~~ ~~\ yi 4~~ yi 4~~ ~~\ 

tctagtagta 

catcggggtc 

acgtccagcc 

tgtgtaagtg 

tattagcttc 

OUUlD 

tccaatcatg 

tcagatgga l 

gacgaaggat 

taagacgatt 

gacccagcat 

gcrcaargrc 

jUU/ d 

cggacgaaaa 

aaatcggrra 

atgacacttg 

ttggattagc 

tgtgtcgttg 

arrraaaarr 


atttaacggg 

agtc Laa Lgg 

taacttgcgg 

gttaccaatt 

gaagttggat 

l Lar rrgaar 

JU13D 

gttgttcata 

CgaT.T_aaT.aa 

caattgaacg 

gggggttact 

tgaatagacg 

y" y— * H — H — H — H — *-«| H — 

egg l l rcrgr 

J\JL. JU 

acgttttggt 

yi yi 4~ *^ 4~~ 4~ 

ggtaca rg ra 

tcggttgttt 

gttcagacct 

ccaaagcgag 

ggccaantgt 


taaarcgcga 

c Lccaa L L LC 

cgaagaagcc 

cggagcataa 

gtcatatgaa 

geccg l lccc 

3Uj / D 

ta lt: Lgaara 

aaacgg l La l 

ttcctaaaag 

actgatatta 

gttccacata 

gcgtttgttc 


grmaaagra 

aaa rgcgag l 

tggttggttg 

actccccata 

gctgaggggt 

raaar rcaca 


caargcaarc 

g tgacgtggt 

actatctgaa 

atgttgcctg 

gggtatgtgt 

acacarrara 


cagtcgtagt 

accgtttata 

taatgttagg 

taggaggagc 

ctataaaaat 

attttgattg 

30616 

gcgttaaaag 

gttcttcaac 

ttaccgtgac 

gtccttttta 

ttaacatgcg 

tttttattga 

30676 

tgttacattt 

atgtcttttc 

attccggacg 

gatgtagctt 

tttcatatca 

cgttataaag 

30736 

ttaagtcagc 

gtagaatata 

cc atg gaa 
Met Glu 

gaa cca att tgt tat gat aca 
Glu Pro lie Cys Tyr Asp Thr 

30785 


3535 3540 

caa aaa ctt ttg gat gat tta agt aac ttg aaa gta caa gaa gcg 30830 
Gin Lys Leu Leu Asp Asp Leu Ser Asn Leu Lys val Gin Glu Ala 
3545 3550 3555 

gac aac gaa aga cca tgg tea cca gag aaa aca gaa ate gec aga 30875 
Asp Asn Glu Arg Pro Trp Ser Pro Glu Lys Thr Glu lie Ala Arg 
3560 3565 3570 

gtt aag gta gtt aag ttt tta cga tct acc cag aaa att cca get 30920 
Val Lys Val Val Lys Phe Leu Arg Ser Thr Gin Lys lie Pro Ala 
3575 3580 3585 

aaa cat ttt att cag ata tgg gaa ccc ctg cat tct aat ate tgt 30965 
Lys His Phe lie Gin lie Trp Glu Pro Leu His Ser Asn lie Cys 
3590 3595 3600 

ttt gta tat tec aat aca ttt ttg gcg gag get get ttc acg gee 31010 
Phe Val Tyr Ser Asn Thr Phe Leu Ala Glu Ala Ala Phe Thr Ala 
3605 3610 3615 

gaa aat tta ccc gga ctg ttg ttt tgg aga eta gat eta gac tgg 31055 
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Glu Asn Leu Pro Gly Leu Leu Phe Trp Arg Leu Asp Leu Asp Trp 
3620 3625 3630 

acg ata gag gag cca ggt aat age tta aaa att tta acc cag eta 31100 

Thr lie Glu Glu Pro Gly Asn Ser Leu Lys lie Leu Thr Gin Leu 
3635 3640 3645 

tea agt gta gta caa gat tec gag acg tta cat cgt tta teg gec 31145 

Ser Ser val Val Gin Asp Ser Glu Thr Leu His Arg Leu Ser Ala 

3650 3655 ~ 3660 

aat aaa tta cga acc teg tct aaa ttt gga ccc gtt teg ata cac 31190 

Asn Lys Leu Arg Thr Ser Ser Lys Phe Gly Pro Val Ser lie His 
3665 3670 3675 

ttc att ata acg gac tgg ata aat atg tac gag gtc gec tta aag 31235 

Phe lie lie Thr Asp Trp lie Asn Met Tyr Glu val Ala Leu Lys 
3680 3685 3690 

gat gca aca aca gec att gaa tea cca ttc act cac get cgt att 31280 

Asp Ala Thr Thr Ala lie Glu Ser Pro Phe Thr His Ala Arg lie 
3695 3700 3705 

gga atg ttg gaa age gec att gca get tta aca caa cat aaa ttt 31325 

Gly Met Leu Glu Ser Ala lie Ala Ala Leu Thr Gin His Lys Phe 
3710 3715 3720 


gcg ate att tac gat atg cca ttt gtt caa gag ggg att cgt gtt 
Ala lie lie Tyr Asp Met Pro Phe val Gin Glu Gly lie Arg val 
3725 3730 3735 


31370 


tta aca caa tat gca gga tgg ctt ctt ccg ttt aat gtt atg tgg 31415 

Leu Thr Gin Tyr Ala Gly Trp Leu Leu Pro Phe Asn Val Met Trp 

3740 3745 3750 

aat cag att caa aat age tea etc act cct eta aca cga gee ctt 31460 

Asn Gin lie Gin Asn Ser Ser Leu Thr Pro Leu Thr Arg Ala Leu 

3755 3760 3765 

ttt ata ate tgt atg att gat gaa tat etc acg gaa acg cca gta 31505 

Phe lie lie Cys Met lie Asp Glu Tyr Leu Thr Glu Thr Pro val 

3770 3775 3780 

cat age ata tea gaa tta ttt gca gat act gta aat tta att aaa 31550 

His Ser lie Ser Glu Leu Phe Ala Asp Thr val Asn Leu lie Lys 

3785 3790 3795 

gat gag gcg ttc gta tec ate gaa gaa gcg gta acg aat cca cga 31595 

Asp Glu Ala Phe Val Ser lie Glu Glu Ala Val Thr Asn Pro Arg 

3800 3805 3810 

acg gtg cac gag tea cga att tec tea get ctg get tat cga gac 31640 

Thr Val His Glu Ser Arg lie Ser Ser Ala Leu Ala Tyr Arg Asp 

3815 3820 3825 

cct tat gtt ttt gag aca tec ccg gga atg ctt get agg aga ctt 31685 

Pro Tyr Val Phe Glu Thr Ser Pro Gly Met Leu Ala Arg Arg Leu 

3830 3835 3840 

aga tta gac aat ggt ata tgg gaa age aac etc tta teg ttg tec 31730 

Arg Leu Asp Asn Gly lie Trp Glu Ser Asn Leu Leu Ser Leu Ser 

3845 3850 3855 
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acc ccc gga att cat att gag gcg ctg tta cat tta eta aac tec 31775 

Thr Pro Gly lie His lie Glu Ala Leu Leu His Leu Leu Asn Ser 
3860 3865 3870 

gac ccg gaa gcg gaa acc aca tct gga agt aat gta gca gaa cac 31820 

Asp Pro Glu Ala Glu Thr Thr Ser Gly Ser Asn Val Ala Glu His 
3875 3880 3885 

acc cgt ggc att tgg gaa aag gtt cag get agt aca teg cct agt 31865 

Thr Arg Gly lie Trp Glu Lys Val Gin Ala Ser Thr Ser Pro Ser 
3890 3895 3900 

atg tta ata age acc ctt gec gaa tec ggg ttt aca aga ttt tea 31910 

Met Leu lie Ser Thr Leu Ala Glu Ser Gly Phe Thr Arg Phe Ser 
3905 3910 3915 

tgc aaa ttg eta cgt egg ttt att get cac cac aca etc gee ggt 31955 

Cys Lys Leu Leu Arg Arg Phe lie Ala His His Thr Leu Ala Gly 
3920 3925 3930 

ttt att cac gga age gtt gta gca gac gag cat att aca gat ttc 32000 

Phe lie His Gly Ser val val Ala Asp Glu His lie Thr Asp Phe 
3935 3940 3945 

caa caa aca eta gga tgt etc get tta gtg ggt gga ctg gca tac 32045 

Gin Gin Thr Leu Gly Cys Leu Ala Leu val Gly Gly Leu Ala Tyr 
3950 3955 3960 

caa tta gtg gaa acg tac get cct act acc gag tat gtg tta aca 32090 

Gin Leu Val Glu Thr Tyr Ala Pro Thr Thr Glu Tyr Val Leu Thr 
3965 3970 3975 

tat aca egg aca gta aac gag acc gaa aaa egg tat gaa acg eta 32135 

Tyr Thr Arg Thr Val Asn Glu Thr Glu Lys Arg Tyr Glu Thr Leu 
3980 3985 3990 

tta ccc gee tta gga tta cca ccg gga ggc ctg gga caa att atg 32180 

Leu Pro Ala Leu Gly Leu Pro Pro Gly Gly Leu Gly Gin lie Met 
3995 4000 4005 

egg cgc tgt ttt get cca cga ccc ctt att gaa agt ata caa gcg 32225 

Arg Arg Cys Phe Ala Pro Arg Pro Leu lie Glu Ser lie Gin Ala 
4010 4015 4020 

aca cgc gta ata eta ctt aat gaa att tea cat gca gaa get aga 32270 

Thr Arg Val lie Leu Leu Asn Glu lie Ser His Ala Glu Ala Arg 
4025 4030 4035 

gag aca aca tat ttt aag caa aca cat aat caa tec tea ggt gcg 32315 

Glu Thr Thr Tyr Phe Lys Gin Thr His Asn Gin Ser Ser Gly Ala 
4040 4045 4050 

tta tta cca caa gca gga caa agt gec gta cgc gaa gec gta eta 32360 

Leu Leu Pro Gin Ala Gly Gin Ser Ala Val Arg Glu Ala Val Leu 
4055 4060 4065 

acc tgg ttt gac eta cgt atg gat tea aga tgg ggt att act ccc 32405 

Thr Trp Phe Asp Leu Arg Met Asp Ser Arg Trp Gly lie Thr Pro 
4070 4075 4080 

ccg gtg gat gtg ggt atg aca cct cct att tgt gtt gat cca ccg 32450 

Pro Val Asp Val Gly Met Thr Pro Pro lie Cys val Asp Pro Pro 
4085 4090 4095 
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get aca ggg ttg gaa get gtc atg ata aca gaa gca eta aag att 
Ala Thr Gly Leu Glu Ala Val Met lie Thr Glu Ala Leu Lys lie 
4100 4105 4110 


gca tat cct acc gaa tat aat cgc tct 
Ala Tyr Pro Thr Glu Tyr Asn Arg Ser 
4115 4120 


age gtg ttt gtg gaa 
Ser Val Phe Val Glu 
4125 


ccg 
Pro 


teg ttt gtg 
Ser Phe Val 


cct tat att att gca aca age acg ctt gat gec ctt 
Pro Tyr lie lie Ala Thr Ser Thr Leu Asp Ala Leu 
4130 4135 4140 


caa 


teg gca aca ata get ttg tct ttt gat 

Ser Ala Thr lie Ala Leu Ser Phe Asp Thr Arg Gly lie Gin Gin 
4145 4150 " 4155 


aca egg gqa ata cag 


gee ttg tct att 
Ala Leu Ser lie 
4160 


ctt cag tgg get cgc gat tat gqa tec gqa acc 
Leu Gin Trp Ala Arg Asp Tyr Gly Ser Gly Thr 


4165 


4170 


gtg ccc aat gca gat gqa tat cgc aca aaa eta tct get ctt ata 

Val Pro Asn Ala Asp Gly Tyr Arg Thr Lys Leu Ser Ala Leu lie 

4175 4180 4185 

aca ata tta gaa cct ttt acc cgt aca cac ccc cca gta ctt tta 

Thr lie Leu Glu Pro Phe Thr Arg Thr His Pro Pro val Leu Leu 

4190 4195 4200 

cca tct cac gtt tct act ata gat tec ctt ata tgc gaa ctt cat 

Pro Ser His val Ser Thr lie Asp Ser Leu lie Cys Glu Leu His 

4205 4210 4215 


egg act gtt gqc att gec gtt gac ctg 
Arg Thr Val Gly lie Ala Val Asp Leu 
4220 4225 


ctt ccc cag cac gtc cgt 
Leu Pro Gin His Val Arg 
4230 


cct ttg gtt cct gac cgt cct tct att aca aat age gtt ttt tta 

Pro Leu Val Pro Asp Arg Pro Ser lie Thr Asn Ser val Phe Leu 

4235 4240 4245 

gca act etc tat tat gat gaa ctt tac ggt cgt tgg acc cga ctg 

Ala Thr Leu Tyr Tyr Asp Glu Leu Tyr Gly Arg Trp Thr Arg Leu 

4250 4255 4260 


gat aaa aca teg cag gcg ttg gtt gaa 
Asp Lys Thr Ser Gin Ala Leu Val Glu 
4265 4270 


aat ttt aca tec aac gcg 
Asn Phe Thr Ser Asn Ala 
4275 


tta gtg gtt tct 
Leu Val Val 


egg tac atg tta atg tta caa aaa ttt ttt gcg 
Ser Arg Tyr Met Leu Met Leu Gin Lys Phe Phe Ala 
4280 ~ 4285 4290 


tgt cgt ttt tat cca acg cca gat ctt cag get gtt ggt ate tgt 
Cys Arg Phe Tyr Pro Thr Pro Asp Leu Gin Ala Val Gly lie Cys 


4295 


4300 


4305 


aac cca aag gtt gaa cgc gat gaa caa ttt ggg gta tgg cgt tta 
Asn Pro Lys Val Glu Arg Asp Glu Gin Phe Gly Val Trp Arg Leu 
4310 4315 4320 


aac gat ctt get gat gcg gtt ggt cat att gtt ggg aca ata caa 
Asn Asp Leu Ala Asp Ala Val Gly His lie Val Gly Thr lie Gin 
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4325 4330 4335 

gga ate cga acg caa atg aga gtg gga ata tec age ctg cgc aca 33215 

Gly lie Arg Thr Gin Met Arg Val Gly lie Ser Ser Leu Arg Thr 
4340 4345 4350 

att atg gec gat get tec tea gec ctt agg gaa tgt gaa aat tta 33260 

lie Met Ala Asp Ala Ser Ser Ala Leu Arg Glu Cys Glu Asn Leu 
4355 4360 4365 

atg act aaa acc tec act tct get att ggg cct ctt ttt tea acg 33305 

Met Thr Lys Thr Ser Thr Ser Ala lie Gly Pro Leu Phe Ser Thr 
4370 4375 4380 

atg get tec egg tat gca egg ttt aca cag gat caa atg gac att 33350 

Met Ala Ser Arg Tyr Ala Arg Phe Thr Gin Asp Gin Met Asp lie 
4385 4390 4395 

tta atg cgt gtt gac aaa eta aca aca gga gaa aat ata ccc ggt 33395 

Leu Met Arg val Asp Lys Leu Thr Thr Gly Glu Asn lie Pro Gly 
4400 4405 4410 

ctt gca aat gta gag att ttt tta aat agg tgg gaa cga ata gca 33440 

Leu Ala Asn val Glu lie Phe Leu Asn Arg Trp Glu Arg lie Ala 
4415 4420 4425 

aca get tgt agg cat gee acg gca gtc ccg teg gee gaa tct att 33485 

Thr Ala Cys Arg His Ala Thr Ala Val Pro Ser Ala Glu Ser lie 
4430 4435 4440 

gca acc gtg tgt aat gaa ttg agg cgc ggt tta aaa aat ata caa 33530 

Ala Thr val Cys Asn Glu Leu Arg Arg Gly Leu Lys Asn lie Gin 
4445 4450 4455 

gag gat cgt gta aat gee cca acc tea tat atg agt cac gee cga 33575 

Glu Asp Arg val Asn Ala Pro Thr Ser Tyr Met Ser His Ala Arg 
4460 4465 4470 

aat ctg gaa gat cac aag gca gca gtt tea ttc gtt atg gac tec 33620 

Asn Leu Glu Asp His Lys Ala Ala val Ser Phe Val Met Asp Ser 
4475 ' 4480 4485 

agg caa cag ttt att gtg gat tct gga cct cag atg ggc gcg gtt 33665 

Arg Gin Gin Phe lie Val Asp Ser Gly Pro Gin Met Gly Ala Val 
4490 4495 4500 

tta act tea caa tgt aat ata gga aca tgg gag aat gta aat gca 33710 

Leu Thr Ser Gin Cys Asn lie Gly Thr Trp Glu Asn Val Asn Ala 
4505 4510 4515 

acg ttt tta cat gat aat gtt aaa ata acg aca acg gtc aga gac 33755 

Thr Phe Leu His Asp Asn Val Lys lie Thr Thr Thr Val Arg Asp 
4520 4525 4530 

gta att tea gag get ccg acg ctg ata ata gga caa aga tgg ctt 33800 

Val lie Ser Glu Ala Pro Thr Leu lie lie Gly Gin Arg Trp Leu 
4535 4540 4545 

cgt cca gat gag att tta tct aat gta gat ttg cgt ctt ggc gta 33845 

Arg Pro Asp Glu lie Leu Ser Asn val Asp Leu Arg Leu Gly val 
4550 4555 4560 

ccc ggg aat aca agt ggg agt gac cct taa tataaaacag gcgtgtttat 33895 
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Pro Gly Asn Thr Ser Gly Ser Asp Pro 
4565 ' 4570 

gtacattaaa gtatttgtgg tttttattga ctgggcgttt cgtttgtata acgctgttgt 33955 

tgctagtatt ttcataacct cctaggtttt tggagctaca cgtgcttatt caacgctctt 34015 

tgggatttga atcatcgtaa acgtagcgtc cctaccagtt gagcgcgtaa ttttcgtaag 34075 

caataaa atg gat ata att ccg cct ata get gtc act gtt gcg gga gtg 34124 
Met Asp lie lie Pro Pro lie Ala Val Thr Val Ala Gly Val 
4575 4580 

gga age cgt aat caa ttt gac ggt gec ctg gga ccg gcg tea ggt 34169 

Gly Ser Arg Asn Gin Phe Asp Gly Ala Leu Gly Pro Ala Ser Gly 
4585 ' 4590 4595 

ctg tea tgt tta aga aca tct tta teg ttt ttg cat atg aca tat 34214 

Leu Ser Cys Leu Arg Thr Ser Leu Ser Phe Leu His Met Thr Tyr 
4600 4605 4610 

gcg cat gga att aat gca acc ctg tea tea gac atg att gat gga 34259 

Ala His Gly lie Asn Ala Thr Leu Ser Ser Asp Met lie Asp Gly 
4615 4620 4625 

tgt tta caa gag ggt gca gca tgg act acg gat ctg tct aat atg 34304 

Cys Leu Gin Glu Gly Ala Ala Trp Thr Thr Asp Leu Ser Asn Met 
4630 4635 4640 

ggg agg ggt gtc cca gat atg tgt get ctt gtt gat etc ccc aat 34349 

Gly Arg Gly val Pro Asp Met Cys Ala Leu val Asp Leu Pro Asn 
4645 4650 4655 

cga att tea tat att aaa ctg ggg gac act acc agt acg tgc tgc 34394 

Arg lie Ser Tyr lie Lys Leu Gly Asp Thr Thr Ser Thr Cys Cys 
4660 4665 4670 

gtt ttg tct aga ata tac ggc gat age cat ttt ttt acc gtt cca 34439 

Val Leu Ser Arg lie Tyr Gly Asp Ser His Phe Phe Thr val Pro 
4675 4680 4685 

gac gag ggt ttt atg tgc aca caa att ccc get aga gcg ttt ttc 34484 

Asp Glu Gly Phe Met Cys Thr Gin lie Pro Ala Arg Ala Phe Phe 
4690 4695 4700 

gat gat gtg tgg atg gga cgt gaa gag teg tat aca att ata act 34529 

Asp Asp Val Trp Met Gly Arg Glu Glu Ser Tyr Thr lie lie Thr 
4705 4710 4715 

gta gac tea acg gga atg gee ate tat cgt cag gga aac ata tct 34574 

Val Asp Ser Thr Gly Met Ala lie Tyr Arg Gin Gly Asn lie Ser 
4720 4725 4730 

ttt att ttt gat cca cat ggc cat ggg act ata gga cag get gta 34619 

Phe lie Phe Asp Pro His Gly His Gly Thr lie Gly Gin Ala val 
4735 4740 4745 

gtt gtt egg gtg aat acc acg gat gtg tac tct tat ate gca teg 34664 

Val Val Arg Val Asn Thr Thr Asp Val Tyr Ser Tyr lie Ala Ser 
4750 4755 4760 

gag tat acc cac cgc ccc gat aac gta gaa tec caa tgg gee get 34709 

Glu Tyr Thr His Arg Pro Asp Asn Val Glu Ser Gin Trp Ala Ala 
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4765 4770 4775 

gca tta gtt ttt ttt gtc acc gca aac gac ggt ccc gta age gaa 34754 
Ala Leu Val Phe Phe Val Thr Ala Asn Asp Gly Pro Val Ser Glu 
4780 4785 4790 

gaa gcg eta tct teg gca gta acg ctt ata tac gga age tgt gat 34799 
Glu Ala Leu Ser Ser Ala Val Thr Leu lie Tyr Gly Ser Cys Asp 
4795 4800 4805 

aca tat ttt aca gat gaa caa tat tgc gaa aaa ctg gtt aca get 34844 
Thr Tyr Phe Thr Asp Glu Gin Tyr Cys Glu Lys Leu Val Thr Ala 
4810 4815 4820 

caa cat ccg ttg ctt ctt tea cct cct aat tec acg aca att gtg 34889 
Gin His Pro Leu Leu Leu Ser Pro Pro Asn Ser Thr Thr lie val 
4825 4830 4835 

ctt aat aaa teg tct ata gta cct ctt cac caa aac gtt ggt gaa 34934 
Leu Asn Lys Ser Ser lie val Pro Leu His Gin Asn val Gly Glu 
4840 4845 4850 

agt gta tec ttg gaa gca acc eta cat tea acg tta acc aac acg 34979 
Ser Val Ser Leu Glu Ala Thr Leu His Ser Thr Leu Thr Asn Thr 
4855 4860 4865 

gtt gca ctg gac cct aga tgt agt tac age gag gtt gat cct tgg 35024 
val Ala Leu Asp Pro Arg Cys Ser Tyr Ser Glu Val Asp Pro Trp 
4870 4875 4880 

cat gcg gtt eta gaa aca acc teg act ggg tct ggc gtt ttg gat 35069 
His Ala Val Leu Glu Thr Thr Ser Thr Gly Ser Gly Val Leu Asp 
4885 4890 4895 

tgt cgt cgt aga cgc cgt cct tea tgg act cct cct tea age gag 35114 
Cys Arg Arg Arg Arg Arg Pro Ser Trp Thr Pro Pro Ser Ser Glu 
4900 ~ " ~ 4905 4910 

gaa aat tta get tgt ate gac gat ggc ttg gta aat aat aca cat 35159 
Glu Asn Leu Ala Cys lie Asp Asp Gly Leu Val Asn Asn Thr His 
4915 4920 4925 

tec acg gat aat tta cat aaa ccc get aaa aag gtt etc aaa ttt 35204 
Ser Thr Asp Asn Leu His Lys Pro Ala Lys Lys val Leu Lys Phe 
4930 4935 4940 

aaa cca act gta gac gtg ccg gat aaa aca caa gtg gca cat gta 35249 
Lys Pro Thr Val Asp Val Pro Asp Lys Thr Gin Val Ala His Val 
4945 4950 4955 

tta ccc cgc eta cga gaa gtt get aac acc cca gac gtt gtg tta 35294 
Leu Pro Arg Leu Arg Glu Val Ala Asn Thr Pro Asp Val Val Leu 
4960 4965 4970 

aat gta tec aat gta gat acg cct gaa tec agt ccc act ttt tea 35339 
Asn Val Ser Asn Val Asp Thr Pro Glu Ser Ser Pro Thr Phe Ser 
4975 4980 4985 

egg aac atg aat gta gga age agt ttg aaa gat egg aag cca ttt 35384 
Arg Asn Met Asn Val Gly Ser Ser Leu Lys Asp Arg Lys Pro Phe 
4990 4995 5000 

eta ttt gaa cag agt ggt gat gtc aac atg gtt gtc gaa aaa eta 35429 
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Leu Phe Glu Gin Ser Gly Asp val Asn Met val val Glu Lys Leu 
5005 5010 5015 

eta caa cat ggg cat gaa att age aat gga tac gta caa aat gcg 35474 
Leu Gin His Gly His Glu lie Ser Asn Gly Tyr val Gin Asn Ala 
5020 5025 5030 

gtg ggt acg ttg gat act gtt att acc ggt cat aca aat gtt ccc 35519 
Val Gly Thr Leu Asp Thr Val lie Thr Gly His Thr Asn Val Pro 
5035 5040 5045 

att tgg gta aca agg ccc ttg gtt atg cca gac gaa aag gat cca 35564 
lie Trp Val Thr Arg Pro Leu Val Met Pro Asp Glu Lys Asp Pro 
5050 5055 5060 

ttg gag ctt ttt att aac etc acc att ttg cgt tta acg gga ttt 35609 
Leu Glu Leu Phe lie Asn Leu Thr lie Leu Arg Leu Thr Gly Phe 
5065 5070 5075 

gtg gtg gaa aat gga aca cgt aca cat cat ggt get aca age gtt 35654 
Vat Val Glu Asn Gly Thr Arg Thr His His Gly Ala Thr Ser Val 
5080 5085 5090 

gta tea gac ttt ata ggt ccc ctt ggg gaa att tta aca gga ttt 35699 
Val Ser Asp Phe lie Gly Pro Leu Gly Glu lie Leu Thr Gly Phe 
5095 5100 5105 

ccc tec gee gcg gaa ctt ata cgc gtt aca agt ttg ata tta aca 35744 
Pro Ser Ala Ala Glu Leu lie Arg val Thr Ser Leu lie Leu Thr 
5110 5115 5120 

aac atg ccg ggg gcg gaa tat get att aaa act gtt etc egg aaa 35789 
Asn Met Pro Gly Ala Glu Tyr Ala lie Lys Thr Val Leu Arg Lys 
5125 5130 5135 

aaa tgt aca att ggc atg etc att ate get aag ttt ggt eta gtt 35834 
Lys Cys Thr lie Gly Met Leu lie lie Ala Lys Phe Gly Leu val 
5140 5145 5150 

gee atg egg gtt cag gat aca acc ggc get tta cat gec gaa eta 35879 
Ala Met Arg Val Gin Asp Thr Thr Gly Ala Leu His Ala Glu Leu 
5155 5160 5165 

gat gtg tta gaa gcg gat eta gga ggt teg teg ccc ata gac etc 35924 
Asp val Leu Glu Ala Asp Leu Gly Gly Ser Ser Pro lie Asp Leu 
5170 5175 5180 

tat tct aga ctg teg aca ggt ctt ata agt ata eta aat teg cct 35969 
Tyr Ser Arg Leu Ser Thr Gly Leu lie Ser lie Leu Asn Ser Pro 
5185 5190 5195 

att att tct cat ccc gga ctt ttt gee gag ctt att cca acc cgt 36014 
lie lie Ser His Pro Gly Leu Phe Ala Glu Leu lie Pro Thr Arg 
5200 5205 5210 

aca ggg tec ctg tct gaa cga ata cgt ctt ctt tgt gaa tta gtc 36059 
Thr Gly Ser Leu Ser Glu Arg lie Arg Leu Leu Cys Glu Leu val 
5215 5220 5225 

teg gec egg gag aca cgc tat atg cgt gaa cac acc gcg ctt gtt 36104 
Ser Ala Arg Glu Thr Arg Tyr Met Arg Glu His Thr Ala Leu Val 
5230 5235 5240 
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tct agt gta aag get tta gag aat gca tta egg tct acc cgc aat 36149 
Ser Ser Val Lys Ala Leu Glu Asn Ala Leu Arg Ser Thr Arg Asn 
5245 5250 5255 

aaa att gat gec att caa ata cca gaa gtt ccc cag gaa ccc ccg 36194 
Lys lie Asp Ala lie Gin lie Pro Glu val Pro Gin Glu Pro Pro 
5260 5265 5270 

gaa gaa acc gac att cca ccc gaa gag tta att egg cgt gta tat 36239 
Glu Glu Thr Asp lie Pro Pro Glu Glu Leu lie Arg Arg Val Tyr 
5275 5280 5285 

gag ata cga tec gaa gtt aca atg eta ttg acc teg get gtt aca 36284 
Glu lie Arg Ser Glu Val Thr Met Leu Leu Thr Ser Ala Val Thr 
5290 ~ 5295 5300 

gaa tac ttc acc cgc gga gtg tta tat age aca egg gee ttg ate 36329 
Glu Tyr Phe Thr Arg Gly Val Leu Tyr Ser Thr Arg Ala Leu lie 
5305 5310 5315 

get gaa caa tec cct agg cgt ttt egg gtc gcg acc gca agt acg 36374 
Ala Glu Gin Ser Pro Arg Arg Phe Arg Val Ala Thr Ala Ser Thr 
5320 5325 5330 

gca ccc att caa egg ctt tta gat tct ctt ccg gaa ttc gac get 36419 
Ala Pro lie Gin Arg Leu Leu Asp Ser Leu Pro Glu Phe Asp Ala 
5335 5340 5345 

aaa tta acg gca ate ata teg tec ctg tct ata cac cct cct cct 36464 
Lys Leu Thr Ala lie lie Ser Ser Leu Ser lie His Pro Pro Pro 
5350 5355 5360 

gag act ata caa aat etc ccc gtc gta tct ctg tta aaa gag ctt 36509 
Glu Thr lie Gin Asn Leu Pro val val Ser Leu Leu Lys Glu Leu 
5365 5370 5375 

att aaa gaa ggg gaa gat tta aac aca gac acg get etc gta teg 36554 
lie Lys Glu Gly Glu Asp Leu Asn Thr Asp Thr Ala Leu val Ser 
5380 5385 5390 

tgg tta tct gta gtc ggg gaa get caa acc gca ggt tac tta tec 36599 
Trp Leu Ser Val Val Gly Glu Ala Gin Thr Ala Gly Tyr Leu Ser 
5395 5400 5405 

aga cga gag ttc gat gaa tta tea cgt aca att aaa acc att aat 36644 
Arg Arg Glu Phe Asp Glu Leu Ser Arg Thr lie Lys Thr lie Asn 
5410 5415 5420 

aca cgc gca acg caa egg get tec gcg gaa gca gag ttg tct tgc 36689 
Thr Arg Ala Thr Gin Arg Ala Ser Ala Glu Ala Glu Leu Ser Cys 
5425 5430 5435 

ttt aat acg eta age gcg gec gta gac caa gec gta aag gac tat 36734 
Phe Asn Thr Leu Ser Ala Ala Val Asp Gin Ala Val Lys Asp Tyr 
5440 5445 5450 

gaa aca tat aac aat ggt gag gtc aag tat cct gaa ata aca egg 36779 
Glu Thr Tyr Asn Asn Gly Glu Val Lys Tyr Pro Glu lie Thr Arg 
5455 5460 5465 

gat gat tta tta gca aca att gta cgt get aca gac gat ttg gtg 36824 
Asp Asp Leu Leu Ala Thr lie Val Arg Ala Thr Asp Asp Leu Val 
5470 5475 5480 
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cga cag ata aaa att tta agt gat cca atg ate caa tec ggt tta 36869 

Arg Gin lie Lys lie Leu Ser Asp Pro Met lie Gin Ser Gly Leu 
5485 5490 5495 

caa cct teg att aaa aga cga ttg gaa aca agg ctt aaa gag gtt 36914 

Gin Pro Ser lie Lys Arg Arg Leu Glu Thr Arg Leu Lys Glu Val 
5500 5505 " 5510 

cag acg tat gca aac gag gec cga acc aca cag gac aca ata aag 36959 

Gin Thr Tyr Ala Asn Glu Ala Arg Thr Thr Gin Asp Thr lie Lys 
5515 5520 5525 

agt cga aaa cag gcg gca tat aat aaa etc gqg gqg tta ctt cgc 37004 

Ser Arg Lys Gin Ala Ala Tyr Asn Lys Leu Gly Gly Leu Leu Arg 
5530 5535 5540 

ccg gta acc ggt ttt gtq gqa ctt agg get gca gta gat tta tta 37049 

Pro Val Thr Gly Phe Val Gly Leu Arg Ala Ala Val Asp Leu Leu 
5545 ' 5550 ~ 5555 

ccg gaa ctt get tct gag tta gat gtc caa gqa gec ctg gta aat 37094 

Pro Glu Leu Ala Ser Glu Leu Asp val Gin Gly Ala Leu val Asn 
5560 5565 5570 

etc agg acc aaa gtc tta gag gcg ccg gta gag ate cgt tct caa 37139 

Leu Arg Thr Lys Val Leu Glu Ala Pro Val Glu lie Arg Ser Gin 
5575 5580 5585 

ctt acg ggt gat ttc tgg gcg tta ttt aac caa tat cga gac att 37184 

Leu Thr Gly Asp Phe Trp Ala Leu Phe Asn Gin Tyr Arg Asp lie 
5590 5595 5600 

tta gaa cat ccc gqa aac gca cgc aca tct gtc tta gqa gqa ctg 37229 

Leu Glu His Pro Gly Asn Ala Arg Thr Ser Val Leu Gly Gly Leu 
5605 5610 5615 

gqa get tgt ttt aca get att ate gaa att gtq ccg ata cct acg 37274 

Gly Ala Cys Phe Thr Ala lie lie Glu lie val Pro He Pro Thr 
5620 5625 5630 

gag tat aga cca tea ttg ctt gcg ttt ttt ggt gac gtq gca gat 37319 

Glu Tyr Arg Pro Ser Leu Leu Ala Phe Phe Gly Asp val Ala Asp 
5635 5640 5645 

gtq ctt gca tec gac ate gcg acc gta tct act aac ccg gaa agt 37364 

Val Leu Ala Ser Asp lie Ala Thr Val Ser Thr Asn Pro Glu Ser 
5650 5655 5660 

gag tec gee ata aac get gtt gtt gca act ctt agt aaa gcg acg 37409 

Glu Ser Ala lie Asn Ala Val Val Ala Thr Leu Ser Lys Ala Thr 
5665 5670 5675 

tta gtt tea tct aca gtq cca gee tta tec ttt gtq ttg teg tta 37454 

Leu Val Ser Ser Thr Vat Pro Ala Leu Ser Phe Val Leu Ser Leu 
5680 5685 5690 

tat aaa aaa tat cag get tta caa caa gaa att acg aat acc cat 37499 

Tyr Lys Lys Tyr Gin Ala Leu Gin Gin Glu lie Thr Asn Thr His 
5695 5700 5705 

aag ttg act gaa tta caa aaa caa ctt gqa gat gac ttc tec acc 37544 

Lys Leu Thr Glu Leu Gin Lys Gin Leu Gly Asp Asp Phe Ser Thr 
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5710 5715 5720 

eta get gtc tea tct gga cac ttg aag ttt ata tea tct tea aat 37589 
Leu Ala val Ser Ser Gly His Leu Lys Phe lie Ser Ser Ser Asn 
5725 5730 5735 

gta gat gat tat gaa ata aac gat gcg ata tta tea ata caa aca 37634 
Val Asp Asp Tyr Glu lie Asn Asp Ala lie Leu Ser lie Gin Thr 
5740 5745 5750 

aat gtg cac gec eta atg gat acg gtt aaa ctt gtt gaa gtt gaa 37679 
Asn val His Ala Leu Met Asp Thr val Lys Leu val Glu val Glu 
5755 5760 5765 

ctg caa aag eta ccc ccc cat tgt att get ggg aca tct acc tta 37724 
Leu Gin Lys Leu Pro Pro His Cys lie Ala Gly Thr Ser Thr Leu 
5770 5775 5780 

tct cga gta gta aag gat ctt cat aaa etc gtc aca atg gca cat 37769 
Ser Arg Val Val Lys Asp Leu His Lys Leu Val Thr Met Ala His 
5785 ~ 5790 5795 

gag aag aag gaa cag gca aaa gtg tta att acc gat tgt gaa cgt 37814 
Glu Lys Lys Glu Gin Ala Lys Val Leu lie Thr Asp Cys Glu Arg 
5800 5805 5810 

gca cat aaa caa caa acg act egg gtt ttg tat gag cgt tgg aca 37859 
Ala His Lys Gin Gin Thr Thr Arg Val Leu Tyr Glu Arg Trp Thr 
5815 5820 5825 

cgt gat att ata gca tgt ctg gag gca atg gaa acg cgc cat ata 37904 
Arg Asp lie lie Ala Cys Leu Glu Ala Met Glu Thr Arg His lie 
5830 5835 5840 

ttt aac ggg aca gaa ctg gca egg ttg cga gat atg gee get gcg 37949 
Phe Asn Gly Thr Glu Leu Ala Arg Leu Arg Asp Met Ala Ala Ala 
5845 5850 5855 

gga ggg ttt gat ata cac gca gtt tac cca caa gca cgt cag gtt 37994 
Gly Gly Phe Asp lie His Ala val Tyr Pro Gin Ala Arg Gin val 
5860 5865 5870 

gta gcg gca tgt gaa act aca gec gtt acg gca tta gat act gtg 38039 
Val Ala Ala Cys Glu Thr Thr Ala Val Thr Ala Leu Asp Thr Val 
5875 5880 5885 

ttt cgc cac aat cca tat acc ccc gaa aat aca aat att cca cca 38084 
Phe Arg His Asn Pro Tyr Thr Pro Glu Asn Thr Asn lie Pro Pro 
5890 5895 5900 

cct ttg get ttg tta aga ggg tta aca tgg ttt gat gat ttt teg 38129 
Pro Leu Ala Leu Leu Arg Gly Leu Thr Trp Phe Asp Asp Phe Ser 
5905 5910 5915 

att acg get ccc gta ttc acc gtt atg ttt cca ggt gtt agt att 38174 
lie Thr Ala Pro Val Phe Thr Val Met Phe Pro Gly Val Ser lie 
5920 5925 5930 

gag gga etc ctt ctg ctt atg cgt att cgc gcg gtt gtg tta tta 38219 
Glu Gly Leu Leu Leu Leu Met Arg lie Arg Ala val val Leu Leu 
5935 5940 5945 

tec gee gat acg tct att aat gga ata cct aac tac cga gat atg 38264 
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Ser Ala Asp Thr Ser lie Asn Gly lie Pro Asn Tyr Arg Asp Met 
5950 5955 5960 

ata tta cga acc teg ggg gat eta tta caa ata ccc gca ttg get 38309 

lie Leu Arg Thr Ser Gly Asp Leu Leu Gin lie Pro Ala Leu Ala 
5965 5970 5975 

ggg tat gtt gat ttt tac aca egg tct tat gat cag ttt ata acc 38354 

Gly Tyr Val Asp Phe Tyr Thr Arg Ser Tyr Asp Gin Phe lie Thr 
5980 5985 5990 

gaa agt gta acg tta agt gaa ctt aga gca gac ate aga cag get 38399 

Glu Ser Val Thr Leu Ser Glu Leu Arg Ala Asp lie Arg Gin Ala 
5995 6000 6005 

gec ggg get aaa ctt aca gaa gca aat aag get ttg gag gaa gta 38444 

Ala Gly Ala Lys Leu Thr Glu Ala Asn Lys Ala Leu Glu Glu Val 
6010 ' 6015 6020 

act cat gtt egg gca cac gaa acg get aaa ctt gca ctt aaa gaa 38489 

Thr His Val Arg Ala His Glu Thr Ala Lys Leu Ala Leu Lys Glu 
6025 6030 6035 


ggt gtc ttc att aca tta cca age gaa ggt tta ttg att egg get 
Gly Val Phe lie Thr Leu Pro Ser Glu Gly Leu Leu lie Arg Ala 
6040 6045 6050 


38534 


ata gag tat ttt aca act ttc gat cat aaa cga ttt ata gga acg 38579 

lie Glu Tyr Phe Thr Thr Phe Asp His Lys Arg Phe lie Gly Thr 
6055 6060 6065 

gca tat gaa aga gtt tta caa aca atg gta gac cgc gat eta aag 38624 

Ala Tyr Glu Arg Val Leu Gin Thr Met Val Asp Arg Asp Leu Lys 
6070 ' 6075 6080 

gag gee aac gca gag ctt gca cag ttt cgt atg gtg tgt cag gca 38669 

Glu Ala Asn Ala Glu Leu Ala Gin Phe Arg Met val Cys Gin Ala 
6085 6090 6095 

aca aag aac cgt gca ata caa att tta caa aac att gtt gat acg 38714 

Thr Lys Asn Arg Ala lie Gin lie Leu Gin Asn lie Val Asp Thr 
6100 6105 6110 

gee aat gee act gag caa caa gaa gac gtg gat ttc act aac ctg 38759 

Ala Asn Ala Thr Glu Gin Gin Glu Asp Val Asp Phe Thr Asn Leu 
6115 6120 6125 

aag acg tta tta aaa eta acc ccc cct ccc aaa aca att gca ttg 38804 

Lys Thr Leu Leu Lys Leu Thr Pro Pro Pro Lys Thr lie Ala Leu 
6130 6135 6140 

gee att gat aga tct act tec gtt cag gac att gtc acg cag ttt 38849 

Ala lie Asp Arg Ser Thr Ser Val Gin Asp lie Val Thr Gin Phe 
6145 6150 6155 

gca ttg ctg tta ggg cgt ctg gaa gaa gaa act ggt acg ttg gac 38894 

Ala Leu Leu Leu Gly Arg Leu Glu Glu Glu Thr Gly Thr Leu Asp 
6160 6165 6170 

att cag gcg gtt gac tgg atg tac caa get cgc aat att att gac 38939 

lie Gin Ala Val Asp Trp Met Tyr Gin Ala Arg Asn lie lie Asp 
6175 6180 6185 
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tec cat cca eta agt gtg cgt ata gac ggt acc ggc ccc ctg cat 38984 
Ser His Pro Leu Ser val Arg lie Asp Gly Thr Gly Pro Leu His 
6190 6195 6200 

act tat aaa gat agg gtg gat aaa ctt tat gcg tta cga act aaa 39029 
Thr Tyr Lys Asp Arg Val Asp Lys Leu Tyr Ala Leu Arg Thr Lys 
6205 6210 6215 

tta gat etc eta cga cga cga ata gaa acc ggt gag gtt acg tgg 39074 
Leu Asp Leu Leu Arg Arg Arg lie Glu Thr Gly Glu Val Thr Trp 
6220 6225 6230 

gac gat gca tgg aca aca ttt aaa aga gaa acg ggg gat atg ttg 39119 
Asp Asp Ala Trp Thr Thr Phe Lys Arg Glu Thr Gly Asp Met Leu 
6235 6240 6245 

gca teg ggg gac acg tac get act tec gta gat agt ata aag gca 39164 
Ala Ser Gly Asp Thr Tyr Ala Thr Ser Val Asp Ser lie Lys Ala 
6250 6255 6260 

etc cag gca teg gcg tct gtg gtt gac atg ctt tgt tec gaa ccc 39209 
Leu Gin Ala Ser Ala Ser Val Val Asp Met Leu Cys Ser Glu Pro 
6265 6270 6275 

gaa ttt ttt tta ttg cct gtg gaa acg aaa aac cgt etc caa aaa 39254 
Glu Phe Phe Leu Leu Pro val Glu Thr Lys Asn Arg Leu Gin Lys 
6280 6285 6290 

aag caa cag gaa cgt aaa acg gcg ttg gat gtt gtg ttg caa aaa 39299 
Lys Gin Gin Glu Arg Lys Thr Ala Leu Asp Val Val Leu Gin Lys 
6295 6300 6305 

caa aga cag ttt gaa gag acc gcg tct cgc tta cga get tta att 39344 
Gin Arg Gin Phe Glu Glu Thr Ala Ser Arg Leu Arg Ala Leu lie 
6310 6315 6320 

gaa cgt att cca acg gag agt gac cat gac gtt ctt cgt atg tta 39389 
Glu Arg lie Pro Thr Glu Ser Asp His Asp Val Leu Arg Met Leu 
6325 6330 6335 

tta cgt gat ttc gat caa ttt aca cat ttg cct ata tgg ata aaa 39434 
Leu Arg Asp Phe Asp Gin Phe Thr His Leu Pro lie Trp lie Lys 
6340 6345 6350 

aca cag tat atg aca ttt cga aat tta etc atg gta egg tta ggc 39479 
Thr Gin Tyr Met Thr Phe Arg Asn Leu Leu Met Val Arg Leu Gly 
6355 6360 6365 

ttg tat gca agt tat get gag att ttt cca ccc gcg tct cca aac 39524 
Leu Tyr Ala Ser Tyr Ala Glu lie Phe Pro Pro Ala Ser Pro Asn 
6370 6375 6380 

gga gta ttt get cct att ccc gec atg teg ggt gta tgt eta gaa 39569 
Gly val Phe Ala Pro lie Pro Ala Met Ser Gly val Cys Leu Glu 
6385 6390 6395 

gac caa tec cga tgc att cgc gcg egg gtg gee gcg ttt atg ggg 39614 
Asp Gin Ser Arg Cys lie Arg Ala Arg Val Ala Ala Phe Met Gly 
6400 6405 6410 

gag gcg tct gtg gtg caa acg ttt agg gaa gec aga tct tct ata 39659 
Glu Ala Ser Val Val Gin Thr Phe Arg Glu Ala Arg Ser Ser lie 
6415 6420 6425 
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gac get ttg ttt gga aaa aat tta acc ttt tac ttg gat act gat 39704 

Asp Ala Leu Phe Gly Lys Asn Leu Thr Phe Tyr Leu Asp Thr Asp 
6430 6435 6440 

ggg gtt cca ctt cga tat aga gtg tgt tat aaa tea gtt ggg gtt 39749 

Gly Val Pro Leu Arg Tyr Arg Val Cys Tyr Lys Ser Val Gly Val 
6445 6450 6455 

aaa ctt gga acc atg eta tgc agt cag ggt gga tta tct tta cga 39794 

Lys Leu Gly Thr Met Leu Cys Ser Gin Gly Gly Leu Ser Leu Arg 
6460 6465 6470 

ccg gca ctt ccc gat gaa ggt att gtg gaa gaa act aca eta teg 39839 

Pro Ala Leu Pro Asp Glu Gly lie val Glu Glu Thr Thr Leu Ser 
6475 6480 6485 

gca tta cgc gtg gec aat gag gtc aat gag eta cgc att gaa tac 39884 

Ala Leu Arg Val Ala Asn Glu Val Asn Glu Leu Arg lie Glu Tyr 
6490 6495 6500 

gaa tec get ata aaa tec ggg ttt tct gee ttt tec acc ttt gtt 39929 

Glu Ser Ala lie Lys Ser Gly Phe Ser Ala Phe Ser Thr Phe Val 
6505 6510 6515 

agg cat cgc cac gec gaa tgg ggt aaa acc aac gca cgc aga gec 39974 

Arg His Arg His Ala Glu Trp Gly Lys Thr Asn Ala Arg Arg Ala 
6520 6525 6530 

att gca gag ata tac gec ggc ctt ata aca aca aca ttg aca cga 40019 

lie Ala Glu lie Tyr Ala Gly Leu lie Thr Thr Thr Leu Thr Arg 
6535 6540 6545 

caa tac ggg gtt cat tgg gac aag ctt att tat tct ttt gaa aaa 40064 

Gin Tyr Gly Val His Trp Asp Lys Leu lie Tyr Ser Phe Glu Lys 
6550 6555 6560 

cac cac eta act tct gta atg ggc aat gga eta act aaa cca ate 40109 

His His Leu Thr Ser val Met Gly Asn Gly Leu Thr Lys Pro lie 
6565 6570 6575 

cag aga agg ggt gat gta cgc gta tta gag tta acc eta tct gat 40154 

Gin Arg Arg Gly Asp Val Arg Val Leu Glu Leu Thr Leu Ser Asp 
6580 6585 6590 

att gta act att ttg gtt gec aca acc ccg gta cat ctt etc aat 40199 

lie val Thr lie Leu val Ala Thr Thr Pro Val His Leu Leu Asn 
6595 6600 6605 

ttt get aga ttg gat tta att aaa cag cat gag tat atg gee cgt 40244 

Phe Ala Arg Leu Asp Leu lie Lys Gin His Glu Tyr Met Ala Arg 
6610 " 6615 6620 

acc etc aga ccc gta ate gag gec gca ttt aga ggt cgt tta etc 40289 

Thr Leu Arg Pro Val lie Glu Ala Ala Phe Arg Gly Arg Leu Leu 
6625 6630 6635 

gtt cgc tea ttg gat gga gac ccg aaa ggc aat gec egg gec ttt 40334 

Val Arg Ser Leu Asp Gly Asp Pro Lys Gly Asn Ala Arg Ala Phe 
6640 6645 6650 

ttt aat gec gec cca tec aaa cat aaa etc ccg tta get ctt gga 40379 

Phe Asn Ala Ala Pro Ser Lys His Lys Leu Pro Leu Ala Leu Gly 
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6655 6660 6665 

tea aac caa gat cct acc ggc ggg aga ata ttt gca ttt egg atg 40424 
Ser Asn Gin Asp Pro Thr Gly Gly Arg lie Phe Ala Phe Arg Met 
6670 6675 6680 

gca gat tgg aaa ctt gtt aaa atg cca cag aaa ata acg gat cct 40469 
Ala Asp Trp Lys Leu Val Lys Met Pro Gin Lys lie Thr Asp Pro 
6685 6690 6695 

ttt gcg cca tgg caa ctt tec ccc ccc ccc ggg gta aag gec aat 40514 
Phe Ala Pro Trp Gin Leu Ser Pro Pro Pro Gly Val Lys Ala Asn 
6700 6705 6710 

gtc gat gca gtt acc cgt ata atg gca aca gat cgt ctt gcg acc 40559 
Val Asp Ala Val Thr Arg lie Met Ala Thr Asp Arg Leu Ala Thr 
6715 6720 6725 

att act gta ctt ggg cgc atg tgt etc ccg cca att tec tta gtg 40604 
lie Thr Val Leu Gly Arg Met Cys Leu Pro Pro lie Ser Leu val 
6730 6735 6740 

tea atg tgg aat acg ctg caa ccg gag gaa ttc gca tac aga aca 40649 
Ser Met Trp Asn Thr Leu Gin Pro Glu Glu Phe Ala Tyr Arg Thr 
6745 6750 6755 

caa gat gat gtg gac att ata gtt gat gcg aga ctg gat ttg tea 40694 
Gin Asp Asp Val Asp lie lie val Asp Ala Arg Leu Asp Leu Ser 
6760 6765 6770 

tec acg ctt aat gca aga ttt gat acc get ccc age aat acc acg 40739 
Ser Thr Leu Asn Ala Arg Phe Asp Thr Ala Pro Ser Asn Thr Thr 
6775 6780 6785 

tta gag tgg aat aca gac cgt aaa gta att aca gat get tat att 40784 
Leu Glu Trp Asn Thr Asp Arg Lys val lie Thr Asp Ala Tyr lie 
6790 6795 6800 

caa acc ggg gca acg aca gtt ttt aca gta acg ggg gcg gca cca 40829 
Gin Thr Gly Ala Thr Thr Val Phe Thr Val Thr Gly Ala Ala Pro 
6805 6810 6815 


act cac gtt tct aat gta aca gcg ttt gac ata gca act acg get 
Thr His Val Ser Asn Val Thr Ala Phe Asp lie Ala Thr Thr Ala 
6820 6825 6830 


40874 


att tta ttt ggg get cct ttg gtt att gec atg gaa ctt aca tec 40919 
lie Leu Phe Gly Ala Pro Leu val lie Ala Met Glu Leu Thr Ser 
6835 6840 6845 

gtt ttt tea caa aat tec gga ctt act ttg ggg tta aaa tta ttc 40964 
Val Phe Ser Gin Asn Ser Gly Leu Thr Leu Gly Leu Lys Leu Phe 
6850 6855 6860 

gat tec egg cat atg get aca gat teg ggt ata tec tea gec gta 41009 
Asp Ser Arg His Met Ala Thr Asp Ser Gly lie Ser Ser Ala val 
6865 6870 6875 

tct ccc gat att gtt tct tgg ggg tta cgt tta ctg cat atg gat 41054 
Ser Pro Asp lie val Ser Trp Gly Leu Arg Leu Leu His Met Asp 
6880 6885 6890 

cct cac cca att gaa aat gca tgt tta att gtc caa eta gaa aaa 41099 
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Pro His Pro lie Glu Asn Ala Cys Leu 
6895 6900 

ctg tec gcg etc att gca aac aaa cct 
Leu Ser Ala Leu lie Ala Asn Lys Pro 
6910 6915 

tgt tta ctg eta ttg gac gaa cat atg 
Cys Leu Leu Leu Leu Asp Glu His Met 
6925 6930 

tgg gaa cga aaa gac teg att cca get 
Trp Glu Arg Lys Asp Ser lie Pro Ala 
6940 6945 

tgg ggg cca gaa tct ctt att gat ttg 
Trp Gly Pro Glu Ser Leu lie Asp Leu 
6955 ' 6960 

gag gac tct ttc ccc teg tgt ccc gat 
Glu Asp Ser Phe Pro Ser Cys Pro Asp 
6970 6975 

att att gec gqt tat gcg ccc caa gqc 
lie lie Ala Gly Tyr Ala Pro Gin Gly 
6985 6990 

act gat ttt tac cca acg gag cca eta 
Thr Asp Phe Tyr Pro Thr Glu Pro Leu 
7000 7005 

gtt gtt aga agt tec aaa tgt aaa aaa 
val val Arg Ser Ser Lys Cys Lys Lys 
7015 7020 

cag ccc gcg cag ccc gcg cag ccc gcg 
Gin Pro Ala Gin Pro Ala Gin Pro Ala 
7030 7035 

cag ccc gcg cag ccc ata gaa ccg gqc 
Gin Pro Ala Gin Pro lie Glu Pro Gly 
7045 7050 

aat ttt aag aaa ccc caa age gta aaa 
Asn Phe Lys Lys Pro Gin Ser val Lys 
7060 7065 

gat att ccc ttg tat gtq gaa acc gaa 
Asp lie Pro Leu Tyr Vat Glu Thr Glu 
7075 7080 

ata cct aag caa tta acc acc tec att 
lie Pro Lys Gin Leu Thr Thr Ser lie 
7090 7095 

agt att acc cca cca aat aac caa ttg 
Ser lie Thr Pro Pro Asn Asn Gin Leu 
7105 7110 

cca cag caa aac caa acg tta aac caa 
Pro Gin Gin Asn Gin Thr Leu Asn Gin 
7120 7125 


37SeqListAug2010 

lie val Gin Leu Glu Lys 
6905 

ctt aca aac aat ccc ccg 41144 

Leu Thr Asn Asn Pro Pro 
6920 

aat ccc tct tat gtt tta 41189 

Asn Pro Ser Tyr Val Leu 
6935 

ccg gat tat gtq gtc ttt 41234 

Pro Asp Tyr Val Val Phe 
6950 

ccg tac ate gac tec gat 41279 

Pro Tyr lie Asp Ser Asp 
6965 

gat cca ttt tac teg caa 41324 

Asp Pro Phe Tyr Ser Gin 
6980 

ccc cca aac etc gac aca 41369 

Pro Pro Asn Leu Asp Thr 
6995 

ttt aag tct ccc gtt caa 41414 

Phe Lys Ser Pro val Gin 
7010 

atg ccc gtc egg ccc gcg 41459 

Met Pro Val Arg Pro Ala 
7025 

cag ccc gcg cag acc gtc 41504 

Gin Pro Ala Gin Thr Val 
7040 

aca caa ata gtq gta caa 41549 

Thr Gin lie Val Val Gin 
7055 

aca acc ctt age caa aaa 41594 

Thr Thr Leu Ser Gin Lys 
7070 

tea gaa acg get gtq ctt 41639 

Ser Glu Thr Ala Val Leu 
7085 

aaa aca acc gtt tgt aaa 41684 

Lys Thr Thr Val Cys Lys 
7100 

teg gat tgg aaa aat aat 41729 

Ser Asp Trp Lys Asn Asn 
7115 

gcg ttc agt aaa cca ata 41774 

Ala Phe Ser Lys Pro lie 
7130 
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ctt gag att acc tec att ccg aca gat gac teg ata tct tac egg 41819 
Leu Glu lie Thr Ser lie Pro Thr Asp Asp Ser lie Ser Tyr Arg 
7135 7140 7145 

act tgg att gaa aaa tea aat caa aca caa aaa egg cat caa aat 41864 
Thr Trp lie Glu Lys Ser Asn Gin Thr Gin Lys Arg His Gin Asn 
7150 7155 7160 

gac cct cga atg tat aac tec aaa aca gta ttc cac cct gta aat 41909 
Asp Pro Arg Met Tyr Asn Ser Lys Thr Val Phe His Pro Val Asn 
7165 7170 7175 

aac caa tta cct tct tgg gtt gac acg gca gec gat gec ccc caa 41954 
Asn Gin Leu Pro Ser Trp Val Asp Thr Ala Ala Asp Ala Pro Gin 
7180 7185 7190 

acg gac eta ttg aca aac tat aaa aca aga cag ccg teg cca aac 41999 
Thr Asp Leu Leu Thr Asn Tyr Lys Thr Arg Gin Pro Ser Pro Asn 
7195 7200 7205 

ttt ccg egg gac gta cac aca tgg ggc gta tct tct aac ccg ttt 42044 
Phe Pro Arg Asp Val His Thr Trp Gly Val Ser Ser Asn Pro Phe 
7210 7215 ' 7220 

aac tea ccg aac aga gac eta tat caa agt gat ttt agt gaa cct 42089 
Asn Ser Pro Asn Arg Asp Leu Tyr Gin Ser Asp Phe Ser Glu Pro 
7225 7230 7235 

tct gac ggc tat age agt gag agt gaa aat tct ate gta eta agt 42134 
Ser Asp Gly Tyr Ser Ser Glu Ser Glu Asn Ser lie val Leu Ser 
7240 7245 7250 

etc gac gaa cat egg tea tgt cgc gtt cct agg cac gta cgc gtt 42179 
Leu Asp Glu His Arg Ser Cys Arg Val Pro Arg His Val Arg Val 
7255 7260 7265 

gtt aat gee gat gta gtc acc ggt cga cgt tat gtc cga ggg acc 42224 
Val Asn Ala Asp Val Val Thr Gly Arg Arg Tyr Val Arg Gly Thr 
7270 7275 ' ~ 7280 

gee ttg gga gca ctg gca ctg tta age cag gca tgt egg cgt atg 42269 
Ala Leu Gly Ala Leu Ala Leu Leu Ser Gin Ala Cys Arg Arg Met 
7285 7290 7295 

ate gac aac gtt aga tat aca cgt aaa ctt tta atg gac cac acg 42314 
lie Asp Asn Val Arg Tyr Thr Arg Lys Leu Leu Met Asp His Thr 
7300 7305 7310 

gaa gat ata ttt caa ggc ctg ggg tat gtt aaa ttg tta tta gat 42359 
Glu Asp lie Phe Gin Gly Leu Gly Tyr val Lys Leu Leu Leu Asp 
7315 7320 7325 

gga aca tat ata taa agtagegect attaaagaaa aaaaaaaaac aacgattatt 42414 

Gly Thr Tyr lie 

7330 

ttctgtgtat ttttatttac accctacgac ttcttgaagc gtttccagat tgtcccgtgt 42474 

gtgacaaggt ctgtccctta cccccctggg gggtattttg ggttgggggc ggggtagact 42534 

gtggcacgcc ttgggccgcg ggcggtgatc cggttgttgg ctggacagtg cttgactgtg 42594 

ctccctgttg cggttgttgt ccagaagacc ccgacaccac gtgttgctgt tgtccaaegg 42654 

Page 62 


591508037SeqLi stAug2010 


— \ -1— /~1 f— f— /~1 — \ f— /~1 -1— 

atgccgacgt 

cgrrrgaggr 

ggggggtgtt 

gcggggatga 

rcccgaaaac 

/~i /— s— — \ — \ /— /~i s— /~i /~i 

gccaacgcgg 


cgggctgttg 

raaagcagac 

tgateggege 

4-, — |-^i4-^-iH — 1 — 1 — 1— 

tc Lgtgtm: 

ttgcggcaat 

atagtaggee 


ccgagarrcc 

caaacrcarg 

gatggatttg 

ggggttgtgg 

Leg Idlddia 

s— /~i /— /~i /~i /~i 4~ 4~ 

c 9 c 999 l:1:aa 


— \ s— /-i -1— — \ s— /-i -1— -1— -1— 

acgracgrrr 

taagccaacc 

gttggtctta 

— ^ /— /— — \ 4- y^l 4~ ^ "I - 

accargrcar 

agggrcagrc 

4— /-^ /~i /~i S— — \ — \ — \ /— — \ 

reggcaaaca 


tggccgttcg 

gcgtatcgta 

tttgea l La l 

ggttagcgcg 

tgcacgcgcg 

gcactggccg 


cggcr cccac 

ggtgtaaatg 

4- 4~ /— "H /^i /^i /— "H 

cttciggcai 

cagegargre 

cacaegg rga 

ccaggt Lgca 

Aim A 

aaggrccacr 

ggcgtttaaa 

agrcg La l La 

aagcaacggg 

/I /i 4— /i 4— -\ -\ /i /— /— 

ggrgraagee 

/I S— -\ -\ 4— 4— /i /-~ 4— +- 

gcaarrgcrr 

H jU / H 

— — — — — — i — — — \ — \ 

ccaccgaaaa 

4~ /~i 4~ r*\ /~i 4~ /^i /^i /"i /^i 

tgtggtgggg 

Ltgcigggar 

caaagacrac 

acgagacgar 

/-I /-~ /i /i /i 4— 4— /i 4— /i 

gcgggttgtg 

An 7.A 

rcarcgrrra 

T.T_d.gT.T_T.d.Cg 

ggacaa Lcga 

Laacagca ra 

cacg Lacarc 

rgegcaggat 

431 QA 

— \ -1— /-i -1— — \ /— /-i /-i — \ — \ 

argracggaa 

r*\ r*\ /— ^ 4~ 4~ 4~ ^ 

aggcaa l l La 

LLLCcagaaa 

agcaccgccc 

CLddldCddC 

raccag raca 

A^J KA 

ar r acaar ga 

acagggcara 

Lg Lcacg l La 

getaegggta 

/I -\ /i /— -\ -\ /i 4— 4— 4— 

gagcaag l l l 

ccagacacgc 

4331 4 

gtagtttggg 

tatcggg raa 

cgcaggt tta 

-,4-y-i-f-/ 1/-4-4-4- 

3. tg LC3.C Ltt 

gcan l iigaac 

— v /i — v /i 4~ /"i 4~~ 4~ 4~ 

agacgtgttt 

4 3 3 74 

/~1 /~i — i 4— 4— /— /— /i 4— 

ggacrrccgr 

tctcgggtgg 

gga lc Lgaa l 

gaaggccgcc 

-\ /i /— /i 4— -\ 4— -\ 4— -\ 

ageg LaraLa 

4— 4— /— -\ 4— /— /— -\ -\ -\ 

l Lcarccaaa 

43434 

4~~ 4~~ 4~~ 4~~ /*i z*"' /"i 

rrarrgccag 

IILCCLLala 

— \ 4- /^i 4- 4~ /^l *^ 

ca Lg is Lgca 

rccg rggege 

gggccaraag 

4— 4— 4— -\ -\ 4— r°\ r°\ 4— /i 

rrraarggrg 

434Q4 

cgagatggat 

c rrccgg lcc 

ca raaaacga 

aagga raac l 

/^T 1 4- — 1 4- /"I /"I 

gaacatargg 

z 1 4- 4- /- n / 1/ 1 

car regcaca 

43 1; t;4 

aagcagrrca 

^— /— ^ ^ —•i 

CCCaCatLad 

agecrggaga 

ggtcggcggt 

CddldCCCCC 

accrcgrrra 

43K1 4 

arrgarrcca 

aagcagatag 

g ttgataccg 

gtacttaacg 

4- 4- /I -i 4~1 -l /"i 

rrgaactaag 

aarcacgrra 

43K74 

4— 4- 4- /~i 4- -» 

4— /~i /~i /"^ 4- 4- 

r ggac acme 

agccactggt 

gcgttagtcg 

/-i — > /— /-i —>—>—>■->—>—> 

gacgaaaaaa 

aaaaccrrga 

43734 

cLcLT. ciy C cLC ciy 

acacccccgr 

arrrrgaarr 

ttta ty taag 

gg Lcacaatc 

tacttgcgcc 

437Q4 

— \ -*4-4-y— /-i/—/— -i 

caarrcgcca 

rraaaegcar 

aararacTiCTi 

aceggaaagg 

emeggarac 

/-i 4- 4- /~i 4- /~ 4- 4- /~ /~i 

gttgtcttcg 

43Rt;4 

/~1 4- 4- *~\ -» — \ 4- 

ccgrraaacr 

gaaaaacaca 

aegggegggg 

/i /i /i /i 4- 4- r~\ 4- /-i 

gggcgttgtg 

/-i — > 4- f~~ -> —> — > 4- -> 4- 

garcaaarar 

rggaagarcc 

43Q1 4 
43y±4 

ccarcgcaac 

amgaagagc 

gc rug grace 

accaaccgaa 

4— —> t— /~i 4- 4- /~i 4- -> —> 

tacgmgraa 

— > — > /-i — > 4- 4- -> 4- /■"■ +- 

aagar rarer 

43Q74 

ccgcaacccc 

4— 4- /~l s~~ /~\ 

rccrgcgrrc 

acrccgraca 

4— — i /— r~\ 4- 4- 4- s~- s~- 

racgrrcrcc 

/i 4- /-i -> /~ -> 4- -> 4- 4- 

grgacatam 

/-i — > 4- r - ■ 4- — > -» n « 4- 

garcraaggr 

44H34 

tgcaaaccaa 

ggcacacgcg 

tgaagtattt 

agaccattta 

tcgtgggata 

taggaggagt 

/I /I HQ/1 
44Uy4 

tt 99 a 9 t 9 at 

ccacccccrg 

acgacmarTi 

—\ —\ 4~ /^i — /~i 4~ 4~ 4~ 

aaigcgma 


/~i 4~ 4~ 4— "~\ —\ /i —\ 

grarraagca 

441 R4 
44± _>4 

rccrrcaara 

4— 4- 4- /~ 4- rA *~\ -\ 

rrrcargcaa 

arcragaaar 

4~ 4~ /~A 4~ y~1 

ttggccatga 

4~~ /-I /— — x — x — X 

c rcccgcaaa 

/~i ^ — /i 4~ 4~ ^ — "~\ /~i /i 

gegrrcaegg 

449 1 4 
44Z ±4 

cgacgggtca 

cgctggcact 

atgttcacat 

ggaacaacat 

aagcagattt 

ttctgaatcg 

44274 

ttactttctt 

tatgttttaa 

aacggacgcc 

aggegactgg 

taaatgatat 

ataatttaat 

44334 

tgagcgtcag 

ttgtaggtag 

aattgettet 

atttcegggg 

gaattaaatt 

ttcaaaccaa 

44394 

acggaaagag 

taaaggtgct 

atcagcagga 

aaatactttg 

actccagtgc 

atcgatattt 

44454 

aatagattaa 

catcggtgtc 

tgtaattaaa 

tcgcgggccc 

tcatcccaga 

g atg gat 
Met Asp 

44511 
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7335 


egg gta gaa tea gaa gaa ccc atg gat gga ttc gaa teg ccc gta 44556 

Arg val Glu Ser Glu Glu Pro Met Asp Gly Phe Glu Ser Pro val 
7340 7345 7350 

ttc tec gaa aat aca tct tct aat tec gga tgg tgt tec gac gca 44601 

Phe Ser Glu Asn Thr Ser Ser Asn Ser Gly Trp Cys Ser Asp Ala 
7355 7360 7365 

ttt tec gat teg tac ate get tat aat cca gee ctt ctg eta aaa 44646 

Phe Ser Asp Ser Tyr lie Ala Tyr Asn Pro Ala Leu Leu Leu Lys 
7370 7375 7380 

aac gat ttg tta ttt tea gaa ttg tta ttt gee tec cac tta ata 44691 

Asn Asp Leu Leu Phe Ser Glu Leu Leu Phe Ala Ser His Leu lie 
7385 7390 7395 

aat gtt ccc cgt gca ata gaa aac aac gtc act tat gag gec tct 44736 

Asn Val Pro Arg Ala lie Glu Asn Asn Val Thr Tyr Glu Ala Ser 
7400 7405 7410 

teg gcg gta ggt gtg gat aat gaa atg acc tea agt acc act gaa 44781 

Ser Ala Val Gly Val Asp Asn Glu Met Thr Ser Ser Thr Thr Glu 
7415 7420 7425 

ttt ata gaa gaa att gga gac gtt ttg gcg tta gac aga gec tgt 44826 

Phe lie Glu Glu lie Gly Asp val Leu Ala Leu Asp Arg Ala Cys 
7430 7435 7440 

ttg gtc tgc aga acg ctt gat ttg tat aaa cgt aaa ttt gga ctg 44871 

Leu val Cys Arg Thr Leu Asp Leu Tyr Lys Arg Lys Phe Gly Leu 
7445 7450 7455 

aca ccg gaa tgg gtt gcg gac tac gec atg tta tgt atg aaa agt 44916 

Thr Pro Glu Trp Val Ala Asp Tyr Ala Met Leu Cys Met Lys Ser 
7460 7465 7470 

ctg gca tec ccg ccc tgt gca gtt gtc act ttt age get gec ttt 44961 

Leu Ala Ser Pro Pro Cys Ala val val Thr Phe Ser Ala Ala Phe 
7475 7480 7485 

gaa ttt gtg tat ctt atg gat cgt tac tac ctg tgc cgt tat aac 45006 

Glu Phe Val Tyr Leu Met Asp Arg Tyr Tyr Leu Cys Arg Tyr Asn 
7490 7495 7500 

gtt act ttg gtt ggg tec ttt gee agg cgc acg ctt tec ctg tta 45051 

Val Thr Leu Val Gly Ser Phe Ala Arg Arg Thr Leu Ser Leu Leu 
7505 7510 7515 

gat ata caa aga cat ttt ttt ttg cat gta tgt ttt cgt acc gat 45096 

Asp lie Gin Arg His Phe Phe Leu His val Cys Phe Arg Thr Asp 
7520 7525 7530 

gga ggg tta cca ggt ata cga ccg ccc ccc ggt aag gaa atg gec 45141 

Gly Gly Leu Pro Gly lie Arg Pro Pro Pro Gly Lys Glu Met Ala 
7535 7540 7545 

aac aaa gta aga tat tec aat tac tec ttt ttt gta cag gcg gta 45186 

Asn Lys Val Arg Tyr Ser Asn Tyr Ser Phe Phe Val Gin Ala Val 
7550 " 7555 7560 

gtt agg get gca tta eta teg ate age acg tct cgt tta gac gaa 45231 
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Val Arg Ala Ala Leu Leu Ser lie Ser Thr Ser Arg Leu Asp Glu 

7565 7570 7575 

acc gaa acg cgt aag tea ttt tac ttt aat cag gac gga ctg act 45276 

Thr Glu Thr Arg Lys Ser Phe Tyr Phe Asn Gin Asp Gly Leu Thr 

7580 7585 7590 

gga ggc cct caa cct tta gcg gec gec ttg get aat tgg aaa gat 45321 

Gly Gly Pro Gin Pro Leu Ala Ala Ala Leu Ala Asn Trp Lys Asp 

7595 7600 7605 

tgc gcg egg atg gtt gac tgt tea tea teg gaa cat cgc aca agt 45366 

Cys Ala Arg Met Val Asp Cys Ser Ser Ser Glu His Arg Thr Ser 

7610 7615 ~ 7620 

ggg atg att acc tgc gcg gaa cgt gca tta aaa gag gat ata gag 45411 

Gly Met lie Thr Cys Ala Glu Arg Ala Leu Lys Glu Asp lie Glu 

7625 7630 7635 

ttt gaa gat ata tta ata gac aaa ctt aaa aaa teg tct tac gta 45456 

Phe Glu Asp lie Leu lie Asp Lys Leu Lys Lys Ser Ser Tyr val 

7640 7645 7650 

gaa gca get tgg ggt tac gca gac ttg get tta tta tta ctg agt 45501 

Glu Ala Ala Trp Gly Tyr Ala Asp Leu Ala Leu Leu Leu Leu Ser 

7655 7660 7665 

ggg gtt get act tgg aat gta gac gag cgt aca aat tgt get ata 45546 

Gly Val Ala Thr Trp Asn Val Asp Glu Arg Thr Asn Cys Ala lie 

7670 7675 ' 7680 

gaa act cgc gtt gga tgt gtt aaa tea tac tgg cag gcg aac egg 45591 

Glu Thr Arg Val Gly Cys Val Lys Ser Tyr Trp Gin Ala Asn Arg 

7685 7690 7695 

att gaa aac tec agg gac gtt cca aaa caa ttt tec aaa ttt acg 45636 

lie Glu Asn Ser Arg Asp Val Pro Lys Gin Phe Ser Lys Phe Thr 

7700 7705 7710 

age gag gat gee tgt ccc gaa gta gca ttt ggg cct att ttg tta 45681 

Ser Glu Asp Ala Cys Pro Glu val Ala Phe Gly Pro lie Leu Leu 

7715 7720 7725 

act acc tta aaa aac gca aag tgc cgt ggt cgc acg aat acc gaa 45726 

Thr Thr Leu Lys Asn Ala Lys Cys Arg Gly Arg Thr Asn Thr Glu 

7730 7735 7740 

tgc atg tta tgt tgt tta tta acc ata ggg cac tat tgg ate get 45771 

Cys Met Leu Cys Cys Leu Leu Thr lie Gly His Tyr Trp lie Ala 

7745 7750 7755 

ttg egg cag ttt aaa agg gat ata tta gca tac tea gca aat aac 45816 

Leu Arg Gin Phe Lys Arg Asp lie Leu Ala Tyr Ser Ala Asn Asn 

7760 7765 7770 

aca agt tta ttt gac tgt ate gaa cct gta ate aat gca tgg age 45861 

Thr Ser Leu Phe Asp Cys lie Glu Pro val lie Asn Ala Trp Ser 

7775 7780 7785 

eta gat aac ccc att aaa ctt aaa ttt cca ttt aat gat gag ggt 45906 

Leu Asp Asn Pro lie Lys Leu Lys Phe Pro Phe Asn Asp Glu Gly 

7790 7795 7800 
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cga ttc ata acc att gta aaa gca gca ggt tec gag gec gta tat 45951 

Arg Phe lie Thr lie Val Lys Ala Ala Gly Ser Glu Ala Val Tyr 
7805 7810 7815 

aaa cat tta ttt tgc gat etc eta tgc get etc teg gaa tta cag 45996 

Lys His Leu Phe Cys Asp Leu Leu Cys Ala Leu Ser Glu Leu Gin 
7820 7825 7830 

aca aac cct aaa att tta ttt gee cat cct aca acc gcg gat aag 46041 

Thr Asn Pro Lys lie Leu Phe Ala His Pro Thr Thr Ala Asp Lys 
7835 7840 7845 

gaa gtg ttg gag tta tat aaa gec caa ctg get gca caa aac aga 46086 

Glu Val Leu Glu Leu Tyr Lys Ala Gin Leu Ala Ala Gin Asn Arg 
7850 7855 7860 

ttt gaa ggt cgt gta tgt get ggc ctg tgg aca ttg gcg tat gca 46131 

Phe Glu Gly Arg Val Cys Ala Gly Leu Trp Thr Leu Ala Tyr Ala 
7865 7870 7875 

ttt aaa gec tac cag att ttt cca cgc aaa cca acc gec aat gee 46176 

Phe Lys Ala Tyr Gin lie Phe Pro Arg Lys Pro Thr Ala Asn Ala 
7880 7885 7890 

gca ttc ata cga gat gga gga ctt atg ctt cga cga cat gca ata 46221 

Ala Phe lie Arg Asp Gly Gly Leu Met Leu Arg Arg His Ala lie 
7895 7900 7905 

teg ctg gtc tec etc gaa cac acc eta teg aag tat gtc tag 46263 

Ser Leu val Ser Leu Glu His Thr Leu Ser Lys Tyr val 
7910 7915 


gcgatataaa 

tccgtatctc 

ggagegggee 

ttcgatgcgt 

gtacgctcca 

gaacgccatg 

46323 

ccgccgtcaa 

accattcgag 

gaaaacttat 

gtcaaaggag 

cggtctgtgt 

accgccatta 

46383 

ttttaattac 

ategcaaggt 

cccccccaga 

agaactagct 

acegttagag 

gettaategt 

46443 

gecaattatt 

aagacgaccc 

ctgtcaccct 

teegtttaac 

ttgggtcaga 

cagtggcgga 

46503 

taactgcctg 

tcgttatccg 

gaatgggtta 

tcatttaggt 

cteggaggtt 

attgtccgac 

46563 

atgeactgea 

tctggagaac 

cgcgtctatg 

tcgaaccgat 

cgggcggctc 

tgatactagc 

46623 

atatgttcag 

cagcttaaca 

acatatacga 

atatcgtgtg 

tttcttgeat 

ccattttggc 

46683 

gctatcagac 

cgagccaaca 

tgeaagcage 

gtccgctgaa 

cccctattgt 

egagegtatt 

46743 

ggcacaaccg 

gaattatttt 

ttatgtatca 

tattatgagg 

gaggggggca 

tgegagatat 

46803 

aegegtaett 

ttttatcgtg 

atggagatgc 

cggagggttt 

atgatgtatg 

ttatatttcc 

46863 

ggggaaatct 

gttcacctcc 

attacagact 

aatcgatcat 

atacaggecg 

cgtgtcgggg 

46923 

gtataaaata 

gtcgcacacg 

tttggcagac 

aacattttta 

ctgtcggtat 

gtcgcaaccc 

46983 

agaacaacaa 

acagagactg 

tggtgccatc 

cattggaaca 

tcggacgttt 

actgtaaaat 

47043 

gtgtgacctt 

aactttgatg 

gagaattget 

tttggaatac 

aaaagactct 

aegcattatt 

47103 

tgatgacttt 

gttcctcctc 

ggtgatttca 

gcttcagtgt 

tcattttatt 

atcccagcac 

47163 

ggggcgtgta 

tacaaacaaa 

gcctgccgcc 

tgcaagcggt 
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— \ +- /~4 +- /-J +- +- 

acrcgrgrcr 

crggaaraaa 

acgttttaaa 

ageegtte tg 

4~ "\ s~a 4~ 4~ 4~~ /i 4~ 

tgagtttagt 

4~~ /i 4~ 4~ 4~ —\ 

gtcgtttcca 

4 /Zoo 

aaraacgccr 

raaaagrrac 

actcgccgtc 

ccaa tgagat 

gagaaaaara 

— \ 4~ /i 4~~ s~ -~\ -~\ 4~ /^i 

atagtcaatg 

4 / 54 0 

rrraaagaca 

gcccgtgtga 

tgttacgtga 

atgggatctt 

cege iiaag lc 

agatattatt 

4 / 'tUo 

aacrracgcr 

rrgcrrcccc 

acaccgtt ra 

cc Lgcgg ta t 

4~ 4~ 4~ —\ —\ —\ /-^ « 

TCtg iiaaagg 

— x 4- /™ 4~ —\ /i 4~ 

arctccacgt 

A~l AC?. 

agcaaagcr a 

cacr r r r r gc 

atcagcc lcc 

ac l Lcgrcrg 

tgggg9 ccac 

-\ -\ 4— -\ S— — > 4— — \ — \ 

a. a. T_ d. a. C a. I. d. d. 

4/ Jt J 

gggargcgrr 

ctcgaacgt l 

LgggattTiga 

cccLyrcrca 

-t- ^— -i— -a ^ -i— -i— -i— 

ttaciaatit 

a. T_ a. a. T_ a. I. a. C L 

1/ JOJ 

grraagrgag 

ccaagcgacg 

grr La Lg Lag 

gcggatggtg 

gacgac raag 

S— 4— S— /^i /^i S— S— /^i 4— S— 

c Lcggccgrc 

A7P.A? 

ar aacaaacr 

latraaiaic 

caatttgggt 

ga Lg iaa lc l 

ggegargrge 

-\ 4— S— 4— /^i S— -\ -\ 4— 4— 

arcrgcaarr 

H 1 1 V J 

argcgrccaa 

acccggccar 

cccagacggc 

a Lggcccgrc 

TaLLCcaiLC 

agcaarggaa 

477K5 
4 / / DJ 

acacacgacg 

cctccgccgc 

agcacgcgag 

acggtgtcgt 

caraLaacaa 

4~ 4~~ 4~ /™ — x 

cag l rc raca 

4789 5 
4 / OV 3 

agrrrgcggg 

/— *-\ 4- ^ 4— /^i 4— 4— 

caraa Lcgrr 

aaiaaanya 

cag Ltgrrrr 

4— 4— /— 4— -\ -\ /— /— -\ -\ 

l lc taaccaa 

g rcgac lccc 

47RR3 
HI 00 J 


CCLLLCCgCC 

g Laaa l Lace 

ccaa rg rac l 

ILLtCLLtgt 

ra raagcaaa 

47Q45 


^ ^ n-l- +■ +■ I- +■ +■ r~ 

aagLLLLLLC 

acac Lccaac 

l l La raggag 

gacaaaacag 

agecg l rgaa 


arrarargrg 

CCaLLLLCLC 

geega l l l La 

gc ra lcccc l 

caacaciaac 

-\ /— /— /— 4— 4— r-\ -\ --\ 4— 

accc l rgaa l 

40UD3 

cggaraaaca 

cagaa rccg l 

a lc rcca ra l 

aiaacciLia 

ccrcgracgc 

r r r r r gggag 

481 9 5 
40±Z 3 

agaacgcrac 

l rrcaa rg lc 

rggaaaege l 

g iaa taaaac 

grrcaaargc 

ggcccagrr a 

481 85 
40X03 

rrargaarar 

aarcrcrggt 

acrraataac 

atttgaegge 

Caci rrgra.gr 

gaeagrggee 

48745 
40Z4 3 

gcracgrara 

aacarggcag 

aaarcccrgc 

gcaactccag 

4— -~> — > — > — > /— /— 4- —> 

raaaaccgr a 

caeggaarr a 

403U3 

caaacracrr 

4— 4- —i 4- /~i /~i /~i 

rrarcgcggc 

■f--f-n-f--f-/-i-f--f--f-/-i 

ttgttgtttg 

ictaaLdaca 

/— 4- rA f~~ 4- 4- /~ —> 4- f~~ 

crgcrrcarc 

4— /~i -~> — > r~A -> — > /— 4- 4- 

rgaagaacr r 

40303 

ccgggtatgc 

gcgctctaat 

agccttgcgc 

atagccaacc 

-t r* • -f- -I- -I- -I — 1 1 -i 

agtcttttaa 

aagaacaccc 

404Z 3 

agcagacttt 

ctcgaacgtt 

agagegcaca 

aaaaaaagac 

gttttcctcc 

aacrgraaag 

/IB/18 5 
40403 

gtggcataat 

f— /-j « — v 4— /-a /-a — v 4— 4— 

cggatggatt 

caaaegttta 

accgtctcaa 

^ ^ 4- 4- 4- ^ — x f— 4- 

aatttaacgt 

ragegrggra 

A 8 R/l 5 
40 343 

aaacar aagr 

+- — \ +- /~\ /~\ /~\ +- « 

tat 999 cct 9 

aamaracTiTi 

ggararaaac 

4— 4- rA f~~ -> —> — > — > 4- /~ 

rrgcaaaarc 

caaracgacc 

48Kn5 
40DU3 

accggarcga 

raraaaarcc 

cgtatcaggg 

rcaaaaaccc 

rggcrccrrr 

— x 4~~ ~% 4~ /~ a — 4~ ^ ^ 

ararccraca 

40DD3 

rrrcgcccac 

rrgacgracc 

a 9 t 999 a 9 aa 

acgcrcrcgi 

crrcarccar 

crcrrccrca 

4879 5 
40 / Z 3 

acarccccga 

carcgggaar 

aacarccma 

rarrcaaaag 

4~ —% /~A /~ 4~ /^i /^i /~A 4~ ^ 

ragctgggta 

rcccccarcg 

48785 
40 / 03 

ggr aaaar aa 

arccrcgaga 

egaagecagr 

ccraataaac 

— \ 4- /~i 4- —> -~> — > 4- 

aggrgraaar 

ccraaccrgc 

48845 
40043 

tgtccgtcgt 

aaatagcctt 

ggttaaagta 

attctagcta 

gccttgcaac 

cgeggataac 

48903 

tcaaggtgtg 

gtaaatattt 

aaaaaacagt 

ttccccacaa 

gagecgagtc 

ttgtatacaa 

48963 

tattcaccaa 

taattcctcg 

tgtattcggt 

ccactagcgt 

aatatccegg 

aatgtctttg 

49023 

tagggcaaat 

ctctcttgga 

ctcatttaga 

gettcaegtg 

caaccgaatc 

taatttataa 

49083 
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agttgcaatt gcatacatat ccagagatat 

gagaccgttg 

/IQ1 AO 

ar Cr r r aCCr 

4- /~i /~ 4~~ 4~~ /~ /~i 4~~ /~ /~i 

r gcr r cgr eg 

ctgaaatccg 

gatttgecaa 

catcccatat 

Cr r dddCdgd 


cccccacggr 

4- 4~~ 4~~ /~ 4~~ /~i /~ /~ 

rraracrgcc 

ataaccatca 

agcttgagac 

tgtatataga 

drrddgrrr c 



acgcccaarc 

aaaattaaca 

atgttataac 

ctgtggcaaa 

ctegggageg 


racrgrrrra 

cgagggrcar 

aaatgeaatt 

aatagctcga 

attcactatc 

aaac tccagc 

4jJOJ 

acagrcggcr 

ccggtaaccc 

cgcgtccttc 

atttcttgta 

catacctttg 

4~ 4~ ~\ /~i 4~ /~ ^ 

rgg raag tea 


caagagccaa 

gggaaaacag 

taaaatgtgt 

tctaaagact 

gtcgagggat 

4~ /^i 4~ 4~ 4~ 

rgaa la raa t 

43 jUj 

agacaagaaa 

4-4-4- / - i/ - i -,4-4 

tttgg3.tta.c 

aagatcctcc 

agatgtgttg 

categggaaa 

cgccagc tea 

43juj 

rragarccrc 

4~~ /^i 4~ 4~ 4~ *^ f~ *^ 

ctgatttaca 

ttcaatatcg 

aaacataaca 

acttgtagtc 

aggecatgag 

AQF.1 -! 

4yoz 0 

-I— s— — \ -I— s— /~i -I— -I— -I— /~i 

rcarcgrrrg 

gra tagccrg 

cagattatcc 

gaeatgeagt 

caatttcaac 

g tege r taac 

43DOJ 

/~i -I— -I— — \ — \ -I— -I— /-^ /— 

gr r aar r ggc 

gacttgccgg 

tcgaactcga 

acacgttccc 

catcaactcc 

r°\ r°\ 4~ 4~ 4~ 4~ /^i 4~ 

agg l l l rag r 

43/ 4 3 

rgaraccaac 

caaaac Laac 

aaagccggga 

ttatccatta 

gaaaacgagt 

ggragcgrci: 

43oUj 

acccgaccrr 

-a -t- -a - — i — i — i — i — t— 

CaidCITTLL 

caactccggg 

tgaaagttat 

cacaaagata 

ai l tg raaa l 

430D3 

rragargagg 

gagaa tacac 

cctgtaaaac 

gcacatggct 

gtgtatcgta 

g raaiaaaca 

433^ 3 

rcrgrgcgcr 

caaraacc lc 

aacgegaaag 

ctttctggag 

atgcgctttt 

aaacgagg ra 

4QQS3 
43303 

ccar gaaaag 

eg l lc l rg lc 

tccatttaac 

gttgeatcat 

tttgtgttat 

caragaac rg 

3UU43 

cgraaacacr 

eggcaagtaa 

tacagataac 

tcgctaccgg 

aaegtatgee 

acaagegg ra 

3UXU3 

tccacctcgg 

4-4-4- r1 4-4-4--,-t- 

ctttgtt ta t 

ataaaaatat 

tgacagatgc 

cgtatacatg 

aactgccacc 

3U1D3 

CrrrrrCCaC 

a regggacar 

gecaagtaaa 

gtaataaegg 

taccaagegg 

4~ /— 4~ /^i 4~ 4~~ /^i /— -~\ 

t c g t g 1 1 g c a 

3Uilil3 

/i 4~~ 4~~ s~ s~ 

gr r gcaaacc 

gggaracarc 

tccattagac 

gcggcttctg 

ttgtttcgac 

— x — x 4~ ^ 4~ /~~ ^ 4~ ^ 4~ 

aa ra re a ra r 


acatggaatg 

tgttaaagcg 

ggggtcaaac 

ttatccccac 

gaaagtcgat 

ttccccccaa 

3U343 

ararrcacgc 

g rc raggeca 

ggggctggaa 

caacgaaaat 

ecagaategg 

^ / -4-4- / -4-4-4j-4- 

aac r rc r rrr 

3U4U3 

ccarracagr 

aa.a.crrtcLgg 

eggtcgacta 

agtgtaccga 

cgtgaacccc 

/-■f--f--f-/-n-f--f-/--f- 

c t r r c g r r c r 

3U4D3 

tccatgggca 

Cd.rcrrcd.rc 

taaacattta 

ggggccaaaa 

attgaaacga 

4— rA -> /~ ""^ 4- rA rA 4- -\ 

rgaca rgg ra 

jU Dt. 3 

gr r r r gr aac 

r dr gddgddd 

ttctctgtta 

ctaccgcgcc 

cggttcttgg 

grrararrr a 

t;r>t;R3 

jUjoj 

— \ 4- /~ /~ 4- 4- rA 

arcccrgarg 

s— 4- 4- /"^ rA rA 4- 4- — \ 

cttgggttaa 

aaagggatta 

caaaaccccg 

ttctgatege 

carrrrargr 

3UD43 

taacgattga 

taatcttgta 

aaaagccagt 

gttactgagt 

aacacaaccc 

cacgcccttc 

50703 

taatacataa 

agtgtaatca 

cgtgatttgt 

tgtggtttcc 

gcatatgtaa 

taccegttta 

50763 

aaagcctctc 

ttcttaatgt 

atcgacagac 

tgggttttgg 

gtggtcattt 

gaccctgcca 

50823 

acaacccccc 

attattacga 

gtacttcacc 

aaa atg gaa aat act cag aag 

50874 


Met Glu Asn Thr Gin Lys 
7920 

act gtg aca gtg ccc acg ggg ccc ctg ggt tac gtt tat gcg tgc 50919 
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Thr Val Thr Val Pro Thr Gly Pro Leu Gly Tyr Val Tyr Ala Cys 
7925 7930 7935 

egg gtt gaa gat ttg gat ctg gag gaa att tea ttt ttg gec get 50964 
Arg val Glu Asp Leu Asp Leu Glu Glu lie Ser Phe Leu Ala Ala 
7940 7945 7950 

cgt age acg gac tct gat ttg get tta tta cct ttg atg cgt aat 51009 
Arg Ser Thr Asp Ser Asp Leu Ala Leu Leu Pro Leu Met Arg Asn 
7955 7960 7965 

ttg acc gtg gaa aaa act ttt aca tec age ctg gcg gtg gtt tct 51054 
Leu Thr Val Glu Lys Thr Phe Thr Ser Ser Leu Ala Vat Val Ser 
7970 7975 7980 

gga gca cgc act acg ggt ctt gec gga get ggt att acc tta aaa 51099 
Gly Ala Arg Thr Thr Gly Leu Ala Gly Ala Gly lie Thr Leu Lys 
7985 7990 7995 

etc act acc agt cat ttc tat cca tct gtc ttt gtc ttt cac gga 51144 
Leu Thr Thr Ser His Phe Tyr Pro Ser Val Phe Val Phe His Gly 
8000 8005 8010 

ggc aaa cac gtt tta ccc age tec gcg gec cca aat etc aca cgc 51189 
Gly Lys His val Leu Pro Ser Ser Ala Ala Pro Asn Leu Thr Arg 
8015 8020 8025 

gcg tgt aac gcg get cga gaa egg ttt gag ttt tea cgc tgc caa 51234 
Ala Cys Asn Ala Ala Arg Glu Arg Phe Gly Phe Ser Arg Cys Gin 
8030 8035 8040 

gqg cct cct gtt gac ggt get gtt gag acg acc ggc get gag ata 51279 
Gly Pro Pro Val Asp Gly Ala Val Glu Thr Thr Gly Ala Glu lie 
8045 8050 8055 

tgc acc cgc ctt gga tta gag cca gaa aat aca ata tta tac ttg 51324 
Cys Thr Arg Leu Gly Leu Glu Pro Glu Asn Thr lie Leu Tyr Leu 
8060 8065 8070 

gtg gtc acg gca ttg ttt aag gaa gec gta ttt atg tgc aac gtg 51369 
Val Val Thr Ala Leu Phe Lys Glu Ala val Phe Met Cys Asn val 
8075 8080 8085 

ttt ctg cat tat gga gga etc gat att gtt cat att aac cat gqg 51414 
Phe Leu His Tyr Gly Gly Leu Asp lie val His lie Asn His Gly 
8090 8095 8100 

gat gtt ata cgt ata ccg tta ttt ccg gta caa ctt ttc atg ccc 51459 
Asp Val lie Arg lie Pro Leu Phe Pro val Gin Leu Phe Met Pro 
8105 8110 8115 

gat gtt aac cgt ctg gta ccc gac cca ttc aac act cat cac agg 51504 
Asp Val Asn Arg Leu Val Pro Asp Pro Phe Asn Thr His His Arg 
8120 8125 8130 

tct ate gga gag ggt ttt gta tac cca aca ccc ttt tat aac acc 51549 
Ser lie Gly Glu Gly Phe Val Tyr Pro Thr Pro Phe Tyr Asn Thr 
8135 8140 8145 

gqg ttg tgc cat tta ata cat gac tgt gtt att get ccc atg gec 51594 
Gly Leu Cys His Leu lie His Asp Cys val lie Ala Pro Met Ala 
8150 8155 8160 
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gtt gcc ttg cgc gtc aga aat gta act gcc gtc gcc cga gga gcg 51639 
Val Ala Leu Arg Val Arg Asn Val Thr Ala Val Ala Arg Gly Ala 
8165 8170 8175 

gcc cac ctt get ttt gat gaa aat cac gag ggg gca gta etc ccc 51684 
Ala His Leu Ala Phe Asp Glu Asn His Glu Gly Ala val Leu Pro 
8180 8185 8190 

cct gac att acg tac acg tat ttt cag tec tct tea agt gga ace 51729 
Pro Asp lie Thr Tyr Thr Tyr Phe Gin Ser Ser Ser Ser Gly Thr 
8195 8200 8205 

act acc gcc cgt gga gcg cgt cga aac gat gtc aac tec acg tct 51774 
Thr Thr Ala Arg Gly Ala Arg Arg Asn Asp Val Asn Ser Thr Ser 
8210 8215 " 8220 

aag cct age cca teg ggg ggg ttt gaa aga egg ttg gcg tct att 51819 
Lys Pro Ser Pro Ser Gly Gly Phe Glu Arg Arg Leu Ala Ser lie 
8225 8230 8235 

atg gcc get gac aca gcc ttg cac gca gaa gtt ata ttc aac act 51864 
Met Ala Ala Asp Thr Ala Leu His Ala Glu Val lie Phe Asn Thr 
8240 8245 8250 

gga att tac gaa gaa act cca aca gat ate aaa gaa tgg cca atg 51909 
Gly lie Tyr Glu Glu Thr Pro Thr Asp lie Lys Glu Trp Pro Met 
8255 8260 8265 

ttt ata ggc atg gag ggc act ttg cca agg eta aac get ctg ggg 51954 
Phe lie Gly Met Glu Gly Thr Leu Pro Arg Leu Asn Ala Leu Gly 
8270 8275 8280 

tea tat acc get cgt gtg gcc ggg gtc att ggt gcg atg gtt ttc 51999 
Ser Tyr Thr Ala Arg Val Ala Gly Val lie Gly Ala Met Val Phe 
8285 8290 8295 

age cca aat tct gcg ttg tat eta act gag gtg gag gat age ggg 52044 
Ser Pro Asn Ser Ala Leu Tyr Leu Thr Glu Val Glu Asp Ser Gly 
8300 8305 8310 

atg acc gaa gcc aag gat ggg gga ccg ggt cca tea ttt aat cga 52089 
Met Thr Glu Ala Lys Asp Gly Gly Pro Gly Pro Ser Phe Asn Arg 
8315 8320 8325 

ttt tac cag ttt gcc gga cct cat tta get gcg aat ccc caa aca 52134 
Phe Tyr Gin Phe Ala Gly Pro His Leu Ala Ala Asn Pro Gin Thr 
8330 8335 8340 

gat cga gat ggc cac gtt eta tec agt cag tct acg ggt tea tea 52179 
Asp Arg Asp Gly His val Leu Ser Ser Gin Ser Thr Gly Ser Ser 
8345 8350 8355 

aac aca gag ttt age gtg gat tat ttg gca etc att tgt gga ttt 52224 
Asn Thr Glu Phe Ser Val Asp Tyr Leu Ala Leu lie Cys Gly Phe 
8360 8365 8370 

gga gca ccc ctg ttg gcg cga ctg ctt ttt tat eta gaa cgc tgt 52269 
Gly Ala Pro Leu Leu Ala Arg Leu Leu Phe Tyr Leu Glu Arg Cys 
8375 8380 ~ 8385 

gac get ggt gcg ttt aca ggg ggt cac ggg gat gcg tta aaa tat 52314 
Asp Ala Gly Ala Phe Thr Gly Gly His Gly Asp Ala Leu Lys Tyr 
8390 8395 8400 
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gtt acg ggg acc ttt gac tct gaa att cca tgt agt tta tgt gaa 52359 

val Thr Gly Thr Phe Asp Ser Glu lie Pro Cys Ser Leu Cys Glu 
8405 8410 8415 

aaa cac acg egg ccg gta tgc get cac aca aca gta cac cga ctt 52404 

Lys His Thr Arg Pro Val Cys Ala His Thr Thr Val His Arg Leu 
8420 8425 8430 

aga caa cgc atg ccg cga ttt gga caa gec acc cgt caa cct att 52449 

Arg Gin Arg Met Pro Arg Phe Gly Gin Ala Thr Arg Gin Pro lie 
8435 8440 8445 

ggg gtg ttt gga aca atg aac age caa tat age gac tgc gat cct 52494 

Gly val Phe Gly Thr Met Asn Ser Gin Tyr Ser Asp Cys Asp Pro 
8450 8455 8460 

eta gga aac tat get cca tat tta ate ctt cga aaa ccc ggg gat 52539 

Leu Gly Asn Tyr Ala Pro Tyr Leu lie Leu Arg Lys Pro Gly Asp 
8465 ' 8470 8475 

caa acg gaa gca gca aag gca acc atg cag gac act tat agg get 52584 

Gin Thr Glu Ala Ala Lys Ala Thr Met Gin Asp Thr Tyr Arg Ala 
8480 8485 8490 

aca eta gaa cgc ttg ttt ate gat eta gaa caa gag cga eta ctg 52629 

Thr Leu Glu Arg Leu Phe lie Asp Leu Glu Gin Glu Arg Leu Leu 
8495 ' 8500 8505 

gat cgc ggt gee cca tgt tct tec gag gga eta teg tct gtc att 52674 

Asp Arg Gly Ala Pro Cys Ser Ser Glu Gly Leu Ser Ser val lie 
8510 8515 8520 

gtg gat cat cca acg ttt cgt cgc ata tta gac aca ctg cgt gcg 52719 

Val Asp His Pro Thr Phe Arg Arg lie Leu Asp Thr Leu Arg Ala 
8525 8530 ' 8535 

cgt ata gaa cag aca aca aca caa ttt atg aaa gtg ttg gtt gag 52764 

Arg lie Glu Gin Thr Thr Thr Gin Phe Met Lys val Leu val Glu 
8540 8545 8550 

acc cgc gat tat aag ate cgt gaa gga tta tec gaa gee acc cat 52809 

Thr Arg Asp Tyr Lys lie Arg Glu Gly Leu Ser Glu Ala Thr His 
8555 8560 8565 

tea atg gcg tta acg ttt gat cca tac tea gga gca ttt tgt ccc 52854 

Ser Met Ala Leu Thr Phe Asp Pro Tyr Ser Gly Ala Phe Cys Pro 
8570 8575 8580 

att acc aat ttt tta gtt aaa cga aca cac eta gec gtg gta caa 52899 

lie Thr Asn Phe Leu Val Lys Arg Thr His Leu Ala Vat Val Gin 
8585 8590 8595 

gac tta gca tta age caa tgt cat tgt gta ttt tac gga cag caa 52944 

Asp Leu Ala Leu Ser Gin Cys His Cys val Phe Tyr Gly Gin Gin 
8600 8605 8610 

gtt gag ggg egg aac ttt cgt aac caa ttc caa cct gtt ttg egg 52989 

Val Glu Gly Arg Asn Phe Arg Asn Gin Phe Gin Pro Val Leu Arg 
8615 8620 8625 

egg cgt ttt gtt gac ctg ttt aat ggg ggg ttt ata tea aca cgc 53034 

Arg Arg Phe Val Asp Leu Phe Asn Gly Gly Phe lie Ser Thr Arg 
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8630 8635 8640 

tct ata acc gta aca tta tct gaa ggt cct gta tec gec cca aat 53079 
Ser lie Thr Val Thr Leu Ser Glu Gly Pro Val Ser Ala Pro Asn 
8645 8650 8655 

ccg aca ttg gga caa gac gcg ccc gcg ggg cgt acc ttt gat ggg 53124 
Pro Thr Leu Gly Gin Asp Ala Pro Ala Gly Arg Thr Phe Asp Gly 
8660 8665 8670 

gat tta gcg cgc gta age gtg gaa gtt att egg gat ata cga gtt 53169 
Asp Leu Ala Arg Val Ser Val Glu Val lie Arg Asp lie Arg Val 
8675 8680 8685 

aaa aat agg gtc gtt ttt tea ggt aac tgt aca aat etc tct gag 53214 
Lys Asn Arg Val Val Phe Ser Gly Asn Cys Thr Asn Leu Ser Glu 
8690 8695 8700 

gca gec egg gca agg ctt gta ggc ctt gca agt gcg tac caa cgc 53259 
Ala Ala Arg Ala Arg Leu Val Gly Leu Ala Ser Ala Tyr Gin Arg 
8705 8710 8715 

caa gaa aaa aga gtg gat atg tta cac ggg gec eta ggg ttt ttg 53304 
Gin Glu Lys Arg Val Asp Met Leu His Gly Ala Leu Gly Phe Leu 
8720 8725 8730 

ctt aaa cag ttt cac ggc ctg tta ttt cct egg ggt atg cca cca 53349 
Leu Lys Gin Phe His Gly Leu Leu Phe Pro Arg Gly Met Pro Pro 
8735 8740 8745 

aac agt aaa tec ccc aac ccg cag tgg ttt tgg acc ctg tta caa 53394 
Asn Ser Lys Ser Pro Asn Pro Gin Trp Phe Trp Thr Leu Leu Gin 
8750 8755 8760 

cgc aac cag atg ccg gca gat aaa ctt aca cac gaa gag att acc 53439 
Arg Asn Gin Met Pro Ala Asp Lys Leu Thr His Glu Glu lie Thr 
8765 8770 8775 

act att gca get gtt aaa egg ttt acc gag gaa tat gca gca ata 53484 
Thr lie Ala Ala Val Lys Arg Phe Thr Glu Glu Tyr Ala Ala lie 
8780 8785 8790 

aac ttt att aat eta ccc cca acc tgc ata gga gaa tta gec cag 53529 
Asn Phe lie Asn Leu Pro Pro Thr Cys lie Gly Glu Leu Ala Gin 
8795 8800 8805 

ttt tat atg gca aat ctt att ctt aaa tac tgc gat cat tea cag 53574 
Phe Tyr Met Ala Asn Leu lie Leu Lys Tyr Cys Asp His Ser Gin 
8810 8815 8820 

tac ctt ata aat acc tta act tct ata att acg ggt gec agg cgc 53619 
Tyr Leu lie Asn Thr Leu Thr Ser lie lie Thr Gly Ala Arg Arg 
8825 8830 8835 

ccg cgt gac cca tea tec gtt ttg cat tgg att cgt aaa gat gtc 53664 
Pro Arg Asp Pro Ser Ser Val Leu His Trp lie Arg Lys Asp Val 
8840 8845 8850 

acg tec gee gcg gac ata gaa acc caa gca aag gcg ctt ctt gaa 53709 
Thr Ser Ala Ala Asp lie Glu Thr Gin Ala Lys Ala Leu Leu Glu 
8855 8860 8865 

aaa acg gaa aac tta ccg gaa tta tgg act acg get ttt act tea 53754 
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Lys Thr Glu Asn Leu Pro Glu Leu Trp Thr Thr Ala Phe Thr Ser 
8870 8875 8880 

act cat tta gtc cgc gcg gcc atg aat caa cgt ccc atg gtc gtt 53799 
Thr His Leu Val Arg Ala Ala Met Asn Gin Arg Pro Met Val Val 
8885 8890 8895 

tta gga ata age att agt aaa tat cac gga gcg gca gga aac aac 53844 
Leu Gly lie Ser lie Ser Lys Tyr His Gly Ala Ala Gly Asn Asn 
8900 8905 8910 

cgc gtc ttt cag gca ggg aat tgg age gqt tta aac ggg gqt aaa 53889 
Arg Val Phe Gin Ala Gly Asn Trp Ser Gly Leu Asn Gly Gly Lys 
8915 8920 8925 

aat gta tgc ccg eta ttt aca ttt gat cgc act cgc cgt ttt ata 53934 
Asn Val Cys Pro Leu Phe Thr Phe Asp Arg Thr Arg Arg Phe lie 
8930 8935 8940 

ata gca tgt cct aga gga gqt ttt ate tgc ccc gta aca gqt ccc 53979 
lie Ala Cys Pro Arg Gly Gly Phe lie Cys Pro Val Thr Gly Pro 
8945 8950 8955 

teg teg gga aat cga gaa acc acc eta tec gac caa gtt cgc gqt 54024 
Ser Ser Gly Asn Arg Glu Thr Thr Leu Ser Asp Gin Val Arg Gly 
8960 8965 8970 

ata att gtc agt gqc ggg gcc atg gtt caa tta gcc ata tac gcc 54069 
lie lie Val Ser Gly Gly Ala Met val Gin Leu Ala lie Tyr Ala 
8975 8980 8985 

acg gtt gtq cgt gca gtq gqc get cga gca caa cat atg gca ttt 54114 
Thr Val Val Arg Ala Val Gly Ala Arg Ala Gin His Met Ala Phe 
8990 ' 8995 9000 

gac gac tgg tta agt ctt aca gac gat gag ttt tta gcc aga gac 54159 
Asp Asp Trp Leu Ser Leu Thr Asp Asp Glu Phe Leu Ala Arg Asp 
9005 9010 9015 

ttg gag gag tta cac gac cag att ate caa acc ctg gaa acg ccc 54204 
Leu Glu Glu Leu His Asp Gin lie lie Gin Thr Leu Glu Thr Pro 
9020 9025 9030 

tgg acc gta gaa ggc get eta gaa gca gta aag att eta gat gaa 54249 
Trp Thr val Glu Gly Ala Leu Glu Ala Val Lys lie Leu Asp Glu 
9035 9040 9045 

aaa acg aca gcg gga gat ggg gaa acc ccc aca aac eta gca ttt 54294 
Lys Thr Thr Ala Gly Asp Gly Glu Thr Pro Thr Asn Leu Ala Phe 
9050 9055 9060 

aat ttt gat tct tgt gaa cca age cat gac acc aca tct aac gta 54339 
Asn Phe Asp Ser Cys Glu Pro Ser His Asp Thr Thr Ser Asn val 
9065 9070 9075 

tta aac att tea ggg tea aac att tea ggg tea act gtc cct gqt 54384 
Leu Asn lie Ser Gly Ser Asn lie Ser Gly Ser Thr val Pro Gly 
9080 9085 9090 

ctt aaa cga ccc ccc gaa gat gac gaa etc ttt gat ctt agt gqt 54429 
Leu Lys Arg Pro Pro Glu Asp Asp Glu Leu Phe Asp Leu Ser Gly 
9095 9100 9105 
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att ccc ata aaa cat ggg aac att aca atg gaa atg att taa 54471 
lie Pro lie Lys His Gly Asn lie Thr Met Glu Met lie 
9110 9115 9120 

cctccctctt tatccaatta aagcccacac gcgggtgagt gtacgtaata aacaagtcaa 54531 

tattacatat tctgttgtgt tttctttttt tgtgtgtagt ccttacccat atgacctgta 54591 

atatagtgtg tctccaacca ttcagcttac agtccagtgg acagtaacag cccgataac 54650 

atg gaa ttg gat att aat cga aca ttg ttg gtt eta ctg ggt caa 54695 
Met Glu Leu Asp lie Asn Arg Thr Leu Leu val Leu Leu Gly Gin 
9125 9130 9135 

gtt tat acg tac ate ttt cag gtt gaa ctg eta cgt cga tgt gat 54740 
Val Tyr Thr Tyr lie Phe Gin Val Glu Leu Leu Arg Arg Cys Asp 
9140 9145 9150 

cca agg gtg gcg tgt cgc ttt tta tat egg tta gcg get aac tgt 54785 
Pro Arg Val Ala Cys Arg Phe Leu Tyr Arg Leu Ala Ala Asn Cys 
9155 " 9160 9165 

ttg aca gtt cgt tat tta tta aag ctg ttt etc egg gga ttt aat 54830 
Leu Thr Val Arg Tyr Leu Leu Lys Leu Phe Leu Arg Gly Phe Asn 
9170 9175 9180 

ace cag eta aaa ttt gga aac act ccc acg gtt tgt gca ctg cat 54875 
Thr Gin Leu Lys Phe Gly Asn Thr Pro Thr Val Cys Ala Leu His 
9185 9190 9195 

tgg gca tta tgt tat gta aag gga gaa ggt gag cgt ttg ttt gag 54920 
Trp Ala Leu Cys Tyr val Lys Gly Glu Gly Glu Arg Leu Phe Glu 
9200 ' 9205 9210 

ttg eta caa cat ttt aaa acg cgt ttt gtt tat ggt gag act aaa 54965 
Leu Leu Gin His Phe Lys Thr Arg Phe Val Tyr Gly Glu Thr Lys 
9215 9220 9225 

gac tea aac tgt ate aaa gat tac ttt gtc tea gcg ttt aac tta 55010 
Asp Ser Asn Cys lie Lys Asp Tyr Phe val Ser Ala Phe Asn Leu 
9230 9235 9240 

aaa ace tgc caa tat cac cat gag ctg teg tta aca aca tac gga 55055 
Lys Thr Cys Gin Tyr His His Glu Leu Ser Leu Thr Thr Tyr Gly 
9245 9250 9255 

ggt tac gta teg agt gaa att cag ttt tta cac gac att gag aat 55100 
Gly Tyr val Ser Ser Glu lie Gin Phe Leu His Asp lie Glu Asn 
9260 9265 9270 

ttt tta aaa cag ctt aat tac tgc tat att ate acg tct tct cgt 55145 
Phe Leu Lys Gin Leu Asn Tyr Cys Tyr lie lie Thr Ser Ser Arg 
9275 9280 9285 

gag gcg eta aac aca ttg gaa acc gtg acg egg ttt atg aca gat 55190 
Glu Ala Leu Asn Thr Leu Glu Thr Val Thr Arg Phe Met Thr Asp 
9290 9295 ~ 9300 

act ata gga age ggt eta ata cca ccc gtg gag ttg ttt gat ccg 55235 
Thr lie Gly Ser Gly Leu lie Pro Pro val Glu Leu Phe Asp Pro 
9305 9310 9315 

gcg cat cca tgt get ata tgt ttt gaa gaa tta tgt ata aca get 55280 
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Ala His Pro Cys Ala lie Cys Phe Glu Glu Leu Cys lie Thr Ala 
9320 9325 9330 

aac caa ggt gag acc tta cat cgt aga tta tta gga tgt ate tgc 55325 
Asn Gin Gly Glu Thr Leu His Arg Arg Leu Leu Gly Cys lie Cys 
9335 9340 9345 

gat cac gtt act aag caa gtt egg gtt aac gtg gat gtt gac gat 55370 
Asp His Val Thr Lys Gin Val Arg Val Asn Val Asp Val Asp Asp 
9350 9355 9360 

att att egg tgt tta cca tat ate cct gat gta ccg gat ate aaa 55415 
lie lie Arg Cys Leu Pro Tyr lie Pro Asp val Pro Asp lie Lys 
9365 9370 9375 

cgt caa tec gee gtt gaa gcg tta cga aca ctt caa acc aag acg 55460 
Arg Gin Ser Ala Val Glu Ala Leu Arg Thr Leu Gin Thr Lys Thr 
9380 9385 9390 

gta gtc aat ccc atg gga gca aag aac gat acg ttt gac caa aca 55505 
Val Val Asn Pro Met Gly Ala Lys Asn Asp Thr Phe Asp Gin Thr 
9395 9400 9405 

tac gaa att gcg age acc atg ctt gat tct tat aat gtt ttt aaa 55550 
Tyr Glu lie Ala Ser Thr Met Leu Asp Ser Tyr Asn val Phe Lys 
9410 9415 9420 

cct gec cct egg tgt atg tac gec ate age gag ctt aaa ttc tgg 55595 
Pro Ala Pro Arg Cys Met Tyr Ala lie Ser Glu Leu Lys Phe Trp 
9425 ' 9430 9435 

tta acg tct aat tec act gaa gga ccc caa cgt act tta gac gtg 55640 
Leu Thr Ser Asn Ser Thr Glu Gly Pro Gin Arg Thr Leu Asp Val 
9440 9445 9450 

ttt gtt gat aat ttg gat gta tta aac gaa cat gaa aaa cac gca 55685 
Phe val Asp Asn Leu Asp val Leu Asn Glu His Glu Lys His Ala 
9455 9460 9465 

gaa ctt aca gee gta acg gtt gag ttg gcg tta ttt gga aaa act 55730 
Glu Leu Thr Ala Val Thr Val Glu Leu Ala Leu Phe Gly Lys Thr 
9470 9475 9480 

ccc ata cac ttt gat agg gcg ttt tct gaa gaa etc gga tct ctg 55775 
Pro lie His Phe Asp Arg Ala Phe Ser Glu Glu Leu Gly Ser Leu 
9485 9490 9495 

gat gca att gat agt att ttg gtt ggc aat cgc tea tec tea cca 55820 
Asp Ala lie Asp Ser lie Leu val Gly Asn Arg Ser Ser Ser Pro 
9500 9505 9510 

gac agt cag ata gaa gca tta att aaa gec tgt tat gee cat cat 55865 
Asp Ser Gin lie Glu Ala Leu lie Lys Ala Cys Tyr Ala His His 
9515 9520 9525 

eta teg teg cct etc atg cgt cac att tct aac ccg agt cat gat 55910 
Leu Ser Ser Pro Leu Met Arg His lie Ser Asn Pro Ser His Asp 
9530 9535 9540 

aac gaa gec gec tta cgc caa ctt tta gaa aga gtt ggg tgt gag 55955 
Asn Glu Ala Ala Leu Arg Gin Leu Leu Glu Arg Val Gly Cys Glu 
9545 ~ 9550 9555 
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gat gat tta acc aaa gag gcg agt gac age get aca gca tec gaa 56000 
Asp Asp Leu Thr Lys Glu Ala Ser Asp Ser Ala Thr Ala Ser Glu 
9560 ' 9565 9570 

tgt gat ctg aac gat gat agt age ata act ttt get gtt cat gga 56045 
Cys Asp Leu Asn Asp Asp Ser Ser lie Thr Phe Ala val His Gly 
9575 9580 9585 

tgg gaa aac ctg tta tec aaa gca aaa att gac get gcg gaa aga 56090 
Trp Glu Asn Leu Leu Ser Lys Ala Lys lie Asp Ala Ala Glu Arg 
9590 9595 9600 

aaa cga gta tat ctt gaa cat ctg tct aag cgc tct eta acc age 56135 
Lys Arg Val Tyr Leu Glu His Leu Ser Lys Arg Ser Leu Thr Ser 
9605 9610 9615 

etc ggt aga tgt ate cgc gaa cag cgc caa gag eta gaa aaa aca 56180 
Leu Gly Arg Cys lie Arg Glu Gin Arg Gin Glu Leu Glu Lys Thr 
9620 9625 9630 

etc agg gta aac gtt tat gga gag gec tta ttg cag aca ttt gtt 56225 
Leu Arg Val Asn Val Tyr Gly Glu Ala Leu Leu Gin Thr Phe Val 
9635 9640 9645 

teg atg caa aat ggg ttt ggg gca cga aac gtg ttt tta get aag 56270 
Ser Met Gin Asn Gly Phe Gly Ala Arg Asn Val Phe Leu Ala Lys 
9650 9655 9660 

gtt tec cag gca ggg tgt att ate gac aat cgc att cag gaa gcg 56315 
val Ser Gin Ala Gly Cys lie lie Asp Asn Arg lie Gin Glu Ala 
9665 9670 9675 

gec ttt gat gca cat aga ttt ata agg aat acc tta gtt cga cat 56360 
Ala Phe Asp Ala His Arg Phe lie Arg Asn Thr Leu Val Arg His 
9680 ' 9685 9690 

aca gta gat gcg get atg tta cct gca ctt aca cat aaa ttt ttt 56405 
Thr Val Asp Ala Ala Met Leu Pro Ala Leu Thr His Lys Phe Phe 
9695 9700 9705 

gag ttg gtc aac ggc cca ttg ttt aat cac gat gaa cac cgt ttt 56450 
Glu Leu val Asn Gly Pro Leu Phe Asn His Asp Glu His Arg Phe 
9710 9715 9720 

gca caa ccc cct aac acc gec tta ttt ttt acc gtg gaa aac gtt 56495 
Ala Gin Pro Pro Asn Thr Ala Leu Phe Phe Thr Val Glu Asn Val 
9725 9730 9735 

ggc eta ttt ccg cac tta aaa gag gaa ttg gca aag ttt atg ggc 56540 
Gly Leu Phe Pro His Leu Lys Glu Glu Leu Ala Lys Phe Met Gly 
9740 9745 9750 

ggt gtc gtt ggt tec aac tgg ctt etc agt cca ttt agg ggc ttt 56585 
Gly val Val Gly Ser Asn Trp Leu Leu Ser Pro Phe Arg Gly Phe 
9755 9760 9765 

tat tgc ttt tct ggg gta gaa ggc gtt act ttt gca cag aga ctt 56630 
Tyr Cys Phe Ser Gly Val Glu Gly Val Thr Phe Ala Gin Arg Leu 
9770 9775 9780 

gec tgg aaa tat att agg gag ctt gtg ttt gca acc aca eta ttc 56675 
Ala Trp Lys Tyr lie Arg Glu Leu Val Phe Ala Thr Thr Leu Phe 
9785 ' 9790 9795 

Page 76 


591508037SeqLi stAug2010 


acc tct gtt ttc cat tgt ggg gag gtg egg tta tgt cgc gtt gac 56720 
Thr Ser Val Phe His Cys Gly Glu Val Arg Leu Cys Arg Val Asp 
9800 9805 9810 

cgt eta ggt aag gat cca cgc ggg tgc acg tct caa cct aaa ggt 56765 
Arg Leu Gly Lys Asp Pro Arg Gly Cys Thr Ser Gin Pro Lys Gly 
9815 9820 9825 

ata ggc agt tec cac gga ccc tta gac ggc att tat tta acg tac 56810 
lie Gly Ser Ser His Gly Pro Leu Asp Gly lie Tyr Leu Thr Tyr 
9830 " 9835 9840 

gaa gaa aca tgt ccc ctt gtg get att att caa agt gga gaa aca 56855 
Glu Glu Thr Cys Pro Leu val Ala lie lie Gin Ser Gly Glu Thr 
9845 9850 9855 

ggg ate gac cag aat acc gtc gta ate tac gat tea gac gtt ttt 56900 
Gly lie Asp Gin Asn Thr Val Val lie Tyr Asp Ser Asp Val Phe 
9860 9865 9870 

tct ctt eta tac acc eta atg cag egg ctg get ccg gat tea acg 56945 
Ser Leu Leu Tyr Thr Leu Met Gin Arg Leu Ala Pro Asp Ser Thr 
9875 9880 9885 

gac ccg gcg ttt tea taa cctccgttac gggggtgtgg ttatgctttt 56993 
Asp Pro Ala Phe Ser 
9890 

tatgeatatt ttct atg ttt gtt acg gcg gtt gtg teg gtc tct cca age 57043 
Met Phe Val Thr Ala Val Val Ser Val Ser Pro Ser 
9895 9900 

teg ttt tat gag agt tta caa gta gag ccc aca caa tea gaa gat 57088 
Ser Phe Tyr Glu Ser Leu Gin Val Glu Pro Thr Gin Ser Glu Asp 
9905 9910 9915 

ata acc egg tct get cat ctg ggc gat ggt gat gaa ate aga gaa 57133 
lie Thr Arg Ser Ala His Leu Gly Asp Gly Asp Glu lie Arg Glu 
9920 9925 9930 

get ata cac aag tec cag gac gee gaa aca aaa ccc acg ttt tac 57178 
Ala lie His Lys Ser Gin Asp Ala Glu Thr Lys Pro Thr Phe Tyr 
9935 9940 9945 

gtc tgc cca ccg cca aca ggc tec aca ate gta cga tta gaa cca 57223 
Val Cys Pro Pro Pro Thr Gly Ser Thr lie Val Arg Leu Glu Pro 
9950 9955 9960 

act egg aca tgt ccg gat tat cac ctt ggt aaa aac ttt aca gag 57268 
Thr Arg Thr Cys Pro Asp Tyr His Leu Gly Lys Asn Phe Thr Glu 
9965 9970 9975 

ggt att get gtt gtt tat aaa gaa aac att gca gcg tac aag ttt 57313 
Gly lie Ala Val Val Tyr Lys Glu Asn lie Ala Ala Tyr Lys Phe 
9980 9985 9990 

aag gcg acg gta tat tac aaa gat gtt ate gtt age acg gcg tgg 57358 
Lys Ala Thr Val Tyr Tyr Lys Asp Val lie Val Ser Thr Ala Trp 
9995 10000 10005 

gee gga agt tct tat acg caa att act aat aga tat gcg gat agg 57403 
Ala Gly Ser Ser Tyr Thr Gin lie Thr Asn Arg Tyr Ala Asp Arg 
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10010 10015 10020 

gta cca att ccc gtt tea gag ate acg gac acc att gat aag ttt 57448 
Val Pro lie Pro Val Ser Glu lie Thr Asp Thr lie Asp Lys Phe 
10025 10030 10035 

ggc aag tgt tct tct aaa gca acg tac gta cga aat aac cac aaa 57493 
Gly Lys Cys Ser Ser Lys Ala Thr Tyr Val Arg Asn Asn His Lys 
10040 ' 10045 10050 

gtt gaa gec ttt aat gag gat aaa aat cca cag gat atg cct eta 57538 
Val Glu Ala Phe Asn Glu Asp Lys Asn Pro Gin Asp Met Pro Leu 
10055 10060 10065 

ate gca tea aaa tat aat tct gtg gga tec aaa gca tgg cat act 57583 
lie Ala Ser Lys Tyr Asn Ser Val Gly Ser Lys Ala Trp His Thr 
10070 ' 10075 10080 

acc aat gac acg tac atg gtt gec gga acc ccc gga aca tat agg 57628 
Thr Asn Asp Thr Tyr Met Val Ala Gly Thr Pro Gly Thr Tyr Arg 
10085 10090 10095 

acg ggc acg teg gtg aat tgc ate att gag gaa gtt gaa gee aga 57673 
Thr Gly Thr Ser Val Asn Cys lie lie Glu Glu val Glu Ala Arg 
10100 10105 10110 

tea ata ttc cct tat gat agt ttt gga ctt tec acg gga gat ata 57718 
Ser lie Phe Pro Tyr Asp Ser Phe Gly Leu Ser Thr Gly Asp lie 
10115 10120 10125 

ata tac atg tec ccg ttt ttt ggc eta egg gat ggt gca tac aga 57763 
lie Tyr Met Ser Pro Phe Phe Gly Leu Arg Asp Gly Ala Tyr Arg 
10130 10135 10140 

gaa cat tec aat tat gca atg gat cgt ttt cac cag ttt gag ggt 57808 
Glu His Ser Asn Tyr Ala Met Asp Arg Phe His Gin Phe Glu Gly 
10145 10150 ~ 10155 

tat aga caa agg gat ctt gac act aga gca tta ctg gaa cct gca 57853 
Tyr Arg Gin Arg Asp Leu Asp Thr Arg Ala Leu Leu Glu Pro Ala 
10160 10165 ' 10170 

gcg egg aac ttt tta gtc acg cct cat tta acg gtt ggt tgg aac 57898 
Ala Arg Asn Phe Leu val Thr Pro His Leu Thr val Gly Trp Asn 
10175 10180 10185 

tgg aag cca aaa cga acg gaa gtt tgt teg ctt gtc aag tgg cgt 57943 
Trp Lys Pro Lys Arg Thr Glu Val Cys Ser Leu Val Lys Trp Arg 
10190 10195 10200 

gag gtt gaa gac gta gtt cgc gat gag tat gca cac aat ttt cgc 57988 
Glu Val Glu Asp Val Val Arg Asp Glu Tyr Ala His Asn Phe Arg 
10205 10210 10215 

ttt aca atg aaa aca ctt tct acc acg ttt ata agt gaa aca aac 58033 
Phe Thr Met Lys Thr Leu Ser Thr Thr Phe lie Ser Glu Thr Asn 
10220 ' 10225 10230 

gag ttt aat ctt aac caa ate cat etc agt caa tgt gta aag gag 58078 
Glu Phe Asn Leu Asn Gin lie His Leu Ser Gin Cys val Lys Glu 
10235 10240 10245 

gaa gec egg get att att aac egg ate tat aca acc aga tac aac 58123 
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Glu Ala Arg Ala lie lie Asn Arg lie Tyr Thr Thr Arg Tyr Asn 
10250 ~ 10255 10260 

tea tct cat gtt aga acc ggg gat ate cag acc tac ctt gec aga 58168 
Ser Ser His Val Arg Thr Gty Asp lie Gin Thr Tyr Leu Ala Arg 
10265 10270 10275 

ggg ggg ttt gtt gtg gtg ttt caa ccc ctg ctg age aat tec etc 58213 
Gly Gly Phe val val val Phe Gin Pro Leu Leu Ser Asn Ser Leu 
10280 10285 10290 

gec cgt etc tat etc caa gaa ttg gtc cgt gaa aac act aat cat 58258 
Ala Arg Leu Tyr Leu Gin Glu Leu Val Arg Glu Asn Thr Asn His 
10295 10300 10305 

tea cca caa aaa cac ccg act cga aat acc aga tec cga cga age 58303 
Ser Pro Gin Lys His Pro Thr Arg Asn Thr Arg Ser Arg Arg Ser 
10310 10315 10320 

gtg cca gtt gag ttg cgt gec aat aga aca ata aca acc acc tea 58348 
Vat Pro Val Glu Leu Arg Ala Asn Arg Thr lie Thr Thr Thr Ser 
10325 10330 ~ 10335 

teg gtg gaa ttt get atg etc cag ttt aca tat gac cac att caa 58393 
Ser vat Glu Phe Ala Met Leu Gin Phe Thr Tyr Asp His lie Gin 
10340 10345 10350 

gag cat gtt aat gaa atg ttg gca cgt ate tec teg teg tgg tgc 58438 
Glu His Val Asn Glu Met Leu Ala Arg lie Ser Ser Ser Trp Cys 
10355 10360 10365 

cag eta caa aat cgc gaa cgc gec ctt tgg age gga eta ttt cca 58483 
Gin Leu Gin Asn Arg Glu Arg Ala Leu Trp Ser Gty Leu Phe Pro 
10370 10375 10380 

att aac cca agt get tta gcg age acc att ttg gat caa cgt gtt 58528 
lie Asn Pro Ser Ala Leu Ala Ser Thr lie Leu Asp Gin Arg val 
10385 10390 10395 

aaa get cgt att etc ggc gac gtt ate tec gtt tct aat tgt cca 58573 
Lys Ala Arg lie Leu Gty Asp val lie Ser val Ser Asn Cys Pro 
10400 10405 10410 

gaa ctg gga tea gat aca cgc att ata ctt caa aac tct atg agg 58618 
Glu Leu Gty Ser Asp Thr Arg lie lie Leu Gin Asn Ser Met Arg 
10415 10420 10425 

gta tct ggt agt act acg cgt tgt tat age cgt cct tta att tea 58663 
Val Ser Gty Ser Thr Thr Arg Cys Tyr Ser Arg Pro Leu lie Ser 
10430 ' 10435 ~ 10440 

ata gtt agt tta aat ggg tec ggg acg gtg gag ggc cag ctt gga 58708 
lie Val Ser Leu Asn Gty Ser Gty Thr Vat Glu Gty Gin Leu Gty 
10445 10450 10455 

aca gat aac gag tta att atg tec aga gat ctg tta gaa cca tgc 58753 
Thr Asp Asn Glu Leu lie Met Ser Arg Asp Leu Leu Glu Pro Cys 
10460 10465 10470 

gtg get aat cac aag cga tat ttt eta ttt ggg cat cac tac gta 58798 
Vat Ala Asn His Lys Arg Tyr Phe Leu Phe Gty His His Tyr Val 
10475 10480 10485 
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tac gtc cgt gaa ate gca gtc cat gat 
Tyr Val Arg Glu lie Ala Val His Asp 
10500 


58843 


gtg gga atg att age act tac gta gat tta aac 
Val Gly Met lie Ser Thr Tyr Val Asp Leu Asn 


tta aca ctt ctt 58888 
Leu Thr Leu Leu 


10505 


10510 


10515 


aaa gat aga gag ttt atg ccg ctg caa gta tat aca aga gac gag 
Lys Asp Arg Glu Phe Met Pro Leu Gin Val Tyr Thr Arg Asp Glu 
10520 " 10525 10530 


58933 


ctg egg gat aca gga tta eta gac tac agt gaa att caa cgc cga 
Leu Arg Asp Thr Gly Leu Leu Asp Tyr Ser Glu lie Gin Arg Arg 
10535 10540 10545 


58978 


aat caa atg cat teg ctg cgt ttt tat gac ata 
Asn Gin Met His Ser Leu Arg Phe Tyr Asp lie Asp Lys val va 
10550 10555 10560 


gac aag gtt gtg 59023 


caa tat gat age gga acg gec att atg cag ggc atg get cag ttt 59068 
Gin Tyr Asp Ser Gly Thr Ala lie Met Gin Gly Met Ala Gin Phe 


10565 


10570 


10575 


ttc cag gga ctt ggg 
Phe Gin Gly Leu Gly 
10580 


acc gcg ggc cag gec gtt 
Thr Ala Gly Gin Ala Val 


10585 


10590 


gga cat gtg gtt 59113 
Gly His Val Val 


ctt ggg gec acg gga gcg 
Leu Gly Ala Thr Gly Ala 


10595 


ctg ctt tec acc gta cac gga ttt acc 
Leu Leu Ser Thr val His Gly Phe Thr 
10600 10605 


59158 


acg ttt tta tct aac cca ttt ggg gca ttg gec gtg gga tta ttg 59203 
Thr Phe Leu Ser Asn Pro Phe Gly Ala Leu Ala val Gly Leu Leu 
10610 10615 ' 10620 


gtt 

Val 
10625 


ttg gcg gga ctg gta 
Leu Ala Gly Leu val 


gcg gee ttt ttt gcg tac egg tac gtg 
Ala Ala Phe Phe Ala Tyr Arg Tyr val 
10630 10635 


59248 


ctt aaa ctt aaa aca age ccg atg aag gca tta tat cca etc aca 
Leu Lys Leu Lys Thr Ser Pro Met Lys Ala Leu Tyr Pro Leu Thr 
10640 ' 10645 10650 


59293 


acc aag ggg tta aaa cag tta ccg gaa gga atg gat ccc ttt gec 
Thr Lys Gly Leu Lys Gin Leu Pro Glu Gly Met Asp Pro Phe Ala 
10655 10660 10665 


59338 


gag aaa ccc aac get act gat acc cca ata gaa gaa att ggc gac 
Glu Lys Pro Asn Ala Thr Asp Thr Pro lie Glu Glu lie Gly Asp 
10670 10675 10680 


59383 


tea caa aac act gaa ccg teg gta aat age ggg ttt gat ccc gat 
Ser Gin Asn Thr Glu Pro Ser Val Asn Ser Gly Phe Asp Pro Asp 
10685 10690 10695 


59428 


aaa ttt cga gaa gec cag gaa atg att aaa tat atg acg tta gta 
Lys Phe Arg Glu Ala Gin Glu Met lie Lys Tyr Met Thr Leu Val 
10700 10705 10710 


59473 


tct gcg get gag cgc caa gaa tct aaa gec cgc aaa aaa aat aag 
Ser Ala Ala Glu Arg Gin Glu Ser Lys Ala Arg Lys Lys Asn Lys 
10715 10720 10725 
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act age gec ctt tta act tea cgt ctt acc ggc ctt get tta cga 59563 
Thr Ser Ala Leu Leu Thr Ser Arg Leu Thr Gly Leu Ala Leu Arg 
10730 10735 10740 

aat cgc cga gga tac tec cgt gtt cgc acc gag aat gta acg ggg 59608 
Asn Arg Arg Gly Tyr Ser Arg Val Arg Thr Glu Asn Val Thr Gly 
10745 " " 10750 ~ 10755 

gtg taa atagecaggg ggtttgtttt aatttattaa taaaaatgtg tattaegtta 59664 

Val 

10760 

ctcatgtgtc tccattacgc atcacagggg gtatttatac ccgataatat acaaaacgeg 59724 

ttttgtacct ctaccgcacc cgatatctta aeggggttat t atg gaa teg tct 59777 

Met Glu Ser Ser 

aac att aac gcg eta caa caa ccg teg tct ate gca cat cat ccg 59822 
Asn lie Asn Ala Leu Gin Gin Pro Ser Ser lie Ala His His Pro 
10765 10770 10775 

tec aaa cag tgc get tea agt etc aat gaa aca gta aaa gat tct 59867 
Ser Lys Gin Cys Ala Ser Ser Leu Asn Glu Thr Val Lys Asp Ser 
10780 10785 10790 

ccc ccc gcg att tat gaa gat agg tta gaa cac acg ccg gta caa 59912 
Pro Pro Ala lie Tyr Glu Asp Arg Leu Glu His Thr Pro Val Gin 
10795 10800 10805 

tta ccc cgc gac gqt aca ccc cga gac gta tgt tct gtg gga cag 59957 
Leu Pro Arg Asp Gly Thr Pro Arg Asp Val Cys Ser Val Gly Gin 
10810 10815 10820 

eta acc tgt cga gca tgt gca acg aaa cct ttt cgc ctt aac cgc 60002 
Leu Thr Cys Arg Ala Cys Ala Thr Lys Pro Phe Arg Leu Asn Arg 
10825 10830 ' 10835 

gac age caa tac gac tac tta aac aca tgt cca ggg ggc cgt cat 60047 
Asp Ser Gin Tyr Asp Tyr Leu Asn Thr Cys Pro Gly Gly Arg His 
10840 10845 10850 

att tea ctg gca ctg gag att ata acg gqt cga tgg gtt tgc ate 60092 
lie Ser Leu Ala Leu Glu lie lie Thr Gly Arg Trp val Cys lie 
10855 10860 10865 

ccg cgt gtg ttt ccg gat acc cca gag gaa aaa tgg atg gcg cca 60137 
Pro Arg Val Phe Pro Asp Thr Pro Glu Glu Lys Trp Met Ala Pro 
10870 ' 10875 10880 

tat att att cca gac cga gaa caa cca tea tea ggg gat gaa gat 60182 
Tyr lie lie Pro Asp Arg Glu Gin Pro Ser Ser Gly Asp Glu Asp 
10885 10890 10895 

tct gac acc gat taa atttaactta aataaaacct taccacccat aaaaacgect 60237 

Ser Asp Thr Asp 

10900 

tctgtttgtt taacacgaca ccgcttaaca aaaaaaaaaa aaccaaacac gecttttatg 60297 
aatgtaatac ttttatttgt tggttaacac cgccccacca tcatctgatt tgcaaacata 60357 
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cccctgtatt aaaggggect tggaactege 

ctccactgca 

F,r\A^ 7 


gtccaactgt 

atctgtatgt 

ggggtgcttg 

ttgtattttg 

ggatgagcat 

DU^f / / 

ciy cLC C C y cLcld. 

cgctttgaag 

ctgttttaat 

aaaatcgata 

ttcgaggatc 

ccgtgtcccc 

DUjj / 

-i— /— -i— -i— — \ -i— — \ -i— 

tctggtataT: 

ttgtatggtg 

cgacaaaggc 

atttgtgtcc 

cattttgtga 

rtrtagctct 

DUDS/ 

gtaacctcct 

gttgcagttt 

tgccacaacc 

ccagcaagct 

cttcgtgctg 

accatragaa 

DUD J / 

— \ /~4— /~4-/i4-/i4-/~ 

actctgtgtc 

tcctctgcca 

atatgatgga 

gaaactcgac 

gtctccgatg 

eg maratac 

Kr>71 7 
OU/ X/ 

/~i -I— -I— /~i /~i -I— -I— /— — \ /— 

gttggTmcac 

cgggaaaata 

tatatttgag 

ggaaactctc 

cgtccatttg 

agacrcccca 

KH777 

craraaaaag 

— \ — \ +- — \ — \ 4~" 4~" ^ 

aatccaattc 

cctttgatcc 

atgctcttga 

aatcccgttt 

tcctggacga 

cnS37 
DUOJ / 

cggacatcgg 

ttttgtctgg 

aaaatttaca 

caeggggtet 

gcaagtcaat 

accccgrrcg 

Kr>RQ7 

Duoy / 

gcggccaatg 

/— /~i 4— 4— /— ^ 4— — \ 

cgt Lea Laaa 

tgeggacatt 

tgcatttcca 

aacgattggg 

tgg Lggarar 


cccggaaacc 

cgracggrcc 

cccgaagtgt 

cccggagggc 

aaccataacc 

ccc tg laita 

ki ni 7 

D±U±/ 

ggtgggaagg 

caggcgggtg 

tggagatcca 

tatggecega 

cgatatactg 

LCCg L L3.L L L 

K1 077 

ggagctccaa 

4~ 4~" /^i 4~" *^ 4~" /^i 

l rga race rg 

eggattttta 

gtctgcccgg 

ttaacagctg 

4~~ —\ — v 4— — v — v 4~ 

LgaataaLac 

D±±3 / 

gcggtaggta 

Lcag tacaaa 

ttcccctccg 

gttggaacgc 

ccgacggggg 

crgrggrgag 

K1 1 Q7 

aramacrag 

eg rracc rgc 

tacagaagee 

atategctgt 

cgttcctaca 

caac rgcg ra 

K1 9 t;7 

accrrraaar 

gcggaacagt 

cttttcacaa 

tcttcatttg 

attccccaac 

acccaacgcg 

K1 51 7 
Dljl/ 

agarcgrara 

Lgggcccgcc 

ggggtggaat 

gtggcgttta 

taacacccgc 

gttgggtaat 

K1 577 

ttagactcca 

ccccattaac 

gttggttatc 

cgagcaagtc 

catatceggt 

getagectga 


agaraaacgr 

gacccaraar 

tccggcttcg 

cgtctacgtt 

ttgcaaccac 

grcccarcra 

K1 4Q7 

-t- r- +- r~ +- H i -» -i -» 

tctcttaaaa 

r . , .j . a- a- r . a- a_ 

gcatattgtt 

cacggctgtg 

gataataaca 

ecttggegag 

tttatcttcg 

DljJ / 

craaccmcc 

aracrrrarT; 

taaacccgcg 

tagtctttaa 

ccagcgacaa 

raaccgcgcr 

K1 K1 7 
D±D±/ 

rracrmcca 

rcgaraaaac 

ccggaatggt 

tcaattgaag 

attceggggt 

acagrcaraa 

K1 K77 

rrgaccacrg 

mccaacgcg 

tcttccaaca 

acacataacg 

caacatgggt 

aaaaaaarra 

K1 737 

ccgrcrggra 

4— /~ 4- /~ *~\ 4- 4- /^i /~i 

rercamegg 

ggacaatcgt 

tttgaagaca 

gggatacgga 

gggtaagtaa 

P.1 7Q7 

4— 4— 4— 4— /~ /~ 

rrrgrga.cca. 

— \ /-^ 4~ *~\ 4~ — \ /-« 

agraraaege 

aegttctage 

ggagataata 

cagaatctct 

arrrccaaaa 

Dloj / 

■3 ^ --5 4j — 4J — / — /~4 --5 4- 

cLcLcLI. I. C g cLcLI. 

gggccgcttc 

aaacagcacc 

gcatgtagtt 

gagggcatct 

aacgataccc 

K1 Q1 7 

— v— v— v— v— v— v— v— v— v « 

aaaaaaaaag 

gtccgegtat 

gtcctcaatg 

attgegatta 

cttcacccac 

gacacagtct 

CI Q77 

D±y/ / 

rrrcgargar 

cgargrrrar 

tggtatttta 

etagtaggeg 

geaaagegga 

ccgcacaarc 

DilUj / 

tctggggtaa 

tatttaattc 

cccttcgtcc 

tttgaatata 

aggctaaata 

cccagccacg 

62097 

tataacgctt 

cacagttctc 

ttegtcaget 

tcagcagcca 

ttataaacac 

cccacggacc 

62157 

ggatagtgaa 

tactcaeggt 

gtggaggcaa 

actgaggaat 

gacacccaaa 

cagacaaaat 

62217 

atagaagatc 

atagtcactg 

ttaacgttga 

actgegcaag 

geggegaett 

tcttccaatg 

62277 
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ccgcccttac 

acgcggttgg 

4— r*\ —\ 4— 4— ~~\ ~~\ /— *^ 

tgcattaaca 

4— 4— — \ — \ m 4~ 

ttccaagtcc 

*— /— « 4— 4— /— 4— ~~\ 4— 

ccgttcatat 

4— s~a /— — \ — \ /— — \ 4— —\ 

tgcaacataa 

oo / 

cactgtcatg 

tattgatacc 

aeggeggcta 

tgggtaggga 

tgtaacattt 

tgtcggcggt 

r , tot 

/-i 4- 4- /- 4 , — — 

gttctaattc 

s— —\ —\ 4— /■*! /— —\ — \ 4— 4— 

caatgeaatt 

— \ — \ « /— 4~~ 4~ *^ 4~ *^ 

aagcttatga 

/^i ^ /^j ^ 4— /— ■ 4— 4— 

gccgaLCttg 

/-j 4— /— 4— 4— /— /— — n 

gtactgtcca 

gaagaaatat 

0 / 

ctattacggt 

tcttcctaaa 

cttccacgac 

taagctgggt 

atgegegtet 

aaacaaagag 

Oil 0±/ 

s— — \ — \ /— -I— — \ — \ -I— /— /— 

CadCtadtCC 

■^/i/i"^ — \ /— — \ 4— 4— 

cig g cLcLcLC cLI. I. 

tcagtcagct 

/— '4— /^4~ /^/^4~ /""/""/^ 

ctgtggtccg 

— \ 4~ 4~ 4~ -\ /— /~h 4~ 

atttaaegta 

tacagtggtg 

^77 

/— 4~ — \ -1— — \ -1— — \ -1— /— /~i 

c tat at at eg 

4— 4— /~ /~ 4— 

I. T. C cLC cLI. 3.3.3. 

— i — i 4~ 4~ /^i ^ — i — \ /~i 4~ 

cLclT. L g cLcLcig L 

tattattacc 

/-^ /— 4~ 4~ 4~ 4~ ■_» 

gcttttaaac 

ttcccatcaa 

D^i DO / 

accccgtcgc 

tccgcgcaag 

cLL LcLCcL L l_g L 

tggtaggggt 

tcctgttgct 

tctgacacaa 

D^i / 

■4— /— — \ — \ — \ /— /— /— — \ /~i 

tcaaacccag 

4— 4— /~i — i 4~ 4~ ^ 

ttgaaaatta 

LLLLLLcig L L 

4~~ -_» 4~ 4~ /^i "f— *^ 

tatctcegta 

tacgttcccg 

4— 4~ 4~ -\ 4~ 

ttccataata 

0£ / 0 / 

agegecttaa 

4~ ^ 4~ ^ ^ 4~ ^ ^ /— 

taataataac 

geegtaateg 

tgtcaattgt 

taaccttaat 

-\ -\ 4— 4~ 4~ /^i /"H 4~ 

agagtttggt 


cttccataag 

aaacacgttt 

tgggcccgtt 

✓— 4~ ■_» 4~ /~ /~ 

etaaataege 

/— /— /-^ /-^ /— /— /-^ /— /— 

cgcggccgcc 

tgttgaatct 


-1— /~i -1— /— /— — \ /— — i 4— — i 

tgtccacata 

tgcggtatga 

ttgcgatcaa 

taatgtcatt 

aaccccagga 

4~ 4~ -\ /— 4~ /^i 4~ /""■ 

ttaaactgtc 

o^yo / 

caggtgeagg 

eggtaggace 

tgcaaccgta 

taagegcate 

y— — v 4— —\ /— — v /sj — v — v 

cataacagaa 

4— 4— —\ /— « 4— 4— 

tgtgacgtta 

C,QQ7 

ozyy / 

aggegecttg 

atcataccgc 

cccccacgag 

catgaaac tg 

/^j 4— /— /^j /— /sj 4— 4— 

gtcgcgtggt 

— v /sj — v /— « — v 4— /— —\ 4— 

agacgatcat 

DOUo / 

agcaaaattg 

ataactgttt 

ttattttcgt 

gtgttgtcat 

ataattcaca 

aatgtctcag 

1 7 

tatattcegg 

taggtgetet 

ataaggttcc 

cgaaggacga 

aacttgaggt 

tcgtggacac 

77 
DOX/ / 

tattagatgt 

cctatacatt 

aaatataaac 

^ ^ ft 

ataataCCyC 

acactcgaac 

gcggagtacg 

57 
DO^i 0 / 

ctctatctcc 

aacatacatt 

ctcccggcgg 

^ ^ ^ ^ ^— 

actytayaca 

tyttaccgtt 

gtgttcataa 


aegtaeggga 

aatgcgcccg 

tctttacaat 

caactccgcg 

4-/~i/~ "\ /-^ /— 4- —> /— 

tgcagctacg 

/-^ /-^ /— /— 4- —> 4- /— 4- —> 

ggecrarcra 

K5 5 t: 7 
Do O 0 / 

cLC cLC clcig c c g 

4-4-/— /— 4-/-1/— 

I-I.CCI.gCa.gcL 

y Ld.c_yd.Ld.c_c_ 

atggcccy ad 

-j -}/—-} -a 4- /—/—/— 4- 

ggagagttat 

7 

tgccccttgc 

/— /— 4~ 4~ /—/—/— —^ — * y~1 

ccttcccaag 

4— — ^ /— — ^ /— /— — ^ /~i /~i /~i 

tacaccaggg 

4— /~i —i 4- — l — i — v — i 4- /— 

tgataaaatc 

/— — > /— 4- 4- -> —> — > /-^ 

cacttgaaag 

tttgtatcgt 

K5477 
Do't / / 

actgeaaegg 

tgcatcattt 

ttggcaatct 

gtacctcggg 

gtgtatagac 

teattgegta 

DODO/ 

ttatttctgt 

— \ /— y-J 4- /~\ 4— — i /— — i 4— 

acgtgtacat 

4— /— /— 4- /— —i /~i —i 4- 4- 

tcctcagatt 

y-1 4- /~i /— — i 4— /— 4- /— 

gtgcatctgc 

4— 4- /— 4- 4- /— /— /— /— 

ttcttccgcc 

teggcagcag 

K5 ,Q7 

Dooy/ 

ccgtctccag 

ggaatccaaa 

— \ /— /— 4- 4- /~i /~i /— /— — l 

accttggcca 

4~ /~i /— /i /— /-« 4~ 4~ —\ 

tgcgcgttag 

ttgttcttcg 

— x « /-j ^ — 4— 4— 4— 

a 9999 cttta 

UJDJ / 

aacgacgatc 

tatttcegtt 

/^i 4~ — ^ — l /— /i 4~~ — i — ^ 

ggtaacgtaa 

4~ /— /i 4~~ 4~ 4~ /— /— /— /— 

tcgtttcccc 

gcgaaggttg 

4~ 4~ ^ -~\ 4~~ /^i ^ — /^i r~\ 

tetaatgegg 

K571 7 
DO / ±/ 

caacggccgc 

cgcatttttt 

— \ —\ s~ /~-\ 4~ 4~ — i — ^ /— /i 

aacgttaacg 

tat Ltttttc 

caaateggga 

4— 4— ~\ 4— ^ /— « /— /— 

ttcatacgcc 

K5777 
DO / / / 

ctcttaactc 

aaacgcggga 

/— /— « 4— /— /— — ^ /i 4~ 

gccgtccagt 

agtgtatggg 

gaagttgggg 

gctataaagt 

Dooo / 

4- /— 4— 4— ~~\ /■*! 4— /■*! /■*! 4— 

tcttagtggt 

agacaaaaat 

— \ 4— /—/—/— —i /— 4- 4- 

atcccacatt 

4— —i 4- 4- /— /~f /~i — * — * 

tatteggaaa 

cgagatagat 

/— /— /-^ — \ — i /—/—/— —\ 4— 

ccgaacccat 

Dooy/ 

atctcgccgt 

catggtgtct 

gcagcaaaca 

aagtcaactg 

gcgtgaatat 

aaaceggtae 

63957 

tgctttaaaa 

gctgttttct 

tacccatggg 

aaaacatccc 

ggttatactt 

tgtaaaattc 

64017 

caccacaagc 

acctaaagaa 

ggccttctaa 

ggggtaaatc 

caccccacaa 

getgeatttt 

64077 

cttcaaactt 

tgttaaagcg 

gaacgatggc 

atgatttege 

aegcttttte 

gcaagagaac 

64137 
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catagacgtc ttcgctctct aacggacctt 

atcggggggg 

P.A~\ Q7 

-I— — \ -I— — \ -I— -I— s— s— /~i s— 

tatattccgc 

taCatlCICC 

aaatgcgacg 

ctagcataac 

aaggtttcca 

tgaatcacct 

P.AJ <^7 
OHl. _> / 

ttgggggtaa 

ccgagrracc 

tgtaacaggt 

tcagaccccg 

ttgagataca 

aacacaagga 

7 

ggggggtcac 

cattatttca 

tcagatcccg 

tgggtgtggt 

ttcctttatt 

aaagccatgg 

K4377 
0 / / 

tatccctcag 

ctggcgcata 

ccctcgcaaa 

actggtgata 

cttagtaggg 

grargrataT: 

Oft J 1 

tagcgctaaa 

acggcaagat 

tttaattcca 

ctataaaaca 

aacggtcttt 

ccggcaccac 


tggattccgt 

ttgtataata 

caaacacaat 

cggggcgtcg 

gcgtcccaaa 

tttacttcaa 

CA R t: 7 
OH _> _> 1 

acgacattga 

tatgcgtaca 

gccctttgaa 

catccacgtg 

ggataacggc 

gacaggagtt 

64617 

ttgccagcct 

cgggttgaac 

gcgtccgcga 

aacctcgacg 

tacgttatca 

atatcctttt 

64677 

tgagtacatc 

gtaaaaacga 

gtgtggcaac 

gttgtcccaa 

acgaaaacac 

ttggcccgaa 

64737 

ttcgactagc 

ggacatattt 

gaagttccgt 

cccagaagat 

aacctaagac 

gcgtttgtct 

64797 


acaataaac atg tea acg gat aaa acc gat gta aaa atg ggc gtt 64842 
Met Ser Thr Asp Lys Thr Asp Val Lys Met Gly Val 
10905 ' 10910 10915 

ttg cgt att tat ttg gac ggg gcg tat gga att gga aaa aca acc 64887 
Leu Arg lie Tyr Leu Asp Gly Ala Tyr Gly lie Gly Lys Thr Thr 

10920 10925 10930 

gec gec gaa gaa ttt tta cac cac ttt gca ata aca cca aac egg 64932 
Ala Ala Glu Glu Phe Leu His His Phe Ala lie Thr Pro Asn Arg 

10935 10940 10945 

ate tta etc att ggg gag ccc ctg teg tat tgg cgt aac ctt gca 64977 
lie Leu Leu lie Gly Glu Pro Leu Ser Tyr Trp Arg Asn Leu Ala 

10950 10955 10960 


999 g a g g ac g cc att tgc gga att tac gga aca caa act cgc cgt 
Gly Glu Asp Ala lie Cys Gly lie Tyr Gly Thr Gin Thr Arg Arg 

10965 10970 10975 


65022 


ctt aat gga gac gtt teg cct gaa gac gca caa cgc etc acg get 65067 
Leu Asn Gly Asp Val Ser Pro Glu Asp Ala Gin Arg Leu Thr Ala 

10980 10985 10990 

cat ttt cag age ctg ttc tgt tct ccg cat gca att atg cat gcg 65112 
His Phe Gin Ser Leu Phe Cys Ser Pro His Ala lie Met His Ala 

10995 11000 11005 

aaa ate teg gca ttg atg gac aca agt aca teg gat etc gta caa 65157 
Lys lie Ser Ala Leu Met Asp Thr Ser Thr Ser Asp Leu val Gin 

11010 11015 11020 

gta aat aag gag ccg tat aaa att atg tta tec gac cga cac cca 65202 
Val Asn Lys Glu Pro Tyr Lys lie Met Leu Ser Asp Arg His Pro 

11025 11030 11035 

ate gcc tea act ata tgt ttt ccc ttg tec aga tac tta gtg gga 65247 
lie Ala Ser Thr lie Cys Phe Pro Leu Ser Arg Tyr Leu val Gly 

11040 11045 11050 

gat atg tec cca gcg gcg ctt cct ggg tta ttg ttt acg ctt ccc 65292 
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Asp Met Ser Pro Ala Ala Leu Pro Gly Leu Leu Phe Thr Leu Pro 

11055 11060 11065 

get gaa ccc ccc ggg acc aac ttg gta gtt tgt acc gtt tea etc 65337 
Ala Glu Pro Pro Gly Thr Asn Leu Val Val Cys Thr Val Ser Leu 

11070 11075 11080 

ccc agt cat tta tec aga gta age aaa egg gec aga ccg gga gaa 65382 
Pro Ser His Leu Ser Arg Val Ser Lys Arg Ala Arg Pro Gly Glu 

11085 ~ 11090 11095 

acg gtt aat ctg ccg ttt gtt atg gtt ctg aga aat gta tat ata 65427 
Thr Val Asn Leu Pro Phe Val Met Val Leu Arg Asn Val Tyr lie 

11100 11105 11110 

atg ctt att aat aca att ata ttt ctt aaa act aac aac tgg cac 65472 
Met Leu lie Asn Thr lie lie Phe Leu Lys Thr Asn Asn Trp His 

11115 11120 1112 5 

gcg ggc tgg aac aca ctg tea ttt tgt aat gat gta ttt aaa cag 65517 
Ala Gly Trp Asn Thr Leu Ser Phe Cys Asn Asp val Phe Lys Gin 

11130 11135 11140 

aaa tta caa aaa tec gag tgt ata aaa eta cgc gaa gta cct ggg 65562 
Lys Leu Gin Lys Ser Glu Cys lie Lys Leu Arg Glu val Pro Gly 

11145 11150 11155 

att gaa gac acg tta ttc gee gtq ctt aaa ctt ccg gag ctt tgc 65607 
lie Glu Asp Thr Leu Phe Ala val Leu Lys Leu Pro Glu Leu Cys 

11160 11165 11170 

gga gag ttt gga aat att ctg ccg tta tgg gca tgg gga atg gag 65652 
Gly Glu Phe Gly Asn lie Leu Pro Leu Trp Ala Trp Gly Met Glu 

11175 11180 11185 

acc ctt tea aac tgc tea cga age atg tct ccg ttc gta tta teg 65697 
Thr Leu Ser Asn Cys Ser Arg Ser Met Ser Pro Phe val Leu Ser 

11190 " 11195 11200 

tta gaa cag aca ccc cag cat gcg gca caa gaa eta aaa act ctg 65742 
Leu Glu Gin Thr Pro Gin His Ala Ala Gin Glu Leu Lys Thr Leu 

11205 11210 11215 

eta ccc cag atg acc ccg gca aac atg tec tec ggt gca tgg aat 65787 
Leu Pro Gin Met Thr Pro Ala Asn Met Ser Ser Gly Ala Trp Asn 

11220 11225 11230 

ata ttg aaa gag ctt gtt aat gee gtt cag gac aac act tec taa 65832 
lie Leu Lys Glu Leu Val Asn Ala Val Gin Asp Asn Thr Ser 
11235 11240 

atatacctag tatttaegta tgtaccagta aaaagatgat acacattgtc atactcgegt 65892 

gtacgtgttt ttctttttta tatatgegtc atttattacc acatccttta atcccgcctt 65952 

tatctcccta aaacggagtg gtaatattaa aagccgccaa gcctgttggt gggtgaggag 66012 

gggtaaaggc acgctgtgtg cataacgttg eggtgatatt gtagcgcaag taacagegae 66072 

t atg ttt gcg eta gtt tta gcg gtg gta att ctt cct ctt tgg 66115 
Met Phe Ala Leu val Leu Ala val val lie Leu Pro Leu Trp 
11245 11250 11255 
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acc acg get aat aaa tct tac gta aca cca acc cct gcg act cgc 
Thr Thr Ala Asn Lys Ser Tyr Val Thr Pro Thr Pro Ala Thr Arg 
11260 11265 11270 


66160 


tct ate gga cat atg tct get ctt eta cga gaa tat tec gac cgt 66205 
Ser lie Gly His Met Ser Ala Leu Leu Arg Glu Tyr Ser Asp Arg 


11275 


11280 


11285 


aat atg tct ctg aaa tta gaa gec ttt tat cct act ggt ttc gat 
Asn Met Ser Leu Lys Leu Glu Ala Phe Tyr Pro Thr Gly Phe Asp 
11290 11295 11300 


66250 


gaa gaa etc att aaa tea ctt cac tgg gga aat gat aga aaa cac 
Glu Glu Leu lie Lys Ser Leu His Trp Gly Asn Asp Arg Lys His 
11305 11310 11315 


66295 


gtt ttc ttg gtt att gtt aag gtt aac cct aca aca cac gaa gga 
Val Phe Leu Val lie Val Lys Val Asn Pro Thr Thr His Glu Gly 


11320 


11325 


11330 


66340 


gac gtc ggg ctg gtt ata ttt cca aaa tac ttg tta teg cca tac 66385 
Asp val Gly Leu val lie Phe Pro Lys Tyr Leu Leu Ser Pro Tyr 


11335 


11340 


11345 


cat ttc aaa gca gaa cat cga gca ccg ttt cct get gga cgt ttt 
His Phe Lys Ala Glu His Arg Ala Pro Phe Pro Ala Gly Arg Phe 
11350 11355 11360 


66430 


gga ttt 
Gly 


ctt agt cac cct gtg 
Phe Leu Ser His Pro val Thr Pro Asp va 
11365 11370 


aca ccc gac gtg age 
1 Ser 
11375 


ttc ttt gac 
Phe Phe Asp 


66475 


agt teg ttt gcg ccg tat tta act acg caa cat ctt gtt gcg ttt 
Ser Ser Phe Ala Pro Tyr Leu Thr Thr Gin His Leu Val Ala Phe 
11380 11385 11390 


66520 


act acg ttc cca cca aac ccc ctt gta tgg cat ttg gaa aga get 
Thr Thr Phe Pro Pro Asn Pro Leu val Trp His Leu Glu Arg Ala 
11395 11400 11405 


66565 


gag acc gca gca act gca gaa agg ccg ttt ggg gta 
Glu Thr Ala Ala Thr Ala Glu Arg Pro Phe Gly Val 


11410 


11415 


agt ctt tta 
Ser Leu Leu 


11420 


66610 


ccc get cgc cca aca gtc ccc aag aat act att ctg gaa cat aaa 
Pro Ala Arg Pro Thr Val Pro Lys Asn Thr lie Leu Glu His Lys 
11425 11430 11435 


66655 


gcg cat ttt get aca tgg gat gee ctt gec cga cat act ttt ttt 
Ala His Phe Ala Thr Trp Asp Ala Leu Ala Arg His Thr Phe Phe 
11440 11445 11450 


66700 


tct gec gaa gca att ate acc aac tea acg ttg aga ata cac gtt 
Ser Ala Glu Ala lie lie Thr Asn Ser Thr Leu Arg lie His Val 
11455 11460 11465 


66745 


ccc ctt ttt ggg teg gta tgg cca att cga tac tgg gee acc ggt 
Pro Leu Phe Gly Ser Val Trp Pro lie Arg Tyr Trp Ala Thr Gly 
11470 11475 11480 


66790 


teg gtg ctt etc aca age gac 
Ser val Leu Leu Thr Ser Asp 
11485 11490 


teg ggt cgt gtg gaa gta aat att 
Ser Gly Arg Val Glu Val Asn lie 
11495 
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ggt gta gga ttt atg age teg etc att tct tta tec tct gga cca 
Gly val Gly Phe Met Ser Ser Leu lie Ser Leu Ser Ser Gly Pro 
11500 11505 11510 


66880 


ccg ata gaa tta att gtt gta cca cat aca gta aaa ctg aac gcg 
Pro lie Glu Leu lie Val Val Pro His Thr Val Lys Leu Asn Ala 
11515 11520 11525 


66925 


gtt aca age gac acc aca tgg ttc cag eta aat cca ccg ggt ccg 66970 
Val Thr Ser Asp Thr Thr Trp Phe Gin Leu Asn Pro Pro Gly Pro 


11530 


11535 


11540 


gat ccg ggg 

Asp Pro Gly Pro Ser Tyr Arg Val Tyr Leu Leu Gly 
11545 


cca tct tat cga gtt tat tta ctt gga 

11550 11555 


cgt ggg ttg 
Arg Gly Leu 


67015 


gat atg aat ttt tea aag cat get acg gtc gat ata tgc gca tat 
Asp Met Asn Phe Ser Lys His Ala Thr Val Asp lie Cys Ala Tyr 
11560 11565 11570 


67060 


ccc gaa gag agt ttg gat tac cgc tat cat tta tec atg gee cac 
Pro Glu Glu Ser Leu Asp Tyr Arg Tyr His Leu Ser Met Ala His 
11575 11580 " 11585 


67105 


acg gag get ctg egg atg aca acg aag gcg gat caa cat gac ata 
Thr Glu Ala Leu Arg Met Thr Thr Lys Ala Asp Gin His Asp lie 
11590 11595 11600 


67150 


aac gag gaa age tat tac cat ate gec gca aga ata gec aca tea 
Asn Glu Glu Ser Tyr Tyr His lie Ala Ala Arg lie Ala Thr Ser 
11605 11610 11615 


67195 


att ttt gcg ttg teg gaa atg ggc cgt acc aca gaa tat ttt ctg 
lie Phe Ala Leu Ser Glu Met Gly Arg Thr Thr Glu Tyr Phe Leu 
11620 11625 11630 


67240 


tta gat gag ate gta gat gtt cag tat caa tta aaa ttc ctt aat 
Leu Asp Glu lie val Asp val Gin Tyr Gin Leu Lys Phe Leu Asn 
11635 11640 11645 


67285 


tac att tta atg egg ata gga gca gga get cat ccc aac act ata 
Tyr lie Leu Met Arg lie Gly Ala Gly Ala His Pro Asn Thr lie 
11650 11655 11660 


67330 


tec gga 
Ser Gly 


acc teg gat ctg ate ttt gec gat cca teg cag ctt cat 
Thr Ser Asp Leu lie Phe Ala Asp Pro Ser Gin Leu His 
11665 11670 11675 


67375 


gac gaa ctt tea ctt ctt ttt ggt cag gta aaa ccc gca aat gtc 
Asp Glu Leu Ser Leu Leu Phe Gly Gin val Lys Pro Ala Asn val 
11680 11685 11690 


67420 


gat tat ttt att tea tat gat gaa gee cgt gat caa eta aag acc 
Asp Tyr Phe lie Ser Tyr Asp Glu Ala Arg Asp Gin Leu Lys Thr 
11695 11700 11705 


67465 


gca tac gcg ctt tec cgt ggt 
Ala Tyr Ala Leu Ser Arg Gly 
11710 11715 


caa gac cat gtg aat gca ctt tct 
Gin Asp His Val Asn Ala Leu Ser 
11720 


67510 


etc gee agg cgt gtt ata atg 
Leu Ala Arg Arg Val lie Met 


age ata tac aag ggg 
Ser lie Tyr Lys Gly 
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Leu Leu Val 


11725 
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11730 11735 


aag caa aat tta aat get aca gag agg cag get tta ttt ttt gec 
Lys Gin Asn Leu Asn Ala Thr Glu Arg Gin Ala Leu Phe Phe Ala 
11740 11745 11750 


67600 


tea atg att tta tta aat ttc cgc gaa gga eta gaa aat tea tct 
Ser Met lie Leu Leu Asn Phe Arg Glu Gly Leu Glu Asn Ser Ser 
11755 11760 11765 


67645 


egg gta tta gac ggt cgc aca 
Arg Val Leu Asp Gly Arg Thr 
11770 11775 


act ttg ctt tta atg aca tec atg 
Thr Leu Leu Leu Met Thr Ser Met 
11780 


67690 


tgt acg gca get cac gec acg caa gca gca ctt aac ata caa gaa 
Cys Thr Ala Ala His Ala Thr Gin Ala Ala Leu Asn lie Gin Glu 
11785 11790 11795 


67735 


ggc ctg gca tac tta aat cct tea aaa cac atg ttt aca ata cca 
Gly Leu Ala Tyr Leu Asn Pro Ser Lys His Met Phe Thr lie Pro 
11800 11805 11810 


67780 


aac gta tac agt cct tgt atg 
Asn Val Tyr Ser Pro Cys Met 
11815 11820 


ggt tec ctt cgt aca 
Gly Ser Leu Arg Thr 

11825 


gac etc acg 67825 
Asp Leu Thr 


gaa gag att cat gtt atg aat etc ctg teg gca ata cca aca cgc 
Glu Glu lie His val Met Asn Leu Leu Ser Ala lie Pro Thr Arg 
11830 11835 11840 


67870 


cca gga ctt aac gag gta ttg cat acc caa eta gac gaa tct gaa 
Pro Gly Leu Asn Glu val Leu His Thr Gin Leu Asp Glu Ser Glu 
11845 11850 11855 


67915 


ata ttc gac gcg gca ttt aaa acc atg atg att ttt acc aca tgg 
lie Phe Asp Ala Ala Phe Lys Thr Met Met lie Phe Thr Thr Trp 
11860 11865 11870 


67960 


act gec aaa gat ttg cat ata etc cac acc cat gta cca gaa gta 
Thr Ala Lys Asp Leu His lie Leu His Thr His val Pro Glu val 
11875 11880 11885 


68005 


ttt acg tgt caa gat gca gec gcg cgt aac gga gaa 
Phe Thr Cys Gin Asp Ala Ala Ala Arg Asn Gly Glu Tyr Va 
11890 11895 11900 


tat gtg etc 
1 Leu 


68050 


att ctt cca get gtc cag gga cac agt tat gtg att aca cga aac 
lie Leu Pro Ala Val Gin Gly His Ser Tyr Val lie Thr Arg Asn 
11905 11910 11915 


68095 


aaa cct caa agg ggt ttg gta tat tec ctg gca gat gtg gat gta 
Lys Pro Gin Arg Gly Leu Val Tyr Ser Leu Ala Asp Val Asp Val 
11920 11925 11930 


68140 


tat aac ccc ata tec gtt gtt tat tta age agg gat 
Tyr Asn Pro lie Ser Val Val Tyr Leu Ser Arg Asp Thr Cys Va 
11935 11940 11945 


act tgc gtg 


68185 


tct gaa cat ggt gtc ata gag acg gtc gca ctg ccc cat ccg gac 
Ser Glu His Gly val lie Glu Thr val Ala Leu Pro His Pro Asp 
11950 11955 11960 


68230 


aat tta aaa gaa tgt ttg tat 


tgc gga agt gtt ttt 
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Asn Leu Lys Glu Cys Leu Tyr Cys Gly Ser val Phe Leu Arg Tyr 
11965 11970 11975 

eta acc acg ggg gcg att atg gat ata att att att gac age aaa 68320 
Leu Thr Thr Gly Ala lie Met Asp lie lie lie lie Asp Ser Lys 
11980 11985 11990 

gat aca gaa cga caa eta gec get atg gga aac tec aca att cca 68365 
Asp Thr Glu Arg Gin Leu Ala Ala Met Gly Asn Ser Thr lie Pro 
11995 12000 12005 

ccc ttc aat cca gac atg cac ggg gat gac tct aag get gtg ttg 68410 
Pro Phe Asn Pro Asp Met His Gly Asp Asp Ser Lys Ala val Leu 
12010 12015 12020 

ttg ttt cca aac gqa act gtg gta acg ctt eta gqa ttc gaa cga 68455 
Leu Phe Pro Asn Gly Thr Val Val Thr Leu Leu Gly Phe Glu Arg 
12025 12030 12035 

cga caa gec ata cga atg teg gqa caa tac ctt ggg gec tct tta 68500 
Arg Gin Ala lie Arg Met Ser Gly Gin Tyr Leu Gly Ala Ser Leu 
12040 12045 12050 

gga ggg gcg ttt ctg gcg gta gtg ggg ttt ggt att ate gga tgg 68545 
Gly Gly Ala Phe Leu Ala Val Val Gly Phe Gly lie lie Gly Trp 
12055 12060 12065 

atg tta tgt gga aat tec cgc ctt cga gaa tat aat aaa ata cct 68590 
Met Leu Cys Gly Asn Ser Arg Leu Arg Glu Tyr Asn Lys lie Pro 
12070 ' 12075 12080 

ctg aca taa aaaacatgta taataaaaag tcactataaa egtattctet 68639 
Leu Thr 
12085 


acaatacttt 

attcgegaat 

aatacacact 

acctttgggt 

ttttttcccg 

tccccaaatg 

68699 

gtgtttggtg 

cactctacca 

aaaaatagag 

cgectaaata 

tgctatataa 

cgcctcccag 

68759 

caaaataegg 

ttcaaaggca 

ttacccgata 

ttgtattgta 

gtacagggca 

atgggaattg 

68819 

atgatcccaa 

taaaeggcat 

agaegcacag 

cgccgttata 

gcaggggtct 

ccagagtaca 

68879 

gggtatctaa 

gtacegggat 

atctcatact 

catgcctttc 

cgtgacagaa 

acatcaaccg 

68939 

gaacagtatc 

cgataaacca 

actcctgttt 

ttgcaaggcg 

taaaattege 

acaccttcct 

68999 

tttttgcaag 

atgtgacgtt 

tccttgtaac 

agggaagctg 

ggggagtggt 

aagaacaaca 

69059 

aagtttcagc 

caacgtgcca 

ataaagecca 

cttccctcaa 

gaggctgttt 

gctgtatcca 

69119 

caatggtccg 

tattaaatct 

tgagcaactt 

gatccgtgtc 

atcatcactg 

ggtaacgcgt 

69179 

taacataact 

acgcgttaaa 

tcttcaataa 

eggcataaca 

attaaacget 

tcccaccgag 

69239 

acagtatata 

ttgaacaatc 

aegaacegtt 

gaeaggaegt 

cagatcacgt 

cegtaagcat 

69299 

geccgaaaaa 

tggaagttcc 

ccccgttcgc 

catataccgc 

aacaactgea 

gtatatatcg 

69359 

tctcacgggc 

ttcattaagt 

tcatcttcaa 

gtccaggcca 

ttttctggct 

ttaaatataa 

69419 

cctcgtccgc 

aaaaaaaacc 

gcacatgata 

aegegeggat 

acaatgagta 

gtggctttat 

69479 
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ccaaatgtcc 
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attacceggg ggatggtcct aatctgtaca 

aagttactta 

UJJJJ 

/~i -I— /~i -I— — \ — \ -I— — \ -I— /~i 

gLgtaatatg 

atcggacttc 

ttacgccgtc 

taggctgttt 

ctcagaatac 

ggttcacccg 


aaatcggcac 

atcatctgct 

tttaegtett 

ccgtaaccac 

ateagcageg 

cgccgactaa 




tegtegttae 

ttccgttaag 

cgcgtctcgt 

atetegggeg 

KQ71 Q 

tcccgtcgaa 

4- 4~~ /~ /~ /~ 4~~ 

taatccactc 

actagctcct 

gcaaactttc 

tggtaactcc 

aacatacgea 

KQ77Q 

tdiacaccaa 

tgaaaaactg 

gcttcgtttg 

gtaegtacat 

aaagccattt 

grggrattaa 


"I - /~i /~i /""" /~i /~i "I - /~i /~i /~i 

tggcggtggg 

4~ /~i 4~~ 4~~ /~i /~i — \ — \ /*- 

tgttggaaac 

aattttagct 

tattctcgeg 

egtaacatet 

acccccgcca 


ccaatgttaa 

atgcgtcacg 

gggagggaca 

cgagataatc 

tgcgagcgta 

ggg tec tcca 

t>yy jy 

/— -I— -I— s— — \ — \ /— — \ -I— /— 

cttcaacatc 

aaatgtrccg 

caaaggtege 

gatccaccgc 

ccccgatccc 

gc tgcaagra 

7nni q 

aggccactcg 

arccaaaaac 

aegcagttat 

tattggatga 

taccgcccat 

g lc l tcccgg 

/uu/y 

tgcgattgag 

crcacrrcga 

aegtaactgg 

caacagatct 

gtcaccgggt 

ccgaccccgc 

7ni 

gaacaaca Lg 

iccaaaiLii 

gcgatctcgc 

ctccatgttt 

gcggggtatg 

gaaat taagc 

701 QQ 

/ uxyy 

atcccccgca 

4~ *^ 4~~ *^ *^ ^ *^ 4~ 

Tzaraaaa rac 

gecctggtag 

cacgctcgtt 

aaaataaaac 

g l tacgecg l 


■4— — \ 4~~ — \ — \ — \ 4~~ — \ 

TzataagaTiac 

ggttgaatga 

tatggaaatt 

ccatattaaa 

gcgtttatcg 

gaacat taac 

7fl31 Q 

/U3±y 

crcgaacmg 

ccgrcccg rg 

atcgtgtgat 

cgccaacctt 

aggtccacac 

cgaaTzatgag 

/ u j / y 

^^^^^^^^^^ 

aaaiaiaiaa 

cracacgcaa 

acattcaaaa 

caccgtggta 

teattaaegt 

carargaaaa 

7f>4^Q 

/utjy 

gatccaatca 

atccaatcaa 

ccacacctcc 

tacegtttag 

cacgtcagct 

atgtgacatg 

70499 

ctccaaacat 

acgtaaacat 

ttagagaggg 

tgttataaca 

gtctgtcagg 

eggggtatat 

70559 

tctacataat 

acaaggatcg 

gctttaactt 

tgtcaacatt 

tttactttgg 

actataaact 

70619 

gcgactgaac 

gtt atg aac cca ccc caa gcc cgc gtc teg gaa cag 

70665 


Met Asn Pro Pro Gin Ala Arg Val Ser Glu Gin 
12090 12095 

aca aag gac ttg ctt age gtt atg gtt aac cag cac ccc gaa gag 70710 
Thr Lys Asp Leu Leu Ser val Met val Asn Gin His Pro Glu Glu 
12100 12105 12110 

gac gca aaa gtg tgt aaa tec agt gat aat tea ccg ctt tat aac 70755 
Asp Ala Lys Val Cys Lys Ser Ser Asp Asn Ser Pro Leu Tyr Asn 
12115 12120 12125 

acc atg gtt atg tta teg tat ggg ggt gat acg gac tta eta tta 70800 
Thr Met Val Met Leu Ser Tyr Gly Gly Asp Thr Asp Leu Leu Leu 
12130 12135 12140 

age tct gca tgt acc cgc aca tct acc gta aac agg teg gcg ttt 70845 
Ser Ser Ala Cys Thr Arg Thr Ser Thr Val Asn Arg Ser Ala Phe 
12145 " 12150 ^ 12155 

acg caa cac tec gtg ttt tat att ata tec acg gtg ttg att caa 70890 
Thr Gin His Ser Val Phe Tyr lie lie Ser Thr Val Leu lie Gin 
12160 12165 12170 

cca ata tgt tgt ate ttc ttt ttt ttt tac tat aaa gcg aca cgc 70935 
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Pro lie Cys Cys lie Phe Phe Phe Phe Tyr Tyr Lys Ala Thr Arg 
12175 12180 12185 

tgt atg etc tta ttc aca gec ggg tta ctt ctg acg att eta cat 70980 
Cys Met Leu Leu Phe Thr Ala Gly Leu Leu Leu Thr lie Leu His 
12190 12195 12200 

cac ttt cga ctt att att atg tta ttg tgt gtc tac aga aat ata 71025 
His Phe Arg Leu lie lie Met Leu Leu Cys val Tyr Arg Asn lie 
12205 12210 12215 

cga tea gac ctg eta ccc tta tct aca tec cag caa ctg ctg ctt 71070 
Arg Ser Asp Leu Leu Pro Leu Ser Thr Ser Gin Gin Leu Leu Leu 
12220 12225 12230 

gga att att gtt gtg act cga aca atg eta ttt tgt att acg gcg 71115 
Gly lie lie val val Thr Arg Thr Met Leu Phe Cys lie Thr Ala 
12235 12240 ' 12245 

tat tat act ctt ttt ata gac acc egg gtg ttc ttt ttg att ace 71160 
Tyr Tyr Thr Leu Phe lie Asp Thr Arg Val Phe Phe Leu lie Thr 
12250 12255 12260 

gga cac ttg caa agt gag gtt att ttt cca gat age gtt tea aaa 71205 
Gly His Leu Gin Ser Glu val lie Phe Pro Asp Ser val Ser Lys 
12265 12270 12275 

ata ctt cct gtg teg tgg ggt cca agt cca gec gtg tta ctg gta 71250 
lie Leu Pro Val Ser Trp Gly Pro Ser Pro Ala val Leu Leu Val 
12280 12285 12290 

atg gcg gca gtt att tac get atg gac tgt ttg gtg gac acg gta 71295 
Met Ala Ala val lie Tyr Ala Met Asp Cys Leu val Asp Thr val 
12295 12300 12305 

tec ttt att ggg cca agg gtg tgg gtc cgt gtt atg tta aaa aca 71340 
Ser Phe lie Gly Pro Arg Val Trp Val Arg val Met Leu Lys Thr 
12310 ~ 12315 12320 

tct att teg ttt tag tccatttcaa taaatgtact ataattgttc agtctaaaaa 71395 
Ser lie Ser Phe 

12325 

taatgttggg tatttataat taccgccccc gtgttacttg gaaacaccca tacatatgtt 71455 

ccactctaca tcaaacttct cgcagttttc ttgttcccgc acaegtttae aegtceggat 71515 

teaagtcgea aegctgetga caaa atg aca acg gtt tea tgt ccc get aac 71566 

Met Thr Thr Val Ser Cys Pro Ala Asn 
12330 

gtg att act aca acg gaa tct gat cgt att get ggg tta ttt aac 71611 
Val lie Thr Thr Thr Glu Ser Asp Arg lie Ala Gly Leu Phe Asn 
12335 12340 12345 

ate cca gcg ggg ate att cca act gga aat gtg ctg tea acc ata 71656 
lie Pro Ala Gly lie lie Pro Thr Gly Asn Val Leu Ser Thr lie 
12350 12355 12360 

gag gtg tgt gca cac cgt tgc att ttt gat ttt ttt aaa caa ata 71701 
Glu Val Cys Ala His Arg Cys lie Phe Asp Phe Phe Lys Gin lie 
12365 12370 12375 

Page 91 


cga tea gat gat aac age 
Arg Ser Asp Asp Asn Ser 
12380 12385 


591508037SeqLi stAug2010 
ctt tac teg get caa ttc gat att ctt 
Leu Tyr Ser Ala Gin Phe Asp lie Leu 
12390 


71746 


ttg ggg aca tac tgc aat aca tta aac ttt gtg cgt ttt eta gaa 
Leu Gly Thr Tyr Cys Asn Thr Leu Asn Phe val Arg Phe Leu Gl u 
12395 12400 12405 


71791 


ctt gga ctg tct gtc get tgc ate tgt act aaa ttt ccg gag ctg 71836 
Leu Gly Leu Ser val Ala Cys lie Cys Thr Lys Phe Pro Glu Leu 


12410 


12415 


12420 


get tac gtg cga gat ggc gtt att caa ttt gag 
Ala Tyr Val Arg Asp Gly Val lie Gin Phe Glu 
12425 12430 12435 


gta caa caa ccc 71881 
Val Gin Gin Pro 


atg ata gca cgt gat ggc 


cca cat ccc gtc gat cag cct gtt cat 
Met lie Ala Arg Asp Gly Pro His Pro Val Asp Gin Pro val His 
12440 12445 12450 


71926 


aat tat atg gtt aag egg ata cac aag cgt teg 
Asn Tyr Met Val Lys Arg lie His Lys Arg Ser 
12455 12460 12465 


tta age get gcg 71971 
Leu Ser Ala Ala 


ttt gca att gca teg gaa gcg ttg agt ttg tta agt aac aca tat 
Phe Ala lie Ala Ser Glu Ala Leu Ser Leu Leu Ser Asn Thr Tyr 
12470 12475 12480 


72016 


gtc gat ggg aca gag att gac tea teg tta cgt ata aga get ate 
Val Asp Gly Thr Glu lie Asp Ser Ser Leu Arg lie Arg Ala lie 
12485 ' 12490 12495 


72061 


caa cag atg get cgt aat tta cgc ace gtt ttg gac tea ttt gaa 
Gin Gin Met Ala Arg Asn Leu Arg Thr Val Leu Asp Ser Phe Glu 
12500 12505 " 12510 


72106 


cga ggc act gee gat caa ctt ctt ggt gtt eta ttg gag aaa gee 72151 
Arg Gly Thr Ala Asp Gin Leu Leu Gly val Leu Leu Glu Lys Ala 
12515 12520 12525 


cca ccg eta teg ctg ctt tea cca att aat aaa ttc caa ccc gag 
Pro Pro Leu Ser Leu Leu Ser Pro lie Asn Lys Phe Gin Pro Glu 
12530 12535 12540 


72196 


gga cat eta aat cgt gtt gca cgc gcg gee eta ctt teg gac etc 72241 
Gly His Leu Asn Arg val Ala Arg Ala Ala Leu Leu Ser Asp Leu 


12545 


12550 


12555 


aaa cgt aga gtc tgt gcg gat atg ttt ttt atg acc cga cac gee 
Lys Arg Arg Val Cys Ala Asp Met Phe Phe Met Thr Arg His Ala 
12560 ' 12565 12570 


72286 


agg gaa cct agg ctg ate tct gcg tat ctg teg gat atg gtt teg 
Arg Glu Pro Arg Leu lie Ser Ala Tyr Leu Ser Asp Met Val Ser 
12575 12580 12585 


72331 


tgc acc caa cca teg gtg atg gta tea cga ata act cat aca aac 
Cys Thr Gin Pro Ser Val Met Val Ser Arg lie Thr His Thr Asn 
12590 12595 12600 


72376 


act cgc gga egg cag gtt gac ggt gtg ttg gta 
Thr Arg Gly Arg Gin Val Asp Gly Val Leu Val 


aca aca gca acc 72421 
Thr Thr Ala Thr 


12605 


12610 


12615 
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tta aaa egg caa eta tta 

Leu Lys Arg Gin Leu Leu 
12620 12625 

gec 


cag gg 
Gin Gly 


a att tta caa att gac gac acc 
lie Leu Gin lie Asp Asp Thr 
12630 


gec get gac gta cca gta aca tat ggc gaa atg gtt eta cag ggg 
Ala Ala Asp Val Pro Val Thr Tyr Gly Glu Met Val Leu Gin Gly 
ih> :, .s 12640 12645 


12635 

aca aac ttg gta acc gec 
Thr Asn Leu Val Thr Ala Leu Va 
12650 12655 


ctt gtg atg gga aag 
Met G 


y Lys Ala Val 
12660 


gec gtc cgc gga 
Arg Gly 


72466 


72511 


72556 


atg gat gat gta gec cgc cat etc ctt gat ata acc gac cct aac 72601 

Met Asp Asp val Ala Arg His Leu Leu Asp lie Thr Asp Pro Asn 
12665 12670 12675 

acg tta aac ata ccg tct ata ccc cca caa tec aac tec gat tea 72646 

Thr Leu Asn lie Pro Ser lie Pro Pro Gin Ser Asn Ser Asp Ser 
12680 12685 12690 

acg aca get ggg ctt ccg gtt aac gec cgt gtt cct gcg gat tta 72691 

Thr Thr Ala Gly Leu Pro Val Asn Ala Arg Val Pro Ala Asp Leu 
12695 12700 12705 


gtg 

Val 
12710 


att gtt ggg gat aaa ctt gta ttc tta gaa gca tta gaa egg 72736 
lie val Gly Asp Lys Leu val Phe Leu Glu Ala Leu Glu Arg 


12715 


12720 


egg gtc tac caa get acg cgc gtt gec tac cct 
Arg Val Tyr Gin Ala Thr Arg Val Ala Tyr Pro 
12725 12730 12735 


ctt att gga aat 
Leu lie Gly Asn 


72781 


ata gat att acg ttt ate 
lie Asp lie Thr Phe lie Met 
12740 12745 


atg cca atg gga gtg ttt cag gca aac 72826 
Pro Met Gly Val Phe Gin Ala Asn 


12750 


tec atg gac aga tat aca cga cac gec ggc gat ttt tea act gta 72871 

Ser Met Asp Arg Tyr Thr Arg His Ala Gly Asp Phe Ser Thr Val 

12755 12760 " 12765 

tec gaa cag gat cca cgt caa ttt cca ccc caa ggg att ttt ttt 72916 

Ser Glu Gin Asp Pro Arg Gin Phe Pro Pro Gin Gly lie Phe Phe 


12770 


12775 


12780 


tat aat aaa gat ggg ata 
Tyr Asn Lys Asp Gly 


12785 


tta aca cag ttg act ctt cgt gat gca 
lie Leu Thr Gin Leu Thr Leu Arg Asp Ala 
12790 12795 


72961 


atg ggt acc ate tgc cac agt tea ttg ctt gat gtc gag gee aca 73006 

Met Gly Thr lie Cys His Ser Ser Leu Leu Asp val Glu Ala Thr 

12800 12805 12810 

ctt gtt gec etc cgc caa caa cat tta gat cgt cag tgt tat ttt 73051 

Leu Val Ala Leu Arg Gin Gin His Leu Asp Arg Gin Cys Tyr Phe 

12815 12820 12825 


ggt gta tac gtg gec gag 
Gly Val Tyr Val Ala Glu 
12830 12835 


ggt aca gag gac aca ttg gat gtt caa 
Gly Thr Glu Asp Thr Leu Asp Val Gin 
12840 


73096 


atg 
Met 


ggg agg ttt atg gaa 
Gly Arg Phe Met Glu 


acg tgg gca gat atg 
Thr Trp Ala Asp Met 
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atg cct cat cac 73141 
Met Pro His His 


12845 
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12850 12855 


cct 
Pro 
12860 


cat tgg gta aac 
His Trp Val Asn 


gaa cat tta aca att eta cag ttt ata get 
Glu His Leu Thr lie Leu Gin Phe lie Ala 
12865 12870 


73186 


ccg 
Pro 
12875 


age aac ccg cgt 
Ser Asn Pro Arg 


eta agg ttt gaa tta aac ccc gec ttt gat 
Leu Arg Phe Glu Leu Asn Pro Ala Phe Asp 
12880 12885 


73231 


ttt 
Phe 
12890 


ttt gtt gca ccg 
Phe Val Ala Pro 


ggg gac gta gac ctt ccc gga ccg cag cgt 
Gly Asp Val Asp Leu Pro Gly Pro Gin Arg 
12895 12900 


73276 


ccc 
Pro 
12905 


ccg gaa gec atg 
Pro Glu Ala Met 


cca acc gtt aac gca aca tta egg att ate 
Pro Thr Val Asn Ala Thr Leu Arg lie lie 
12910 12915 


73321 


aac 
Asn 
12920 


gga aac att ccc 
Gly Asn lie Pro 


gtg 

Val 
12925 


cct eta 
Pro Leu 


tgt ccc att 
Cys Pro lie 

12930 


tea ttt cga gac 73366 
Ser Phe Arg Asp 


tgt 
Cys 
12935 


cgc gga acc caa 
Arg Gly Thr Gin 


etc 
Leu 
12940 


ggt ttg 
Gly Leu 


gga aga cat 
Gly Arg His 

12945 


aca atg acc ccg 73411 
Thr Met Thr Pro 


gca 
Ala 
12950 


acc att aaa gec 
Thr lie Lys Ala 


gta 
Val 
12955 


aag gat 
Lys Asp 


aca ttt gaa 
Thr Phe Glu 

12960 


gac cgc gca tac 73456 
Asp Arg Ala Tyr 


cca 
Pro 
12965 


act att ttc tac 
Thr lie Phe Tyr 


atg 
Met 
12970 


eta gag 
Leu Glu 


get gtt att 
Ala Val lie 

12975 


cat gga aac gaa 73501 
Hi s Gly Asn Gl u 


aga 
Arg 
12980 


aac ttc tgt gcg 
Asn Phe Cys Ala 


tta 
Leu 
12985 


ctg cga 
Leu Arg 


ctg tta aca 
Leu Leu Thr 

12990 


cag tgt att cgc 73546 
Gin Cys lie Arg 


ggg 

Gly 
12995 


tat tgg gag caa 
Tyr Trp Glu Gin 


tec 
Ser 
13000 


cac agg 
His Arg 


gtg gca ttt 
Val Ala Phe 

13005 


gta aat aac ttt 73591 
Val Asn Asn Phe 


cac 
His 
13010 


atg tta atg tac 
Met Leu Met Tyr 


ata 
He 
13015 


act aca 
Thr Thr 


tat etc gga 
Tyr Leu Gly 

13020 


aac ggt gag ctt 
Asn Gly Glu Leu 


73636 


ccc 
Pro 
13025 


gaa gtc tgt att 
Glu Val Cys lie 


aat 
Asn 
13030 


ata tat 
lie Tyr 


egg gat tta 
Arg Asp Leu 

13035 


ctg cag cat gta 73681 
Leu Gin His Val 


aga 
Arg 
13040 


gca tta cgc caa 
Ala Leu Arg Gin 


act 
Thr 
13045 


ata acc 
lie Thr 


gat ttt aca 
Asp Phe Thr 

13050 


ata caa gga gag 73726 
lie Gin Gly Glu 


ggc 

Gly 
13055 


cat aac ggc gag 
His Asn Gly Glu 


acc 
Thr 
13060 


teg gaa 
Ser Glu 


gcg eta aat 
Ala Leu Asn 

13065 


aac ate ctt acg 73771 
Asn lie Leu Thr 


gat 
Asp 
13070 


gac acg ttt att 
Asp Thr Phe lie 


gca 
Ala 
13075 


cct att 
Pro lie 


eta tgg gat 
Leu Trp Asp 

13080 


tgt gat gcg tta 73816 
Cys Asp Ala Leu 


ata tac cgt gat gaa gec gee cga 


gac cga etc 
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ccc gca att cgt 73861 
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lie Tyr Arg Asp Glu Ala Ala Arg Asp Arg Leu Pro Ala lie Arg 
13085 ~ 13090 " 13095 

gta age ggg cga aac gga tac caa gec ctt cac ttt gtg gat atg 73906 
Val Ser Gly Arg Asn Gly Tyr Gin Ala Leu His Phe Vat Asp Met 
13100 13105 13110 

gec ggg cat aac ttc caa cga cgc gat aat gtg tta ate cac ggg 73951 
Ala Gly His Asn Phe Gin Arg Arg Asp Asn Val Leu lie His Gly 
13115 13120 13125 

aga ccc gtt egg gga gac acg ggt cag ggt att ccc att act cca 73996 
Arg Pro Val Arg Gly Asp Thr Gly Gin Gly lie Pro lie Thr Pro 
13130 13135 13140 

cac cat gac cgt gaa tgg ggt att etc tec aag att tac tac tat 74041 
His His Asp Arg Glu Trp Gly lie Leu Ser Lys lie Tyr Tyr Tyr 
13145 13150 13155 

att gtc att cct gca ttt tec cgc ggt tec tgt tgt aca atg ggc 74086 
lie val lie Pro Ala Phe Ser Arg Gly Ser Cys Cys Thr Met Gly 
13160 13165 13170 

gtg cgt tat gat cgc eta tac cct gcg tta cag gca gtt ate gtt 74131 
Val Arg Tyr Asp Arg Leu Tyr Pro Ala Leu Gin Ala Val lie Val 
13175 13180 13185 

ccg gaa att ccc get gat gaa gaa gee cca act acc cca gaa gat 74176 
Pro Glu lie Pro Ala Asp Glu Glu Ala Pro Thr Thr Pro Glu Asp 
13190 13195 13200 

cca aga cac cct ctt cac gca cac caa etc gtt ccg aac tct ctt 74221 
Pro Arg His Pro Leu His Ala His Gin Leu val Pro Asn Ser Leu 
13205 13210 13215 

aac gtt tac ttc cat aat gca cac eta acc gtt gat ggt gat gca 74266 
Asn Val Tyr Phe His Asn Ala His Leu Thr val Asp Gly Asp Ala 
13220 13225 13230 

ttg etc aca eta caa gag tta atg gga gat atg get gaa cga acg 74311 
Leu Leu Thr Leu Gin Glu Leu Met Gly Asp Met Ala Glu Arg Thr 
13235 13240 13245 

acg gee att tta gta tea age gee ccc gat gcg gga gec gee acg 74356 
Thr Ala lie Leu Val Ser Ser Ala Pro Asp Ala Gly Ala Ala Thr 
13250 13255 13260 

gca aca acc aga aat atg aga ata tat gac gga gcg ctt tac cat 74401 
Ala Thr Thr Arg Asn Met Arg lie Tyr Asp Gly Ala Leu Tyr His 
13265 13270 13275 

ggc ctt att atg atg gca tat cag gcg tac gat gaa acc att gca 74446 
Gly Leu lie Met Met Ala Tyr Gin Ala Tyr Asp Glu Thr lie Ala 
13280 13285 13290 

acg ggt act ttt ttt tat ccc gtt ccg gtc aac cct ctg ttt gca 74491 
Thr Gly Thr Phe Phe Tyr Pro Val Pro Val Asn Pro Leu Phe Ala 
13295 13300 13305 

tgt ccg gaa cat ttg gca tea ttg cgt gga atg aca aat get agg 74536 
Cys Pro Glu His Leu Ala Ser Leu Arg Gly Met Thr Asn Ala Arg 
13310 13315 ~ 13320 
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egg gtt ttg gca aaa atg 
Arg Val Leu Ala Lys Met 
13325 13330 
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gta cca cca ate cct cct ttt ctg gga 
val Pro Pro lie Pro Pro Phe Leu Gly 
13335 


74581 


gec aac cac cac gca act ata cgc caa ccc gtt gec tac cat gta 
Ala Asn His His Ala Thr lie Arg Gin Pro Val Ala Tyr His Val 
13340 13345 " 13350 


74626 


acg cat agt aag teg gat ttt aat act ctt aca tat tct ctt ctt 
Thr His Ser Lys Ser Asp Phe Asn Thr Leu Thr Tyr Ser Leu Leu 
13355 13360 13365 


74671 


gga ggg tat ttt aag ttt 
Gly Gly Tyr Phe Lys Phe 
13370 ' 13375 


aca cca ata tct ctt aca cat caa eta 
Thr Pro lie Ser Leu Thr His Gin Leu 
13380 


74716 


cga 
Arg 
13385 


acg gga 
Gly 


Thr 


ttt cac ccc 
Phe His Pro G 
13390 


ggg 


att gec ttt acc 
y lie Ala Phe Thr 

13395 


gta gtg cgc cag 
Val Val Arg Gin 


74761 


gat cgc ttt gec aca gag caa ctt tta tat gec gag cgt get tct 
Asp Arg Phe Ala Thr Glu Gin Leu Leu Tyr Ala Glu Arg Ala Ser 
13400 ~ 13405 13410 


74806 


gaa teg tac ttt gtc 
Glu Ser Tyr Phe Val 
13415 13420 


gga caa ate caa gta cac cat cat gat get 74851 
Gly Gin lie Gin Val His His His Asp Ala 


13425 


att 

lie GTy GTy val Asn Phe 
13430 ' ' 13435 


ggg ggg gta aac ttt 


acc eta acc caa ccc aga get cac gtg 
Thr Leu Thr Gin Pro Arg Ala His Val 
13440 


74896 


gac ctg gga gtc ggg tat 
Asp Leu Gly Val Gly Tyr 


13445 


aca get gta tgt gec 
Thr Ala Val Cys Ala 
13450 13455 


aca gca gee ctg 74941 
Thr Ala Ala Leu 


cga tgc cct etc acg gat atg ggc aat act gec 
Arg Cys Pro Leu Thr Asp Met Gly Asn Thr Ala 


caa aat ctt ttt 74986 
Gin Asn Leu Phe 


13460 


13465 


13470 


ttt tea cga gga gga gtg 
Phe Ser Arg Gly Gly Val 
13475 


cca atg tta cat gat aac gtt acc gaa 
Pro Met Leu His Asp Asn val Thr Glu 
13480 13485 


75031 


teg ttg cgt cgt ata aca gca teg ggg ggt cgc tta aat ccc acc 
Ser Leu Arg Arg lie Thr Ala Ser Gly Gly Arg Leu Asn Pro Thr 
13490 13495 13500 


75076 


gaa ccc eta ccc ate ttc ggc gga eta cgt cct get aca teg gca 
Glu Pro Leu Pro lie Phe Gly Gly Leu Arg Pro Ala Thr Ser Ala 
13505 13510 13515 


75121 


gga att gca cga ggg caa gec tct gtg tgt gag ttt gtg gec atg 
Gly lie Ala Arg Gly Gin Ala Ser Val Cys Glu Phe val Ala Met 
13520 13525 13530 


75166 


ccg gtg tec act gac eta caa tat ttt aga act gca tgc aat cct 
Pro Val Ser Thr Asp Leu Gin Tyr Phe Arg Thr Ala Cys Asn Pro 
13535 13540 13545 


75211 


aga ggt cga gca tct gga 
Arg Gly Arg Ala Ser Gly 
13550 ~ 13555 


atg tta tat atg ggt gac cgt gac gec 
Met Leu Tyr Met Gly Asp Arg Asp Ala 
13560 
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gac ata gag get ata atg ttt gat cac aca caa 
Asp lie Glu Ala lie Met Phe Asp His Thr Gin 
13565 13570 13575 


teg gat gtt get 75301 
Ser Asp Val Ala 


tat aca gat cga gca act ctt aac cca tgg gca tea caa aaa cat 
Tyr Thr Asp Arg Ala Thr Leu Asn Pro Trp Ala Ser Gin Lys His 
13580 13585 13590 


75346 


tea tac ggt gac agg eta 
Ser Tyr Gly Asp Arg Leu 


13595 


13600 


tac aac gga aca tac aac ctt aca ggc 75391 
Tyr Asn Gly Thr Tyr Asn Leu Thr Gly 


13605 


get tct cct ate tac age cca tgc ttt aag ttt ttt aca cca gcg 
Ala Ser Pro lie Tyr Ser Pro Cys Phe Lys Phe Phe Thr Pro Ala 
13610 13615 13620 


75436 


gag gtt aac act aat tgt aat aca ctg gat egg ctt eta atg gag 
Glu Val Asn Thr Asn Cys Asn Thr Leu Asp Arg Leu Leu Met Glu 
13625 13630 13635 


75481 


gca aag get gtg gcg teg 
Ala Lys Ala Val Ala Ser 


13640 


caa age tec acc gac act gaa tat caa 
Gin Ser Ser Thr Asp Thr Glu Tyr Gin 
13645 13650 


75526 


ttt aaa cgc cct ccc ggt tct acc gaa atg aca 
Phe Lys Arg Pro Pro Gly Ser Thr Glu Met Thr 


13655 


13660 


13665 


cag gat ccg tgt 75571 
Gin Asp Pro Cys 


ggc ctt ttt caa gaa gca tat cca cca eta tgc 
Gly Leu Phe Gin Glu Ala Tyr Pro Pro Leu Cys 


13670 


13675 


13680 


tea age gat gcg 75616 
Ser Ser Asp Ala 


gec atg tta cga acg get cac gcg 

Ala Met Leu Arg Thr Ala His Ala GTy Glu Thr Gly Ala Asp Glu 
13685 13690 13695 


gga gaa acc 
31 \ " 


geig gca gat gaa 75661 


gtt cac tta gee caa tat ctg att cga gac gcg teg ccc ctt agg 
Val His Leu Ala Gin Tyr Leu lie Arg Asp Ala Ser Pro Leu Arg 
13700 13705 ' 13710 


75706 


gga tgt ctt cct ctt ccg cga taa tttcaccacg cccacatacc 
Gly Cys Leu Pro Leu Pro Arg 
13715 13720 


75750 


cactcccaat aaaagccctg tagagegcat tggcatctta cttgagattt ggatacgetc 75810 

ggccgacttg gtctgtttca cgcttcctta aacaac atg get atg cca ttt gag 75864 

Met Ala Met Pro Phe Glu 
13725 


ata gag gta 
lie Glu val Leu Leu 
13730 


ttg tta cca gga gaa eta tec ccg gcg gaa aca tct 75909 
Pro Gly Glu Leu Ser Pro Ala Glu Thr Ser 


13735 


13740 


gca tta cag aaa tgt gag gga aaa 
Ala Leu Gin Lys Cys Glu Gly Lys 
13745 """ 


att att acc ttc tea acc ctg 
lie lie Thr Phe Ser Thr Leu 
13750 13755 


75954 


cgt cat cga get tea ctg gtg gat ata gcg ctg teg tea tat tac 
Arg His Arg Ala Ser Leu Val Asp lie Ala Leu Ser Ser Tyr Tyr 
13760 13765 13770 


75999 
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att aac ggt get cca cca gac acg etc teg ctg tta gag gca tac 
lie Asn Gly Ala Pro Pro Asp Thr Leu Ser Leu Leu Glu Ala Tyr 
13775 13780 13785 


76044 


cga atg cga 
Arg Met Arg 

13790 


ttc gcg gca gtt ata aca egg gtc ate ccg gga aag 
Phe Ala Ala Val lie Thr Arg Val lie Pro Gly Lys 


13795 


13800 


76089 


ttg ttg gcg cat gec att ggc gtg ggt act cct aca ccc 
Leu Leu Ala His Ala lie Gly val Gly Thr Pro Thr Pro Gly Leu 
13805 13810 13815 


ggg ttg 

31\ 


76134 


ttt att caa aat aca tec ccc gtt gat ctt tgt aat ggc gat tac 
Phe lie Gin Asn Thr Ser Pro Val Asp Leu Cys Asn Gly Asp Tyr 
13820 13825 13830 


76179 


ate tgc tta ctt cct ccg gtt ttc ggg tec gca gac tea att cgc 
lie Cys Leu Leu Pro Pro val Phe Gly Ser Ala Asp Ser lie Arg 
13835 13840 13845 


76224 


ttg gac tct 
Leu Asp Ser val 
13850 


gta gga ctg gaa att gtt ttc cct tta acc ate ccc 76269 
Gly Leu Glu lie val Phe Pro Leu Thr lie Pro 


13855 


13860 


cag acc tta atg cga gaa ate ate 
Gin Thr Leu Met Arg Glu lie lie 

13865 13870 


gee aaa gtg gtt gca 
Ala Lys Val Val Ala 

13875 


egg gee 
Arg Ala 


76314 


gtt gag cgc acg gee gcg ggt get caa att tta ccc cac gaa gtt 
Val Glu Arg Thr Ala Ala Gly Ala Gin lie Leu Pro His Glu Val 
13880 13885 13890 


76359 


eta cga ggc gcg gat gtc att tgt tac aat gga agg cgt tat gaa 76404 
Leu Arg Gly Ala Asp Val lie Cys Tyr Asn Gly Arg Arg Tyr Glu 


13895 


13900 


13905 


etc gaa aca 
Leu Glu Thr 

13910 


aat tta caa cat 
Asn Leu Gin His 


egg gac gga teg gat gcg get att 
Arg Asp Gly Ser Asp Ala Ala lie 
13915 13920 


76449 


cgc aca ttg gtt tta aat eta atg ttt tec ata aac gag gga tgt 
Arg Thr Leu Val Leu Asn Leu Met Phe Ser lie Asn Glu Gly Cys 
13925 13930 13935 


76494 


ctg ctt tta ttg gcg ctg att cca act ttg tta gtc caa gga gca 
Leu Leu Leu Leu Ala Leu lie Pro Thr Leu Leu val Gin Gly Ala 


13940 


13945 


13950 


76539 


cac gac ggt tat gta aat tta ttg ata caa acg gec aat tgc gtt 
His Asp Gly Tyr Val Asn Leu Leu lie Gin Thr Ala Asn Cys val 
13955 13960 13965 


76584 


aga gaa acc ggc cag tta att aat 
Arg Glu Thr Gly Gin Leu lie Asn 

13970 13975 


ata ccg cca atg ccg egg att 
lie Pro Pro Met Pro Arg lie 
13980 


76629 


caa gac ggc cat cgc cga ttt ccc ata tat gaa act att tea tct 
Gin Asp Gly His Arg Arg Phe Pro lie Tyr Glu Thr lie Ser Ser 
13985 ' 13990 13995 


76674 


tgg ata tea aca tea tct aga ctg 
Trp lie Ser Thr Ser Ser Arg Leu 

14000 14005 


ggg gat acc ttg gga act cgc 
Gly Asp Thr Leu Gly Thr Arg 
14010 
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gca att tta cgc gtc 
Ala lie Leu Arg Val 
14015 

tgt gtg ttt gat gga 
Cys val Phe Asp Gly 
14020 

ccc tct act gtt cat 
Pro Ser Thr Val His 
14025 

1C.1C.A 
1 O 1 OH 

ccg gga gac cgc acg 
Pro Gly Asp Arg Thr 
14030 

gec gtg att caa gtg 
Ala Val lie Gin Val 
14035 

taa acaggtgtta 

/DOU/ 

ataaaaacac 

aaccagtcta 

gttacatttc 

aegegtcttg 

tttttattta 

ataggcataa 

/ OoO / 

acacggaatc 

cggtatacat 

gaactgccaa 

tatacaegga 

cataattaat 

gcaaccatca 

7CQT7 

gatcatctga 

cattgttccc 

gtggtacctt 

tacccgtgta 

agtttttgtg 

tctagattac 


ccataccgcc 

tttaattacc 

tctgtcaggt 

tatccaactg 

tttacataga 

tactccacgg 

11C\A1 

ggtctacacc 

taactttact 

gttagggata 

caagctcctg 

tgaggctatt 

atatttcegg 

771 r>7 

/ / ±U/ 

agttaaatcg 

tttaacaaaa 

tagtctaegg 

ccggcgtttt 

ttgtttttgt 

aataaaaaaa 

771 K7 
/ / ±0/ 

aagggtacgc 

cacgctacat 

ccgggaggta 

tggaatgata 

aaacagtaac 

actggagegg 

77007 

aagatagcac 

gtttcccttt 

tcgaggacag 

caaactgttg 

tgetatagee 

aacgatatgg 

77707 

caactgcaga 

atcctggctg 

ctgtttccct 

ctatagaaac 

gtgtacgttt 

gtaaatgtat 

ll'i.Al 
1 1 jH 1 

tggggtgtaa 

agcgagtatg 

tggectaage 

attgagtaac 

gcaacgccct 

atctcactgg 

11 ACM 
1 1 H\) 1 

aagacgtgcc 

agttaaagct 

ctaagaaaaa 

agtgctccaa 

tccaaatata 

atccaatccg 

11 AC1 
1 1 HOI 

acttataacg 

accaacaatc 

gctacaccag 

taccagacgc 

tcgtgtattt 

gaggtaaatg 

7707 
1 1 jL 1 

cagggtctac 

gtaaacgtac 

aacactgacg 

ataatatagc 

acaattcgea 

acggttgacg 

11KR1 
//JO/ 

gccgatataa 

aataaacctc 

teaegggcag 

tttttgtaaa 

taatggccgg 

tcaaacccca 

11C.A1 
1 1 OH 1 

cacccccaga 

attctgttta 

cgcccaccta 

caatttcctg 

cacgaaggag 

teggecataa 

lllCM 

ataaatctgc 

aqtqcqccqc 

atggctccat 

ccattgtgat 

gaaaacegge 

ttatttaata 

111F.1 

1 1 lol 

cataacacga 

acaagctgtg 

acategctat 

gtgetaaaac 

aegeggcatg 

tgategtege 

11R71 
/ / OZ / 

atacatatgt 

aacaacgttt 

aacaactgat 

ccgacgatcc 

aegtaagtta 

tacaaaaaac 

77007 
/ / OO / 

ttgtacttgc 

ttttccggta 

tttgttgatg 

aaacaaaaat 

aattttacaa 

ttggtttgat 

77947 

L LcLcLcLcLcLLLL 

gactatagTm 

tgtacagcat 

caggtcgaat 

aaaattagct 

tcatccacaa 

-7 0AA7 
7(5007 

acagaagatt 

aaaatcttga 

cctcggatac 

cctggaacga 

tagaaagata 

tatagttacc 

78067 

ccaccaaagt 

ttaaatgtat 

ccttaaatac 

caegtaegta 

aaaaatgttt 

gaataegtae 

-7 O 1 O "7 

atatttcttt 

tttttttcca 

gtacaaccat 

atccggtgta 

ta atg gaa 
Met Glu 

gec cat 
Ala His 
14040 

78181 

ttg gca aat 
Leu Ala Asn 

: gaa acc 
i Glu Thr 
14045 

aaa cat gca ctt tgg 
Lys His Ala Leu Trp 
14050 

cat aat gat cac aca 
His Asn Asp His Thr 
14055 

78226 

aaa gga tta 
Lys Gly Leu 

l eta cac 
i Leu His 

gtt gtg ata cct aac 
Val Val lie Pro Asn 
Page 

gcg gqg ctt att gcg 
Ala Gly Leu lie Ala 
99 

78271 
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14060 14065 14070 

gcc gga ata gat ccc gca tta ctg att tta aag aaa ccc gga caa 78316 
Ala Gly lie Asp Pro Ala Leu Leu lie Leu Lys Lys Pro Gly Gin 
14075 14080 14085 

cgc ttc aag gtt gaa gta caa aca aga tat cat get aca ggt caa 78361 
Arg Phe Lys Val Glu Val Gin Thr Arg Tyr His Ala Thr Gly Gin 
14090 14095 14100 

tgc gaa ccg tgg tgt caa gtt ttc gcc gcg tac att ccc gat aac 78406 
Cys Glu Pro Trp Cys Gin Val Phe Ala Ala Tyr lie Pro Asp Asn 
14105 14110 14115 

gcc tta aca aat etc tta ata cca aaa acg gaa cca ttt gtt tea 78451 
Ala Leu Thr Asn Leu Leu lie Pro Lys Thr Glu Pro Phe val Ser 
14120 14125 14130 

cac gtt ttt teg gcc acg cat aat tea ggg gga ttg att tta tea 78496 
His Val Phe Ser Ala Thr His Asn Ser Gly Gly Leu lie Leu Ser 
14135 14140 14145 

ttg cct gtt tat ctt age ccc ggt tta ttc ttt gat gca ttt aac 78541 
Leu Pro val Tyr Leu Ser Pro Gly Leu Phe Phe Asp Ala Phe Asn 
14150 14155 14160 

gtt gta gcg ata cga ata aat act gga aac cgc aag cac cgt gat 78586 
Val Val Ala lie Arg lie Asn Thr Gly Asn Arg Lys His Arg Asp 
14165 14170 14175 

att tgt att atg tat gca gaa eta ate cca aac gga acg cgt tat 78631 
lie Cys lie Met Tyr Ala Glu Leu lie Pro Asn Gly Thr Arg Tyr 
14180 14185 14190 

ttt get gat gga caa egg gta ctt tta tta tgc aaa cag ctg att 78676 
Phe Ala Asp Gly Gin Arg Val Leu Leu Leu Cys Lys Gin Leu lie 
14195 14200 14205 

gcg tat ate cga tgc ace cct cgt ctt gca teg tct ata aaa ata 78721 
Ala Tyr lie Arg Cys Thr Pro Arg Leu Ala Ser Ser lie Lys lie 
14210 14215 14220 

tac gca gag cat atg gtg gca gcc atg ggt gaa tea cac acg tea 78766 
Tyr Ala Glu His Met val Ala Ala Met Gly Glu Ser His Thr Ser 
14225 14230 14235 

aat ggg gac aat att gga ccc gtt tea tec ata ate gat ctt gat 78811 
Asn Gly Asp Asn lie Gly Pro val Ser Ser lie lie Asp Leu Asp 
14240 14245 14250 

cga cag tta act tct gga ggt att gat gac tec cct get gaa aca 78856 
Arg Gin Leu Thr Ser Gly Gly lie Asp Asp Ser Pro Ala Glu Thr 
14255 14260 14265 

cgc ata cag gaa aat aat egg gac gtc ctt gag eta ata aaa egg 78901 
Arg lie Gin Glu Asn Asn Arg Asp Val Leu Glu Leu lie Lys Arg 
14270 14275 14280 

gcc gta aac att gtt aac tec agg cac ccc gtc cga cct tct agt 78946 
Ala Val Asn lie Val Asn Ser Arg His Pro Val Arg Pro Ser Ser 
14285 14290 14295 

tec cgc gtt gca tct ggg ttg ctt caa agt gca aag ggc cac gga 78991 
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Ser Arg Val Ala Ser Gly Leu Leu Gin Ser Ala Lys Gly His Gly 
14300 ' 14305 14310 


gcg caa act tec aac aca gat ccg ate aat aac ggt tec ttt gat 
Ala Gin Thr Ser Asn Thr Asp Pro lie Asn Asn Gly Ser Phe Asp 
14315 14320 14325 


79036 


ggc gtc ctt gag 


ccg cct gga caa gg^g 


. ..... , ... .... ., , .. , aaa 

GTy Val Leu Glu Pro Pro Gly Gin Gly Arg Phe Thr Gly Lys Lys 
14330 14335 " 14340 


cga ttt acg gga aag 


79081 


aac aat teg tec gec age ate cca cct tta caa gac gtt eta ttg 
Asn Asn Ser Ser Ala Ser lie Pro Pro Leu Gin Asp val Leu Leu 
14345 14350 14355 


79126 


ttt acc cca get teg aca gaa ccc caa agt ctt atg gaa tgg ttc 
Phe Thr Pro Ala Ser Thr Glu Pro Gin Ser Leu Met Glu Trp Phe 
14360 14365 14370 


79171 


gac ate tgt tat gee caa tta gtt age ggg gac act cca gca gat 
Asp lie Cys Tyr Ala Gin Leu val Ser Gly Asp Thr Pro Ala Asp 
14375 14380 14385 


79216 


ttc tgg aaa egg cgt ccc eta tea att gta ccg cga cat tac gca 
Phe Trp Lys Arg Arg Pro Leu Ser lie Val Pro Arg His Tyr Ala 
14390 14395 14400 


79261 


gaa tec ccc agt ccg ttg att gta gta tct tac aac gga tec tct 
Glu Ser Pro Ser Pro Leu lie val val Ser Tyr Asn Gly Ser Ser 
14405 14410 ' 14415 


79306 


gec tgg gga gga cgt att acc gga agt 
Ala Trp Gly Gly Arg lie Thr Gly Ser 
14420 


cca att tta tat cac tct 
Pro lie Leu Tyr His Ser 
14425 14430 


79351 


gca cag 
Ala Gin 


get att att gat get gcg tgt ata aat gec egg gtt gac 
Ala lie lie Asp Ala Ala Cys lie Asn Ala Arg val Asp 
14435 14440 14445 


79396 


aat ccc caa age eta cat gtg aca get cgc caa gag eta gtc gcg 
Asn Pro Gin Ser Leu His Val Thr Ala Arg Gin Glu Leu Val Ala 
14450 14455 14460 


79441 


cgt tta ccg ttt ttg get aac gtc eta aat aat caa acc ccc tta 
Arg Leu Pro Phe Leu Ala Asn val Leu Asn Asn Gin Thr Pro Leu 
14465 14470 14475 


79486 


ccc gee ttt aaa cca ggc gec gaa atg ttt tta aac cag gta ttt 
Pro Ala Phe Lys Pro Gly Ala Glu Met Phe Leu Asn Gin val Phe 
14480 14485 14490 


79531 


aaa caa gcg tgt gtg aca teg eta acc caa ggt ctt ata acg gag 79576 
Lys Gin Ala Cys Val Thr Ser Leu Thr Gin Gly Leu lie Thr Glu 


14495 


14500 


14505 


tta caa acg aac ccg act eta caa caa etc atg gaa tat gat att 
Leu Gin Thr Asn Pro Thr Leu Gin Gin Leu Met Glu Tyr Asp lie 
14510 14515 14520 


79621 


gca gat tct tec caa acg gtt att gat gaa att gta gec cgc aca 
Ala Asp Ser Ser Gin Thr Val lie Asp Glu lie Val Ala Arg Thr 
14525 14530 14535 


79666 
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cca gac ctg att cag act ata gtt teg gtg tta acg gaa atg tea 79711 
Pro Asp Leu lie Gin Thr lie Val Ser Val Leu Thr Glu Met Ser 
14540 14545 14550 

atg gat gcg ttt tat aac age tec ttg atg tat gcg gtt ttg gcg 79756 
Met Asp Ala Phe Tyr Asn Ser Ser Leu Met Tyr Ala Val Leu Ala 
14555 14560 14565 

tat ctg tea tct gta tat aca cga cca caa ggt ggg ggg tat ata 79801 
Tyr Leu Ser Ser Val Tyr Thr Arg Pro Gin Gly Gly Gly Tyr lie 
14570 14575 ' 14580 

ccc tac ctt cac get tec ttc cca tgc tgg tta ggt aat cgt tct 79846 
Pro Tyr Leu His Ala Ser Phe Pro Cys Trp Leu Gly Asn Arg Ser 
14585 14590 14595 

ata tat tta ttt gac tat tat aat tea gga ggg gaa ata ctt aag 79891 
lie Tyr Leu Phe Asp Tyr Tyr Asn Ser Gly Gly Glu lie Leu Lys 
14600 14605 14610 

ctt tec aag gtc ccc gtt ccc gta gec tta gaa aag gtt ggt att 79936 
Leu Ser Lys val Pro val Pro Val Ala Leu Glu Lys val Gly lie 
14615 14620 ' 14625 

ggt aat tec aca caa ctg agg ggt aaa ttt ata cgc age gcg gat 79981 
Gly Asn Ser Thr Gin Leu Arg Gly Lys Phe lie Arg Ser Ala Asp 
14630 14635 14640 

att gtt gat att gga att tgt tct aag tat tta ccc ggt caa tgt 80026 
lie Val Asp lie Gly lie Cys Ser Lys Tyr Leu Pro Gly Gin Cys 
14645 ' 14650 14655 

tac gcg tac att tgt eta gga ttt aac cag caa tta caa tec att 80071 
Tyr Ala Tyr lie Cys Leu Gly Phe Asn Gin Gin Leu Gin Ser lie 
14660 14665 14670 

tta gtt tta ccg ggg gga ttt gcg gca tgt ttt tgt att ace gat 80116 
Leu val Leu Pro Gly Gly Phe Ala Ala Cys Phe Cys lie Thr Asp 
14675 ' 14680 14685 

acc eta cag gca gca eta cct gca teg tta ate gga cct att eta 80161 
Thr Leu Gin Ala Ala Leu Pro Ala Ser Leu lie Gly Pro lie Leu 
14690 14695 14700 

gac aga ttc tgc ttc tct att ccc aac ccc cat aaa taa 80200 
Asp Arg Phe Cys Phe Ser lie Pro Asn Pro His Lys 
14705 14710 

attagtgtca ctataaaaac ataacaccag aatctcttca tatgtaattt tacgtcattt 80260 

ctcccgtttc caccccctct taaaatataa aataaccggg tgggtggcat taaacccaca 80320 

agtacccggg cggcaatccg ctagactgtt tttctgetc atg gaa tta caa cgc 80374 

Met Glu Leu Gin Arg 
14715 

ata ttt ccg ctg tac acc get acg ggt gca gcg cgc aaa tta acc 80419 
lie Phe Pro Leu Tyr Thr Ala Thr Gly Ala Ala Arg Lys Leu Thr 
14720 14725 14730 

ccc gag gca gtt cag aga etc tgc gat gca tta acg ctg gat atg 80464 
Pro Glu Ala Val Gin Arg Leu Cys Asp Ala Leu Thr Leu Asp Met 
14735 14740 14745 
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gga tta tgg aag tec ate ctg 
Gty Leu Trp Lys Ser lie Leu 
14750 14755 


acc gat ccc egg gtg aaa ata atg 
Thr Asp Pro Arg Vat Lys lie Met 
14760 


80509 


cga tea act get ttt ata act tta agg ate get ccg ttt ate ccc 
Arg Ser Thr Ala Phe lie Thr Leu Arg lie Ala Pro Phe lie Pro 
14765 14770 ~ 14775 


80554 


ctt caa acg gat act act aat att gec gtt gtt gta gec aca att 
Leu Gin Thr Asp Thr Thr Asn lie Ala Val Val Val Ala Thr lie 
14780 14785 14790 


80599 


tac ate acg cgc cca cgt cag atg aac tta cct ccg aag act ttt 
Tyr lie Thr Arg Pro Arg Gin Met Asn Leu Pro Pro Lys Thr Phe 
14795 14800 14805 


80644 


cat gta att gta aat ttt aat tac gag gtc teg tac gca atg acg 
His Val lie Val Asn Phe Asn Tyr Glu Val Ser Tyr Ala Met Thr 
14810 14815 14820 


80689 


gcg act tta aga att tat ccg gtt gaa aac ata gac cat gtt ttt 
Ala Thr Leu Arg lie Tyr Pro Val Glu Asn lie Asp His Val Phe 
14825 14830 14835 


80734 


gga gca 
Gly Ala 


acg ttt aag aac ccg ate gcg tac ccc ctt cca aca tct 
Thr Phe Lys Asn Pro lie Ala Tyr Pro Leu Pro Thr Ser 
14840 14845 14850 


80779 


att ccg gat cct cga gca gat ccc acc ccc gca gat ctt aca cca 
lie Pro Asp Pro Arg Ala Asp Pro Thr Pro Ala Asp Leu Thr Pro 
14855 14860 14865 


80824 


acg cca aac tta age aac tac tta caa ccc ccg egg ctt ccg aaa 
Thr Pro Asn Leu Ser Asn Tyr Leu Gin Pro Pro Arg Leu Pro Lys 
14870 14875 14880 


80869 


aat cca tac gca tgt aaa gtt att tct ccg gga gtg 
Asn Pro Tyr Ala Cys Lys Val lie Ser Pro Gly Val 


14885 


14890 


14895 


tgg tgg tea 80914 
Trp Trp Ser 


gac gaa cga agg cgt tta tat gta ctg get atg gaa cct aat tta 
Asp Glu Arg Arg Arg Leu Tyr Val Leu Ala Met Glu Pro Asn Leu 
14900 14905 14910 


80959 


W 

14915 


eta tgt ccc gec gcja tgg cat get egg ata ctt ggc tct 81004 
14920 


ata ggg 

lie Gly Leu Cys Pro Ala Gty Trp His Ala Arg lie Leu Gly Ser 


14925 

aat cga etc etc age cat gcg gac gga tgt gat gaa tgt 
' ' "u Ser His Ala Asp Gly Cys Asp Glu Cys 

14935 14940 


gta tta 

Val Leu Asn Arg Leu Le 
14930 


aat cat aga gtt cac gtg ggg gca ctg tat gcg tta ccc cat gtc 
Asn His Arg Val His Vat Gty Ala Leu Tyr Ala Leu Pro His Val 
14945 " 14950 14955 


81049 


81094 


aca aat cat gcg gaa ggt tgt gtg tgt tgg get ccg tgt atg tgg 
Thr Asn His Ala Glu Gty Cys Vat Cys Trp Ala Pro Cys Met Trp 
14960 14965 14970 


81139 


aga aag gee ggt cag egg gaa 
Arg Lys Ala Gty Gin Arg Glu 


tta aaa gtg gag gta 
Leu Lys Vat Glu Val 
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14975 14980 14985 

gcc acg cag gtt ctt ttt gta gat gtc acc acc tgc att cga att 81229 
Ala Thr Gin Val Leu Phe Val Asp Val Thr Thr Cys lie Arg lie 
14990 14995 15000 

acg agt act aaa aat cct cgc att acc gca aat ctt ggc gac gtt 81274 
Thr Ser Thr Lys Asn Pro Arg lie Thr Ala Asn Leu Gly Asp Val 
15005 15010 15015 

ata gcg gga acc aac gcc agt ggt etc tct gta cca gta aat tea 81319 
lie Ala Gly Thr Asn Ala Ser Gly Leu Ser Val Pro Val Asn Ser 
15020 15025 15030 

tct ggg tgg cag ctt tat atg ttt gga gaa aca tta age egg get 81364 
Ser Gly Trp Gin Leu Tyr Met Phe Gly Glu Thr Leu Ser Arg Ala 
15035 15040 15045 

att att aac ggc tgt ggt ctg ctt cag cga att tgc ttc ccc gag 81409 
lie lie Asn Gly Cys Gly Leu Leu Gin Arg lie Cys Phe Pro Glu 
15050 15055 15060 


aca caa aga tta teg ggt gaa ccg gaa cct aca acc acc tag 81451 
Thr Gin Arg Leu Ser Gly Glu Pro Glu Pro Thr Thr Thr 


15065 


15070 


15075 



tataccttaa 

ctcaaccgcc 

gttgtggaaa 

ggtatatgtc 

aacatttaca 

gtaatatatt 

81511 

aaaggttaaa 

tttataaaac 

actcacgttt 

gtgttgtgac 

ttgacgcgaa 

caccgctgtg 

81571 

ctgtaagacc 

cgtcggtaaa 

tgaaaacgta 

atagattege 

cttttacatg 

atecaegtaa 

81631 

tttgccccaa 

accactgttc 

caggegagae 

ttgataccct 

caaacaeggg 

ttccgttgct 

81691 

ttgegtatat 

gagcegtata 

acccacttta 

attcctctaa 

acgtggccat 

tactaaagct 

81751 

attaatggta 

caagaaacca 

tgttttccca 

tgtctacgtg 

gtaccaaaaa 

cacagttgat 

81811 

ttttgtttga 

agtgttctaa 

aacactgtca 

gaaacacttg 

gcgtgttaaa 

cactgtacgc 

81871 

agaaagcagt 

caactctgtc 

ggcatgatcg 

cccaatagca 

ccgatgaaat 

aaaatgcgtg 

81931 

gtgtgcatga 

ggatcatttt 

ttgaaacagt 

tccaacgtcc 

ccttatatct 

gecatagatt 

81991 

ggaacgtcaa 

cctttgcgcg 

tttgccatga 

cttccacact 

cttcaatact 

ctcaaaagat 

82051 

gtttccacaa 

ggtacgaaaa 

ccgttgtgta 

aaggtagaca 

actgacagaa 

actatccgac 

82111 

agagaaaacg 

cgcgaaatgt 

gttcataaca 

ccgctatacg 

catttcgatg 

aggtgetget 

82171 

tettceggtg 

aatattcata 

aaactgtaca 

ctactgacag 

ccttttttaa 

ttcagggctt 

82231 

aegtttgeat 

ttaccgaata 

tcgccatggt 

ttcaaaacta 

cattgggggt 

acagttgtac 

82291 

cctgttgacg 

atagaaaege 

gecaaacatt 

gcccgtcgag 

cagtagcega 

gaacagtgga 

82351 

atatattcac 

aacagttgtg 

aagcgttcca 

attcegggaa 

taacggcctg 

atgaegtegg 

82411 

gttacatcta 

tagcaaaatt 

cagaaaeggg 

atttgggttg 

cgtttcccag 

agacccttgc 

82471 

cgcgtggaac 

aeggggtagg 

ggactccaac 

gtcccaaagc 

gttcatccct 

aegaegcttt 

82531 

agacgttcaa 

aatatcttac 

agattcttca 

ccaagcgtac gaccaaacat 
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atttaacatc aattcacgga atccgcctca tctcttgtaa gcagtaaaac aggaagccgc 82651 

gtcatcttac gtactcgtta cgtatatatc ataaacattt tcagggccgc attcattcac 82711 

tttggtc atg tea ggc cac act cca acc tac get tct cat agg cgt 82757 
Met Ser Gly His Thr Pro Thr Tyr Ala Ser His Arg Arg 
15080 15085 

aac cgt gtc aaa eta gtt gag gcg cat aac cgc gcg ggg tta ttt 82802 
Asn Arg Val Lys Leu Val Glu Ala His Asn Arg Ala Gly Leu Phe 
15090 15095 15100 

aaa gaa egg acc etc gat eta ate cgt ggg gqt gcg agt gta caa 82847 
Lys Glu Arg Thr Leu Asp Leu lie Arg Gly Gly Ala Ser Val Gin 
15105 15110 15115 

gat cca gca ttt gtg tat gec ttt act get gca aaa gag gee tgc 82892 
Asp Pro Ala Phe Val Tyr Ala Phe Thr Ala Ala Lys Glu Ala Cys 
15120 15125 15130 

gec gat tta aat aac cag etc cgc tct gca get cgc ata get tea 82937 
Ala Asp Leu Asn Asn Gin Leu Arg Ser Ala Ala Arg lie Ala Ser 
15135 15140 " 15145 

gtt gaa cag aag att cgt gat ata caa tec aag gtt gag gaa caa 82982 
Val Glu Gin Lys lie Arg Asp lie Gin Ser Lys Val Glu Glu Gin 
15150 15155 15160 

aca agt att caa cag att tta aat aca aac aga cgc tat ata gca 83027 
Thr Ser lie Gin Gin lie Leu Asn Thr Asn Arg Arg Tyr lie Ala 
15165 15170 15175 

ccc gat ttt att cgc gqt ttg gat aaa aca gaa gac gat aat acc 83072 
Pro Asp Phe lie Arg Gly Leu Asp Lys Thr Glu Asp Asp Asn Thr 
15180 15185 ' 15190 

gat aat ata gac aga ctg gaa gac gcg gta gga ccg aac ate gaa 83117 
Asp Asn lie Asp Arg Leu Glu Asp Ala Val Gly Pro Asn lie Glu 
15195 15200 15205 

cac gaa aat cat act tgg ttt gga gaa gac gac gaa gcg tta ctt 83162 
His Glu Asn His Thr Trp Phe Gly Glu Asp Asp Glu Ala Leu Leu 
15210 15215 15220 

aca caa tgg atg ctg acg aca cac ccc cca acc tec aaa tat etc 83207 
Thr Gin Trp Met Leu Thr Thr His Pro Pro Thr Ser Lys Tyr Leu 
15225 15230 15235 

caa ctg cag gac ctt tgc gtt ccc acc aca ata ccg acg gac atg 83252 
Gin Leu Gin Asp Leu Cys val Pro Thr Thr lie Pro Thr Asp Met 
15240 15245 15250 

aac caa atg caa ccg cag ccg ate age aag aac gag aat cca cca 83297 
Asn Gin Met Gin Pro Gin Pro lie Ser Lys Asn Glu Asn Pro Pro 
15255 15260 15265 

acc cca cac acg gat gtg taa atcatccatg ggccaatccg teaactgeaa 83348 
Thr Pro His Thr Asp Val 
15270 15275 

catgcatgga atcaccagaa cgatcacaac agacaagctt atttttatta aagcaegget 83408 
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caacgegaaa gggtggacgt ttttccacaa 

4~ 4~ 4~ /~ /~ 

T. t T. clcLC cLcld. C 

OJ^Do 

ccccatgggt 

1- 1- 1- 1- :a n :a :a -t-t- 
tmagaan 

tccaaattat 

cccgtttaat 

tgtacccatc 

4~ 4~ /~ f~~ /~i /~ 4~ /~ 

ttcacgctca 

oj jiO 

atgaacagm 

atgmmct 

aaattacaga 

ttcgagatag 

acccaggttt 

9 c ggg ac ggg 

OJJOO 

gaacgtatgg 

gcgtgttcaT: 

atatacccat 

cgtcaaaaat 

agctgtaaaa 

accatggaca 

R3K4R 
ojOTo 

gtcgtgtttt 

taatagagag 

ttaattaacg 

cgattttagc 

gagtgagggt 

tctatacgag 

o J / Uo 

ca 9999 aaa 9 

gctaggtatt 

tctagcatag 

tttgcctttt 

aggtttttcg 

l tacaaacca 

o J / Do 

aacagctact 

gtttceggea 

tacgacatgg 

atatggatga 

atacattgtt 

cgcctgtcca 

R3R9R 

gacggttgac 

— \ — \ 4~~ ~~\ s~ s~ 4~~ *^ 4~~ 

aatacctgat 

cacatagaca 

gaaaaattgc 

ccatgtattt 

4- 4~ /^j 4~ 4~ 4~ /^i /^j 

ttagatttgg 

R3RRR 

CT_caagcgm 


aatcgaacgt 

gcggcctgac 

ccacctagat 

gtgaaatgtg 

R3Q4R 

gcaatamt 

tct Laacgrc 

gacaactttg 

cctcgttgga 

aataaccaca 

gcag taarcg 

R4(i(iR 

gagactatag 

cctagtaaca 

ttaaatacgt 

attccctttg 

tactcgagcg 

a id l l tgaag 

O^tUDO 

nggaaarcc 

a Lcccacccg 

gagcaegtae 

tacgcgtacc 

cegggatgea 

Lcgcagatg l 

R41 9R 

cantcgi. 

ggtgttgagt 

catggaacaa 

accaaccccc 

tgaaatcttg 

c l tgaiz tata 

R41 RR 

Ltaa tggaac 

gggccLLacL 

aaatatactg 

gaaccttgcc 

ccaaagagtt 

ggacttgega 

RA7AR 

rrgarcrrra 

tgcattgggc 

caagcactct 

tagaagttat 

ectgetagga 

eg lc l rcccg 


gacaac^gcc 

/— ^4-4-4-/— ^/-i-l-i 

CcLI.1. tCcig td. 

catcggaccc 

egcattatea 

etactaeggt 

Loloogilttl 

OtjDo 

caccagattt 

« y^- /-J y^- 4~ 4~ 4~ 

ggegcttgat 

aegctggcat 

atcgatgtgt 

cctggcgcca 

4--.4--.4--,,— 4-,— 

tatatactcc 

044Z0 

catcrgacar 

ccccggggac 

ttaaattata 

atccctttat 

acacgccgga 

gagcrgaaca 

O't'tOO 

cccgtatttc 

ceggaattet 

ttacgccgga 

tattccagtg 

teaegcagtg 

cgttacggcg 

84548 

taacgcactc 

aaagcttttc 

gaaggcatac 

gcattccggc 

ctcattatac 

ccagccactg 

84608 

ttgttacatc 

gttgttgtgt 

cacgataatt 

cagaaatacg 

ctcggatcac 

cctttatt 

84666 

atg gca cga teg gga 
Met Ala Arg Ser Gly 

ttg gat agg ate gac 
Leu Asp Arg lie Asp 

ata age ccc cag cca 
lie Ser Pro Gin Pro 

84711 


15280 15285 15290 

gec aaa aaa att gec cgt gtg gga ggt eta cag cac cct ttt gta 84756 
Ala Lys Lys lie Ala Arg Val Gly Gly Leu Gin His Pro Phe Val 

15295 15300 15305 

aaa acg gat att aac acg att aac gtt gaa cac cat ttt ata gac 84801 
Lys Thr Asp lie Asn Thr lie Asn Val Glu His His Phe lie Asp 

15310 15315 15320 

acg eta cag aag aca tea ccg aac atg gac tgt cgc ggg atg aca 84846 
Thr Leu Gin Lys Thr Ser Pro Asn Met Asp Cys Arg Gly Met Thr 

15325 15330 ' 15335 

gcg ggt att ttt att cgt tta tec cac atg tat aaa att eta aca 84891 
Ala Gly lie Phe lie Arg Leu Ser His Met Tyr Lys lie Leu Thr 

15340 " 15345 15350 

act ctg gag tct cca aat gat gta acc tac aca aca ccc ggt tct 84936 
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Thr Leu Glu Ser Pro Asn Asp Val Thr Tyr Thr Thr Pro Gly Ser 

15355 15360 15365 

acc aac gca ctg ttc ttt aag acg tec aca cag cct cag gag ccg 84981 
Thr Asn Ala Leu Phe Phe Lys Thr Ser Thr Gin Pro Gin Glu Pro 

15370 15375 15380 

cgt ccg gaa gag tta gca tec aaa tta acc caa gac gac att aaa 85026 
Arg Pro Glu Glu Leu Ala Ser Lys Leu Thr Gin Asp Asp lie Lys 

15385 15390 15395 

cgt att eta tta aca ata gaa teg gag act cgt ggt cag ggc gac 85071 
Arg lie Leu Leu Thr lie Glu Ser Glu Thr Arg Gly Gin Gly Asp 

15400 15405 15410 

aat gee att tgg aca eta etc aga cga aat tta ate acc gca tea 85116 
Asn Ala lie Trp Thr Leu Leu Arg Arg Asn Leu lie Thr Ala Ser 

15415 15420 15425 

act ctt aaa tgg agt gta tct gga ccc gtc att cca cct cag tgg 85161 
Thr Leu Lys Trp Ser Val Ser Gly Pro Val lie Pro Pro Gin Trp 

15430 ' 15435 15440 

ttt tac cac cat aac act aca gac aca tac ggt gat gcg gcg gca 85206 
Phe Tyr His His Asn Thr Thr Asp Thr Tyr Gly Asp Ala Ala Ala 

15445 15450 15455 

atg gcg ttt gga aaa acc aac gaa ccg gcg gca cga gcg ata gtt 85251 
Met Ala Phe Gly Lys Thr Asn Glu Pro Ala Ala Arg Ala lie Val 

15460 15465 ~ 15470 

gaa gca ttg ttt ata gat ccg get gat ate cgt act cct gat cat 85296 
Glu Ala Leu Phe lie Asp Pro Ala Asp lie Arg Thr Pro Asp His 

15475 15480 15485 

tta acg cca gaa get aca act aag ttt ttt aat ttt gac atg etc 85341 
Leu Thr Pro Glu Ala Thr Thr Lys Phe Phe Asn Phe Asp Met Leu 

15490 ' 15495 15500 

aat acc aaa tct cca agt etc ctt gtg ggt aca cca aga ate gga 85386 
Asn Thr Lys Ser Pro Ser Leu Leu val Gly Thr Pro Arg lie Gly 

15505 15510 15515 

acg tat gaa tgt gga ctt tta ate gac gtt cga acg gga ctt ata 85431 
Thr Tyr Glu Cys Gly Leu Leu lie Asp val Arg Thr Gly Leu lie 

15520 15525 15530 

ggc gcg teg ttg gac gtt ctt gta tgt gac agg gac cct tta act 85476 
Gly Ala Ser Leu Asp val Leu val Cys Asp Arg Asp Pro Leu Thr 

15535 15540 ~ 15545 

ggc acc eta aat ccc cac cct gca gaa acc gac att tea ttt ttt 85521 
Gly Thr Leu Asn Pro His Pro Ala Glu Thr Asp lie Ser Phe Phe 

15550 15555 15560 

gaa att aaa tgt cgt get aaa tac etc ttt gat cca gat gac aaa 85566 
Glu lie Lys Cys Arg Ala Lys Tyr Leu Phe Asp Pro Asp Asp Lys 

15565 15570 15575 

aat aac ccg etc ggt egg acg tac acc acg tta ata aat aga cct 85611 
Asn Asn Pro Leu Gly Arg Thr Tyr Thr Thr Leu lie Asn Arg Pro 

15580 15585 15590 

Page 107 


591508037SeqLi stAug2010 
aca atg gca aat eta egg gac ttt tta tat act ata aaa aac cca 85656 
Thr Met Ala Asn Leu Arg Asp Phe Leu Tyr Thr lie Lys Asn Pro 

15595 15600 15605 

tgt gta age ttc ttt gga ccc tea gca aac cca agt aca cgc gag 85701 
Cys Val Ser Phe Phe Gly Pro Ser Ala Asn Pro Ser Thr Arg Glu 

15610 15615 15620 

gec tta ata acg gat cac gtt gaa tgg aaa cgt tta gga ttt aaa 85746 
Ala Leu lie Thr Asp His val Glu Trp Lys Arg Leu Gly Phe Lys 

15625 15630 15635 

ggt ggg agg gec ctt aca gaa etc gac gec cat cat ttg ggc etc 85791 
Gly Gly Arg Ala Leu Thr Glu Leu Asp Ala His His Leu Gly Leu 

15640 15645 15650 

aat egg aca ate tea tec cga gtg tgg gta ttt aat gat ccg gac 85836 
Asn Arg Thr lie Ser Ser Arg Val Trp Val Phe Asn Asp Pro Asp 

15655 15660 15665 

ata caa aag ggg aca att aca acc att gca tgg gec act gga gat 85881 
lie Gin Lys Gly Thr lie Thr Thr lie Ala Trp Ala Thr Gly Asp 

15670 15675 15680 

acg get ctt caa att cct gta ttt gec aat ccg egg cac get aac 85926 
Thr Ala Leu Gin lie Pro Val Phe Ala Asn Pro Arg His Ala Asn 

15685 15690 15695 

ttt aaa caa att gee gta caa acc tat gta tta tec ggt tac ttt 85971 
Phe Lys Gin lie Ala Val Gin Thr Tyr Val Leu Ser Gly Tyr Phe 

15700 15705 15710 

cca gcg eta aaa eta egg ccc ttc ctt gtc acc ttt ata gga cgt 86016 
Pro Ala Leu Lys Leu Arg Pro Phe Leu val Thr Phe lie Gly Arg 

15715 " 15720 15725 

gtg cgc cga cca cac gag gtg gga gtc cca ttg cgc gtc gat aca 86061 
Val Arg Arg Pro His Glu Val Gly Val Pro Leu Arg Val Asp Thr 

15730 15735 15740 

caa gcg get gec att tac gaa tat aac tgg ccg act ate cca ccc 86106 
Gin Ala Ala Ala lie Tyr Glu Tyr Asn Trp Pro Thr lie Pro Pro 

15745 15750 15755 

cac tgt gcg gtt ccg gtt ata gee gtt eta acg cct ate gaa gtt 86151 
His Cys Ala Val Pro Val lie Ala Val Leu Thr Pro lie Glu Val 

15760 15765 15770 

gat gtg cct aga gtg aca caa ata ctt aaa gac aca gga aac aac 86196 
Asp Val Pro Arg Val Thr Gin lie Leu Lys Asp Thr Gly Asn Asn 

15775 15780 15785 

gcg att aca tea gca ttg egg tea ttg cga tgg gac aat ctt cat 86241 
Ala lie Thr Ser Ala Leu Arg Ser Leu Arg Trp Asp Asn Leu His 

15790 15795 15800 

cca gcg gtc gag gag gaa tct gtg gat tgt gca aac ggt aca acg 86286 
Pro Ala Val Glu Glu Glu Ser Val Asp Cys Ala Asn Gly Thr Thr 

15805 15810 15815 

age ttg tta cgt gca acg gag aaa ccg ttg ctt tga actcagagtt 86332 
Ser Leu Leu Arg Ala Thr Glu Lys Pro Leu Leu 
15820 15825 
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f— 4~~ +- +- /-J — \ — \ /-J — \ 

ctttgaagac 

4-4-4-/-i-«/~4-4-4-/-i 

tttgactttg 

atgagaatgt 

aacagaggac 

gccgataaat 

— — — — — « 

ccacacaacg 


ccgcccacga 

gtgatcgatg 

raacaccaaa 

acgaaaaccr 

tcgggaaaga 

gctcccattc 

OCA cro 

caaatgcgca 

— \ — \ — \ 4- s~a 4~" +■ —\ —\ —\ 

aaatgttaaa 

ccctgataaa 

ccctgataaa 

*™ /sj 4~ 4~ 4~ 4~ 

cgttctaata 

aaaacatcaa 

OD DlZ 

— \ -I— s— — \ -I— /~i /~i -I— -I— /~i 

atcatggttg 

gttactgtga 

a Lg lt: Lg lt: l 

4~ 4~ 4~ /^i 4 — 1- r% r% 

tattgcttgg 

ggg l l tacaa 

gtacaaccca 

ODD / C 

cgctactccc 

acccactgtt 

tgatcgc Leg 

tataacagct 

ca tec tcgcg 

4~ /~ /^i 4~ 4~ 4~ 

gtccgtttca 

ODDjl 

-I— — \ -I— /~i -I— -I— /~i — \ /~i -I— 

tatgttgagt 

cattttcata 

gacgtagccg 

tagccttgtg 

at ggg taa tt 

tgtgcggcga 


gaatttctat 

/~i 4~~ /~i /*- /~i /~i 4— +~ 4— 

gtgcaggttt 

racrrr Leg l 

aty tatcccc 

gtacccgctc 

/^i /~i /^i 4~ 4~ 4~ 4~ 

gggtactctt 

OD/ J^i 

s— 4~~ 4~~ — \ s— /~i /~i /— — \ /— 

cttacggcac 

cgtagaaccg 

— i /— 4~ /^i /— /"i 4~ 4~ 4~ 

ac Lgcg l l lc 

tgtcgatgat 

acacatatgc 

acgcatcaat 

OUOli 

ctgagaagca 

acatgacaac 

ggaaaacacg 

gccaggcaag 

ccaaggttcc 

ccgagttgtg 

ODo / L. 

ggaattaacc 

g^ggagattg 

aaccga La La 

gggtcatata 

atcggtccat 

atacgagtgc 

RKQ5"? 

/~4 /~4 /~4 f~ /-J /-J +- -1— ^ 

gcggcggttc 

ccaacg rage 

acaggccacg 

agcgttccca 

gggacggtcc 

4~ 4~~ 4~ —\ s~- ~\ s~- /~a 

tattaacacg 

OCQQ9 

ooyyz 

lytaLalaat 

gcgccaaaa l 

Laa l lc Lga l 

— \ 4~ *^ 4~ *^ /~*4 4~ 

actataaga L 

atacaactga 

caatgtacta 

o / U 

ad tg tagaca 

tggccacgga 

caccga Lgac 

cacag tcccg 

4~ 4~ /~a 4~ 4~ /~a 

tatgtagatg 

attcgccacc 

R71 1 "? 
o / ±±£ 

acaagttcca 

gca rraa tga 

Lacaaa Lagg 

ataca ta teg 

ccatcaacgc 

agccatcaaa 

R71 79 

o / ±/ L. 

ttcacgaaca 

f~~ 4~ /"i s~- /~a r~- r~A rA H - 

ctgcgcgcgt 

aggccccgca 

^ /^l /M ~\ ^ ^ 

dygcgaiaia 

aaaagacgct 

ctgctgtcgt 

O 1 L 

aaatttgcga 

r~ f~ rt t — 1 — 1 — 1 — 1— —\ 4~ 

ccgctnidt 

r*\ <4— <4— s~ /~1 H~ H~ H~ /~l 

gttcgtttcg 

•4— s~ ~\ ~\ ^ ^ ^ ^ 

tCCadttttC 

cgcgtccaca 

aaaatacgtt 

R79Q9 
O/ LVC. 

/i ^ ^ ^ ^^^^^^ 

gtaaatatta 

cacrrg rcgc 

aaaarg tcca 

agatataatg 

tagcagccac 

gccgatttgc 

O / DJC 

4— -1— « -I— — \ — \ « -|— — * 

ttgtaagcta 

araaraacac 

— \ — \ « « « 4— 4— 4— 

aacggcgttt 

aataaccaca 

atgacaaaag 

accccaaaaa 

07^1 -) 

O 1 1 XiL 

agtgttgtgg 

garcracaac 

raaccargca 

acaccggagc 

tttgccggac 

acgttgattt 

R747? 

4_4_,~™4_4_4_,~4_,_ 

ttcgtttctc 

/-j « 4— /n 4- 4- — \ 4- 

ggtgtataat 

cgcggccgtg 

atcagtgtat 

ataccgccat 

ggccattgcc 


gttaaagccg 

4— /^i 4- /~j 4- t 

rgragraagr 

aaargccaca 

— * y-i 4- 4— /~f 4- r~\ 

acgctatgtg 

gttccaaaaa 

caaaaccggg 

R7 RQ? 

gcgctgtatc 

cacctctatt 

tccggaccat 

acccccccat 

ctagggtggc 

gttaaataac 

87652 

tcataatcaa 

ctacggcagc 

ataaaaacaa 

gggatcccgg 

tatattcaga 

agaggcggca 

87712 

attaacgtag 

ccaggagcat 

taccgcaccc 

aaagtgaaca 

tcatcacctg 

aattatccaa 

87772 

attcgccaat 

taagcgtatc 

catttgatga 

tctaacgctt 

ccacctcggg 

tgtcgtggtg 

87832 

tcgtacggcg 

agactttttc 

agaacgcggc 

cccttctttt 

gagttccc atg tct ccc 
Met Ser Pro 

87889 


aac acc ggg gag age aac gec gec gtc tat gcg tec agt aca cag 87934 
Asn Thr Gly Glu Ser Asn Ala Ala Val Tyr Ala Ser Ser Thr Gin 
15830 15835 15840 

etc gcg egg gcg tta tat gga ggg gat ctg gtt teg tgg att aaa 87979 
Leu Ala Arg Ala Leu Tyr Gly Gly Asp Leu val Ser Trp lie Lys 
15845 15850 15855 
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cac acc cac ccg gga att 
His Thr His Pro Gly lie 
15860 15865 
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age ctg gaa ctg caa ttg gat gtt cca 
Ser Leu Glu Leu Gin Leu Asp val Pro 
15870 


88024 


gta aaa eta ata aaa cct ggt atg tea caa act cgc ccg gta acc 
Val Lys Leu lie Lys Pro Gly Met Ser Gin Thr Arg Pro Val Thr 
15875 15880 15885 


88069 


gtc gta cgt gec cct atg 
Val Val Arg Ala Pro Met 
15890 " 15895 


ggc tct ggt aaa aca 
Gly Ser Gly Lys Thr 

15900 


aca gec ttg ctt 88114 
Thr Ala Leu Leu 


gag tgg ctt caa cac gcg tta aag gca gat att 
Glu Trp Leu Gin His Ala Leu Lys Ala Asp lie 
15905 15910 15915 


age gta ctg gtt 88159 
Ser val Leu val 


gtc tea tgt cgc cgt age ttt acc cag acg ttg att caa egg ttt 
Val Ser Cys Arg Arg Ser Phe Thr Gin Thr Leu lie Gin Arg Phe 
15920 15925 15930 


88204 


aac gat gca ggc etc tec gga ttc gta aca tat ttg aca tec gag 
Asn Asp Ala Gly Leu Ser Gly Phe Val Thr Tyr Leu Thr Ser Glu 
15935 15940 15945 


88249 


ttt 


aca tat att atg ggt 
Thr Tyr lie Met Gly Phe 


15950 


aaa cgt ttg att gtg caa ctt gaa age 
Lys Arg Leu lie Val Gin Leu Glu Ser 
15955 15960 


88294 


eta cac cgc gta tec age gaa get ate gac age tac gac gta tta 
Leu His Arg Val Ser Ser Glu Ala lie Asp Ser Tyr Asp Val Leu 
15965 15970 15975 


88339 


ata ctg gat gag gta atg 
lie Leu Asp Glu val Met Ser Va 
15980 15985 


tea gtg att gga caa 
1 lie Gly Gin 


15990 


tta tac tec ccc 
Leu Tyr Ser Pro 


88384 


aca atg aga cgt ctt tec gcg gtt gat age eta tta tat cgt ctt 
Thr Met Arg Arg Leu Ser Ala val Asp Ser Leu Leu Tyr Arg Leu 
15995 16000 16005 


88429 


tta aat cgc tgt tct caa att ate gcg atg gat get aca gta aac 
Leu Asn Arg Cys Ser Gin lie lie Ala Met Asp Ala Thr Val Asn 
16010 ' 16015 16020 


88474 


teg cag ttt att gat tta 
Ser Gin Phe lie Asp Leu 
16025 16030 


ate tec gga ttg cgt gga gat gaa aac 88519 
lie Ser Gly Leu Arg Gly Asp Glu Asn 
16035 


ata cac aca att gtg tgt aca tac gcg gga gtt ggg ttc tec gga 
lie His Thr lie val Cys Thr Tyr Ala Gly Val Gly Phe Ser Gly 
16040 16045 16050 


88564 


aga act tgc acg ate ctg cgt gat atg ggc ate gac acg ctt gtg 
Arg Thr Cys Thr lie Leu Arg Asp Met Gly lie Asp Thr Leu val 
16055 16060 16065 


88609 


cga gtc att aaa cga tct cct gaa cac gag gat gta cgt acc ata 
Arg Val lie Lys Arg Ser Pro Glu His Glu Asp Val Arg Thr lie 
16070 16075 16080 


88654 


cac caa eta cgt gga aca ttt ttt gac gaa eta gca eta cga tta 
His Gin Leu Arg Gly Thr Phe Phe Asp Glu Leu Ala Leu Arg Leu 
16085 16090 16095 
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caa tgt ggg cat aac ate tgt ata ttt tea tea act tta teg ttt 
Gin Cys Gly His Asn lie Cys lie Phe Ser Ser Thr Leu Ser Phe 
16100 ' 16105 16110 


88744 


teg gag eta gtt get cag ttt tgt gca ata ttt aca gac tct att 
Ser Glu Leu val Ala Gin Phe Cys Ala lie Phe Thr Asp Ser lie 
16115 16120 16125 


88789 


ctt att tta aac tea act egg ccc eta tgt aat gta aac gaa tgg 
Leu lie Leu Asn Ser Thr Arg Pro Leu Cys Asn val Asn Glu Trp 
16130 16135 ' 16140 


88834 


aaa cat ttt cgc gtg ttg 
Lys His Phe Arg Val Leu 
16145 


gtg tac act acc gtc 
Val Tyr Thr Thr Val 
16150 16155 


gtg acc gtt gga 88879 
Val Thr Val Gly 


ttg agt ttt gac atg get cat ttt cat age atg ttt get tac ata 
Leu Ser Phe Asp Met Ala His Phe His Ser Met Phe Ala Tyr lie 
16160 16165 16170 


88924 


aag cca atg tea tat ggg ccg gat atg gta teg gtc tac cag tea 
Lys Pro Met Ser Tyr Gly 


16175 


Pro Asp Met Val Ser Val Tyr Gin Ser 
16180 16185 


88969 


tta ggg cgt gta cgt tta ttg eta ctt aat gaa gtt ttg atg tac 
Leu Gly Arg Val Arg Leu Leu Leu Leu Asn Glu Val Leu Met Tyr 
16190 16195 16200 


89014 


a 9 a tQc gga ccc ctg 
Val Asp Gly Ser Arg Thr Arg Cys Gly Pro Leu 


gtc gat ggc tea agg acc 


16205 


16210 


16215 


ttc teg cca atg 
Phe Ser Pro Met 


89059 


tta eta aac ttt acc ate gca aat aaa ttt caa tgg ttt cct aca 
Leu Leu Asn Phe Thr lie Ala Asn Lys Phe Gin Trp Phe Pro Thr 
16220 16225 ' 16230 


89104 


cac acc caa ata act aac aaa ctg tgc tgt gca ttt agg caa cga 
His Thr Gin lie Thr Asn Lys Leu Cys Cys Ala Phe Arg Gin Arg 
16235 16240 16245 


89149 


tgt gca aat gca ttt aca cgc teg aac acc cat etc ttc tea aga 
Cys Ala Asn Ala Phe Thr Arg Ser Asn Thr His Leu Phe Ser Arg 
16250 16255 16260 


89194 


ttt aaa tac aaa cac ctt ttc gag aga tgc tct ctt tgg agt tta 
Phe Lys Tyr Lys His Leu Phe Glu Arg Cys Ser Leu Trp Ser Leu 
16265 16270 16275 


89239 


gec gat age att aat ate tta caa act ctt ttg gee tct aac caa 
Ala Asp Ser lie Asn lie Leu Gin Thr Leu Leu Ala Ser Asn Gin 
16280 16285 16290 


89284 


att ttg gtt gta ttg gat ggc atg ggt cca ata acg gac gtt tec 89329 
lie Leu val val Leu Asp Gly Met Gly Pro lie Thr Asp val Ser 


16295 


16300 


16305 


cca gtt caa ttt tgt gca ttt ata cac gat etc aga cat age get 
Pro Val Gin Phe Cys Ala Phe lie His Asp Leu Arg His Ser Ala 
16310 16315 16320 


89374 


aac gee gta get tec tgt 
Asn Ala Val Ala Ser Cys 


atg cgt tct ctt aga 
Met Arg Ser Leu Arg 
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cag gac aat gac 89419 
Gin Asp Asn Asp 


16325 
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16330 16335 


age tgc ttg acc gat ttt ggc cct tec gga ttt atg gec gat aac 
Ser Cys Leu Thr Asp Phe Gly Pro Ser Gly Phe Met Ala Asp Asn 
16340 16345 16350 


89464 


att acc gcg ttt atg gaa aag tat ctt atg gag tea att aat acc 
lie Thr Ala Phe Met Glu Lys Tyr Leu Met Glu Ser lie Asn Thr 
16355 16360 16365 


89509 


gaa gaa caa att aaa gta ttt aaa gec ctt gca tgt cca ata gaa 
Glu Glu Gin lie Lys Val Phe Lys Ala Leu Ala Cys Pro lie Glu 
16370 16375 16380 


89554 


cag cct aga eta gtc aat acg gca ata ttg ggg gcg tgt ata cga 
Gin Pro Arg Leu Val Asn Thr Ala lie Leu Gly Ala Cys lie Arg 
16385 16390 16395 


89599 


ata cct gaa gcg ttg gaa gca ttt gac gta ttt caa aaa ata tac 
lie Pro Glu Ala Leu Glu Ala Phe Asp val Phe Gin Lys lie Tyr 
16400 16405 16410 


89644 


acg cac tac get tec ggt tgg ttt ccc gtc ctg gac aaa 
Thr His Tyr Ala Ser Gly Trp Phe Pro Val Leu Asp Lys Thr Gly 
16415 16420 16425 


acc ggg 

3l\ 


89689 


gaa ttt age ate gcg act ata act acc gec cca aat tta acc aca 
Glu Phe Ser lie Ala Thr lie Thr Thr Ala Pro Asn Leu Thr Thr 
16430 16435 16440 


89734 


cat tgg gag ctg ttt cgc cgt tgt gec tat att gca aaa aca etc 
His Trp Glu Leu Phe Arg Arg Cys Ala Tyr lie Ala Lys Thr Leu 
16445 16450 16455 


89779 


aag 
Lys 
16460 


tgg aat 
Trp Asn 


ccg tec acc gaa ggc tgt gta aca caa gtt 
Pro Ser Thr Glu Gly Cys val Thr Gin Val 
16465 16470 


ttg gat 
Leu Asp 


89824 


acg gac att aat aca ctt ttc aat caa cac ggg gat teg ctg get 
Thr Asp lie Asn Thr Leu Phe Asn Gin His Gly Asp Ser Leu Ala 
16475 16480 16485 


89869 


caa eta ata ttt gag gtt atg cgc tgt aac gtt act gac get aag 
Gin Leu lie Phe Glu val Met Arg Cys Asn val Thr Asp Ala Lys 
16490 16495 16500 


89914 


att ata tta aac cgc ccg gtt tgg cga aca acc gga ttc tta gat 
lie lie Leu Asn Arg Pro Val Trp Arg Thr Thr Gly Phe Leu Asp 
16505 16510 16515 


89959 


gga tgc cat aat caa tgc ttc cgt cca ate cct aca aaa cac gaa 
Gly Cys His Asn Gin Cys Phe Arg Pro lie Pro Thr Lys His Glu 
16520 16525 16530 


90004 


tat aac att get eta ttt cgt tta att tgg gaa caa tta 
Tyr Asn lie Ala Leu Phe Arg Leu lie Trp Glu Gin Leu Phe Gly 
16535 16540 16545 


ttt ggc 

3\\ 


90049 


gec cgc gta act aaa agt acc cag acc ttt ccg gga agt act cgt 
Ala Arg Val Thr Lys Ser Thr Gin Thr Phe Pro Gly Ser Thr Arg 
16550 16555 16560 


90094 


gtg 


aaa aac eta aaa aaa 


aaa gat eta gaa act tta ctt gat tea 90139 
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val Lys Asn Leu Lys Lys Lys Asp Leu Glu Thr Leu Leu Asp Ser 
16565 16570 16575 

att aac gtg gat cgt tct gca tgt cgt acc tac cgc cag ttg tat 90184 
lie Asn Vat Asp Arg Ser Ala Cys Arg Thr Tyr Arg Gin Leu Tyr 
16580 16585 16590 

aac ctg ctt atg age cag cgc cat teg ttc tct caa cag cgt tac 90229 
Asn Leu Leu Met Ser Gin Arg His Ser Phe Ser Gin Gin Arg Tyr 
16595 16600 16605 

aaa att act gec ccc get tgg gca cgc cac gtg tat ttt caa gca 90274 
Lys lie Thr Ala Pro Ala Trp Ala Arg His Val Tyr Phe Gin Ala 
16610 16615 16620 

cat caa atg cac ttg gec ccg cat gec gaa gec atg eta caa tta 90319 
His Gin Met His Leu Ala Pro His Ala Glu Ala Met Leu Gin Leu 
16625 16630 16635 

gcg eta teg gaa ctg tec ccg gga teg tgg ccg egg ata aac ggg 90364 
Ala Leu Ser Glu Leu Ser Pro Gly Ser Trp Pro Arg lie Asn Gly 
16640 16645 16650 

gcg gta aat ttt gaa agt tta taa cccgttaata ccatatatgg 90408 
Ala Val Asn Phe Glu Ser Leu 
16655 16660 

acatccatag ggggggttac ataaatacta agcctctgta caacacaaag ggcctctaac 90468 

aatgcactga accacaacca agct atg gac gca acg cag att acc ttg 90516 

Met Asp Ala Thr Gin lie Thr Leu 
16665 

gtt aga gaa age gga cac att tgt gec gca age ata tac aca tec 90561 

Val Arg Glu Ser Gly His lie Cys Ala Ala Ser lie Tyr Thr Ser 
16670 16675 16680 

tgg aca cag tec gga caa tta aca cag aac ggt ctt tec gtg tta 90606 

Trp Thr Gin Ser Gly Gin Leu Thr Gin Asn Gly Leu Ser Val Leu 
16685 16690 16695 

tac tac tta tta tgc aaa aac tea tgt ggg aaa tac gtc cct aag 90651 

Tyr Tyr Leu Leu Cys Lys Asn Ser Cys Gly Lys Tyr val Pro Lys 
16700 16705 16710 

ttt gec gaa att acc gta caa caa gag gat tta tgt cgc tac tec 90696 

Phe Ala Glu lie Thr Val Gin Gin Glu Asp Leu Cys Arg Tyr Ser 
16715 16720 16725 

agg cat ggg ggg agt gtt tct gcg gca acg ttt gcg tct ate tgc 90741 

Arg His Gly Gly Ser Val Ser Ala Ala Thr Phe Ala Ser lie Cys 
16730 16735 16740 

agg gcg gcg tec teg get gcg tta gac gec tgg ccc ctt gaa cca 90786 

Arg Ala Ala Ser Ser Ala Ala Leu Asp Ala Trp Pro Leu Glu Pro 
16745 16750 16755 

ctg ggt aac gca gac acc tgg cgt tgt etc cat ggc act gec ctg 90831 

Leu Gly Asn Ala Asp Thr Trp Arg Cys Leu His Gly Thr Ala Leu 
16760 16765 16770 

gec act tta egg cgc gta tta ggg ttt aaa teg ttt tat teg cca 90876 

Ala Thr Leu Arg Arg Val Leu Gly Phe Lys Ser Phe Tyr Ser Pro 
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16780 16785 


gta aca ttc gag act gat acg aat aca ggt ctt ctg tta aaa aca 
Val Thr Phe Glu Thr Asp Thr Asn Thr Gly Leu Leu Leu Lys Thr 
16790 16795 16800 


90921 


ate ccc gat gaa cac gcg ttg aat aat gac aac acg cca tct acc 
lie Pro Asp Glu His Ala Leu Asn Asn Asp Asn Thr Pro Ser Thr 
16805 16810 16815 


90966 


gga gta ttg agg get aat ttt ccc gtg gec att gat gtt tea gca 
Gly Val Leu Arg Ala Asn Phe Pro Val Ala lie Asp Val Ser Ala 
16820 16825 16830 


91011 


gtc age gca tgt aac gec cac acg caa ggt acg teg eta gee tac 
Val Ser Ala Cys Asn Ala His Thr Gin Gly Thr Ser Leu Ala Tyr 
16835 16840 16845 


91056 


gee cgc ctg acc gca ctt 
Ala Arg Leu Thr Ala Leu 
16850 16855 


aaa tct aac ggt gac acc cag caa caa 91101 
Lys Ser Asn Gly Asp Thr Gin Gin Gin 
16860 


aca cct tta gac gtg 
Thr Pro Leu Asp Val 
16865 


gag gta att aca cca aag gec tac ata cgt 
Glu Val lie Thr Pro Lys Ala Tyr lie Arg 
16870 16875 


91146 


egg aaa tat aag tct acg ttt tec ccc cct ata gag egg gaa ggc 91191 
Arg Lys Tyr Lys Ser Thr Phe Ser Pro Pro lie Glu Arg Glu Gly 
16880 ' 16885 16890 


caa acc tec gat ttg ttt aac ctt gaa gaa cgc cgc ttg gtt ctt 
Gin Thr Ser Asp Leu Phe Asn Leu Glu Glu Arg Arg Leu val Leu 
16895 16900 16905 


91236 


agt ggc aat cgc gca att gtg gta agg gta etc tta ccg tgt tat 
Ser Gly Asn Arg Ala lie Val Val Arg Val Leu Leu Pro Cys Tyr 
16910 ~ 16915 16920 


91281 


ttt gac tgt tta aca acg gat tec acc gtt aca tct tec ctt tea 
Phe Asp Cys Leu Thr Thr Asp Ser Thr val Thr Ser Ser Leu Ser 
16925 16930 16935 


91326 


ata tta gca aca tat aga 
lie Leu Ala Thr Tyr Arg 
16940 16945 


ctg tgg tac gcg gcg 

Leu Trp Tyr Ala Ala Ala Phe Gly Lys 
16950 


gcg ttt gga aaa 91371 


ccc ggg gtt gtc cgt cca ate ttt gcg tat tta ggc ccg gaa etc 
Pro Gly val val Arg Pro lie Phe Ala Tyr Leu Gly Pro Glu Leu 
16955 16960 16965 


91416 


aat ccg aag ggt gaa gac aga gac tac ttt tgt act gtc gga ttt 
Asn Pro Lys Gly Glu Asp Arg Asp Tyr Phe Cys Thr Val Gly Phe 
16970 16975 16980 


91461 


ccc gga tgg acc act ctt egg aca caa act cca gee gtc gaa tct 
Pro Gly Trp Thr Thr Leu Arg Thr Gin Thr Pro Ala Val Glu Ser 
16985 16990 16995 


91506 


att cgc acg get acg gag atg tac atg gaa acg gat ggg ttg tgg 
lie Arg Thr Ala Thr Glu Met Tyr Met Glu Thr Asp Gly Leu Trp 


17000 


17005 


17010 


91551 


cca gta acc ggt att cag 


gec ttt cat tat eta 
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Pro Val Thr Gly lie Gin Ala Phe His Tyr Leu Ala Pro Trp Gly 
17015 17020 17025 

cag cat ccc ccc tta cct ccg egg gtg cag gat ctt att ggg caa 91641 
Gin His Pro Pro Leu Pro Pro Arg Val Gin Asp Leu lie Gly Gin 
17030 17035 17040 

ate cct caa gat act gga cat gca gat gca act gtc aat tgg gac 91686 
lie Pro Gin Asp Thr Gly His Ala Asp Ala Thr Val Asn Trp Asp 
17045 17050 17055 

gcg ggc egg ata tct acc gtc ttc aaa cag cct gta caa eta caa 91731 
Ala Gly Arg lie Ser Thr Val Phe Lys Gin Pro Val Gin Leu Gin 
17060 17065 17070 

gat cgt tgg atg gca aag ttt gat ttc age gec ttt ttt ccc acg 91776 
Asp Arg Trp Met Ala Lys Phe Asp Phe Ser Ala Phe Phe Pro Thr 
17075 17080 17085 

ata tac tgc get atg ttc ccc atg cat ttt aga tta ggc aaa ate 91821 
lie Tyr Cys Ala Met Phe Pro Met His Phe Arg Leu Gly Lys lie 
17090 17095 17100 

gtc ctg get aga atg cgt cga gga atg ggg tgc eta aaa ccc gcg 91866 
Val Leu Ala Arg Met Arg Arg Gly Met Gly Cys Leu Lys Pro Ala 
17105 17110 17115 


ttg gtg tct ttt ttt ggg ggg tta egg cac ata 
Leu Val Ser Phe Phe Gly Gly Leu Arg His lie 
17120 17125 ' 17130 


etc ccg agt ata 91911 
Leu Pro Ser lie 


tac aaa get att att ttt ata gec aat gaa att age ctt tgc gtc 91956 

Tyr Lys Ala lie lie Phe lie Ala Asn Glu lie Ser Leu Cys val 
17135 17140 17145 

gaa caa acg gee ttg gaa cag ggc ttt get ata tgt act tat ata 92001 

Glu Gin Thr Ala Leu Glu Gin Gly Phe Ala lie Cys Thr Tyr lie 
17150 17155 17160 

aaa gat gga ttt tgg gga ate ttc acc gat tta cat acg cgc aat 92046 

Lys Asp Gly Phe Trp Gly lie Phe Thr Asp Leu His Thr Arg Asn 
17165 17170 17175 

gta tgt tea gat cag gca cgt tgt teg gee tta aat tta gcg gee 92091 

Val Cys Ser Asp Gin Ala Arg Cys Ser Ala Leu Asn Leu Ala Ala 
17180 17185 17190 

acc tgc gaa aga gca gtc acg ggc tta tta cga att caa eta ggt 92136 

Thr Cys Glu Arg Ala Val Thr Gly Leu Leu Arg lie Gin Leu Gly 
17195 ' 17200 17205 

ctt aac ttt aca ccc gec atg gaa ccg gta etc egg gtc gag ggt 92181 

Leu Asn Phe Thr Pro Ala Met Glu Pro val Leu Arg Val Glu Gly 
17210 17215 17220 

gtg tac act cac gca ttt acc tgg tgt acc acg gga age tgg ctg 92226 

Val Tyr Thr His Ala Phe Thr Trp Cys Thr Thr Gly Ser Trp Leu 
17225 17230 17235 

tgg aat tta caa aca aac acg cct ccg gat tta gtt ggc gtg cca 92271 

Trp Asn Leu Gin Thr Asn Thr Pro Pro Asp Leu Val Gly Val Pro 
17240 17245 17250 
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tgg cga agt cag gcg gcg cga gat tta aag gag cgt ctt tea gga 92316 
Trp Arg Ser Gin Ala Ala Arg Asp Leu Lys Glu Arg Leu Ser Gly 
17255 ~ 17260 ' 17265 

etc eta tgt acc gca aca aaa att cga gaa egg ata cag gaa aat 92361 
Leu Leu Cys Thr Ala Thr Lys lie Arg Glu Arg lie Gin Glu Asn 
17270 17275 " 17280 

tgc ata tgg gac cat gtc eta tac gac ata tgg gec gga caa gtt 92406 
Cys lie Trp Asp His val Leu Tyr Asp lie Trp Ala Gly Gin val 
17285 17290 17295 

gtg gag get gee aga aaa aca tac gtc gat ttt ttt gaa cat gtt 92451 
Val Glu Ala Ala Arg Lys Thr Tyr Val Asp Phe Phe Glu His Val 
17300 17305 17310 

ttt gat cgc cgt tat act ccg gta tac tgg agt ctt cag gag caa 92496 
Phe Asp Arg Arg Tyr Thr Pro Val Tyr Trp Ser Leu Gin Glu Gin 
17315 17320 17325 

aat teg gaa aca aaa gca ata ccg gca tct tat ctg aca tac gga 92541 
Asn Ser Glu Thr Lys Ala lie Pro Ala Ser Tyr Leu Thr Tyr Gly 
17330 17335 17340 

cac atg caa gat aag gat tat aaa cca aga cag ata att atg gtt 92586 
His Met Gin Asp Lys Asp Tyr Lys Pro Arg Gin lie lie Met Val 
17345 17350 17355 

cgt aat ccc aac cca cat gga cct cct act gtt gtt tac tgg gaa 92631 
Arg Asn Pro Asn Pro His Gly Pro Pro Thr Val Val Tyr Trp Glu 
17360 17365 17370 

ttg eta cca teg tgt gee tgt att ccc ccc ata gac tgc get get 92676 
Leu Leu Pro Ser Cys Ala Cys lie Pro Pro lie Asp Cys Ala Ala 
17375 17380 17385 

cat etc aag ccc ctt ata cac acg ttt gtc act att att aac cat 92721 
His Leu Lys Pro Leu lie His Thr Phe val Thr lie lie Asn His 
17390 17395 17400 

ctt eta gat get cat aat gat ttt tea agt cca tea ttg aaa ttt 92766 
Leu Leu Asp Ala His Asn Asp Phe Ser Ser Pro Ser Leu Lys Phe 
17405 17410 17415 

act gac gat ccc ctt get tea tat aac ttc ttg ttt tta tga 92808 
Thr Asp Asp Pro Leu Ala Ser Tyr Asn Phe Leu Phe Leu 
17420 17425 17430 


caaaaaaaca 

cgccgcaaca 

acccatcctt 

aaaataaaag 

gtttatttac 

tttacaaccc 

92868 

gtggtgaatt 

tttatacgtt 

tcaaataact 

gaacattttt 

cggtgttacc 

atggtgcgat 

92928 

ttaaccacca 

aaaatatacg 

ctcttctgat 

attccgaatc 

tegtaaaggt 

ccatttaaca 

92988 

ateceggggg 

tacttgcacc 

acaccatctg 

gacagggggg 

ggttccgtgg 

ggcaggtcaa 

93048 

aacgctgacc 

caccccacat 

gaatatatag 

cctttataat 

attgggggee 

gttccaggct 

93108 

gagggttcag 

taacttaaca 

aacatataat 

geggcaatae 

gcgggttttt 

gtaaaggggt 

93168 

tgttatcaac 

gacatacatt 

agagtgttta 

acaaccataa 

aactccctca 

tataaaaacc 

93228 

gaegcatttt 

ttccaaaggt 

cctatttgac 

actcaacgcg 

tctaagatat 

acagacaatt 

93288 
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gr acaaacag 

cgarggagar 

gccccggagg 

gcccaatgcc 

l rccaga rac 

ax. x. aaaar aa 


cacaraaggr 

aaaarcragg 

— \ — \ 4~ 4~ ~~\ 4~ 

acattatccg 

ggeggaatag 

— V y— J 4~ /— ^ 4~~ /— ~" /— ^ y— 1 — \ 

ag Lcatccga 

4- —\ ypi — \ 4~ 4~ —\ -— ~ — \ 

ragarraaca 


ggcgcggagg 

— — — — — — — — 

cacccccacc 

gtatacaccc 

TZ3.LCLLca.ac 

^— - y— J /— - — X y— J 4~ 4~ 4~ 

cgcag l raat 

— ^ y— ~ y— | y— | — \ — X — X — X — X — X 

aeggaaaaaa 

yo4 do 

raaarccgcg 

gaacgctggt 

tgagtaacac 

— \ 4— S— S— — \ 4— /"i 4— — \ 

ac tccatgta 

g taacgaizca 

caggacaccr 

Q3 Ci'JR 

cacrrgaarc 

accarrcaac 

acrac raaaa 

egg lc lc l rg 

y— J 4~ #— < 4~ 4~ /— ^ >— ^ « y— J 4~~ 

gtgttccggt 

4- 4~ 4~ /*™ ypi /— ~ y— | -— ~ — \ 

rrracgegea 

QD COO 
y5 JOO 

gr gar acaac 

— \ /~i — \ /~i 4— 4— 4— /~i /— /— 

agagtttgee 

cLcLcLcLcLy C y l y 

gc l rcaaacc 

gg l race lcc 

cgcgccrcgc 


ar acgaar cr 

tggtattgc l 


ga lc l tcgat 

cacg Lege lc 

acarccaacc 

Q37r>R 

jj / uo 

/— s— 4~~ s— 4~~ 4~~ s— /~i /~i /— 

ccrcrrcggc 

4— /— /~i 4— /~i 4— 4— ^ /~i 4— 

tcgtgttagt 

aag l tg Lcga 

4— /i 4— 4— /~/n/~4- 

rcg Ltacgct 

gcaacc raaa 

atgctgggta 

Q37KR 
jj / Do 

r at r rar rcc 

ggacarccca 

Lcggcca lcc 

ccgcgcc lcc 

ggLtrgcrcg 

aarrr rarcc 

Q3R9R 

agraaggrcg 

aarcege Lgc 

a l l Lace l Lg 

4— /i 4— — \ x— x— /— /-< 4- 

rg raccegta 

ace lc Lcagg 

r°\ r°\ r°\ r°\ 4~ r*\ 4~ /~ 4~ 

ggggrgrcct 

Q3RRR 
y jooo 

-1 — 1-^— -a-l--a-a-3-a-t- 
tlCatddciat 

gggaragguT: 

IIIdlaLCCa 

— \ — \ 4— /— — > 4— ,— 1 4— 

aca rgca tg l 

an rgg l rai: l 

Lai l l Larrg 

Q3Q/1R 

ggttccggga 

IICILLCylC 

a lc l lc Lg La 

gggtcaggca 

aaccccagga 

aggacrrggr 

Q/innR 
y^tuuo 

grrcrccgrg 

/"i /— /-^ 4— 4— 4— 

ggccccg l l l 

La L Lace LC L 

gcgcgaacct 

gear l Lcara 

iddLdi regg 

y^tuoo 

— i 4~ 4~ 4~ /-i /"i /"i 4— 

arrrgggara 

aaraggac lc 

4— /-^ 4— 4— 4— /-^ 

Lg L lc Lcgcc 

IIIILadddd 

ragee rggca 

raac LC L LCC 

Q/11 "?R 

4— /— 4— —\ /— /— 4— 4— 

rcrgaccrar 

graccrcgc l 

l rgag l race 

ddgddlCCIa 

atcgggtggc 

ccg raaraLg 

Q/11 RR 

ytioo 

aar gaaaaar 

acggcgcaac 

tagLaargag 

a l rgacgea l 

4-4- n i T 4~ t -t - ~i 

l rgaa ia tga 

racagaaar z 

Q/lylyl O 

y^t/i^to 

tcctggcctt 

gattattgtt 

tacccggtga 

age l taaaac 

— V y— VJ f~- y— VJ — » — * /— — * — % y— yj 

agegaacaag 

ttcctgtttc 

3 AO 

y't jUo 

caragcrcag 

—> /— — > 4- 4- 4- 

acaaacgrrr 

ti an an carer 

ccataagggg 

ggararaacg 

agar r gaaaa 

Q/l^KR 

y'toDo 

cr ar r ggcaa 

tarargcarc 

ar ccccr ar r 

n-t-n/"/ _ nn"l"ti -d 

cLtgccggtcici 

y-y T 4 . — )- -i 4 -] t ; — 

ydLL LclLclclL 

crcgrgarr r 

Q/1/17R 

y^^t^ 0 

aaar eggcaa 

racgrgrrrc 

mcTigccaTiTi 

y-i 4- —i — * 4- —i 4- r~\ 4- /~i 

graarargig 

— * /— /— /— 4- 4- 4- —> /~i -> 

acccrrraga 

rggcrrrar r 

QAAiZ R 

yt'too 

■l--l--l--a/-/-/--f-/--f- 

rrracccrcr 

s— 4- 4- /~i 4- —i — i 

crrcccgraa 

y-1 4- 4- 4- #^ —i /~1 

ccgmTicagc 

rcTiccrrcrr 

tgaactggag 

/— /— 4- 4- 4- /~ /~i /~i 4- 

ecrrreggr c 

CM IT /I O 
yH DHO 

agategctgt 

rcacarcciiTi 

gagacccrca 

— * 4- /~i /~i 4- 4- 4- 4- /~i 

atggttttga 

ar aaar r ar r 

cacaraaccc 

QAF.r\a 

rcgagcargc 

4~ 4~~ /~i 4~ —i 4~ 

cgmgaracr 

gmaaccacc 

y—1 — \ — \ y—1 4~ 4~ 4 1— — * — * 

gaag Ltmaa 

aegcacrrrg 

-, - lrn 4-4-4- f - 1 4-4- 

aacgrrrgr r 

Q-IKKR 
y'tODO 

grrceggaca 

rrgccccccc 

grraaaggar 

4~ y— 1 y— 1 4~ 4~ 1—1 /I /~ *— ~ 4~ 

tggttggcct 

4~ y— 1 /— y— — X — X — X /— y— ~ y— 

rgccaaaccc 

r — ypi 4~ 4~ /1 4~ /1 ^ 4~ 

eggrrgrgar 

QA77 R 

y't / Z 0 

grgrccaccg 

— \ 4~ ~~\ s~ 4~~ 4~ 

arccacrrcc 

mccagaaTig 

4~ y— 1 4~ 4~ y— 1 *— ~ 

rgarrgcccg 

4 — (-4-/— 4-4-/— 4-~in 

TtLCLtctag 

— X 4~~ ^ /" 1 y— 1 —\ —\ S — y— | 4~ 

araggaacgr 

y't / 00 

aeggtttegg 

taatatctcc 

aacatgtctc 

atgtttttta 

agttaactat 

tagctttaca 

y4 o4 0 

agtctagacg 

cggccgatcc 

agcccgtgtt 

gtatcgttct 

cgcccattat 

acgatcaacc 

94908 

gcacgtgtgc 

tgtgagatct 

atcatcttca 

ttccggcgac 

ctattaacac 

gcgcaaaggg 

94968 

gctgtattta 

aaacttggca 

gaegegagea 

tgttcacgta 

atgeataaca 

ggccaacacc 

95028 

tccccagaaa 

gccgctgtaa 

gggtgagtca 

aatactacac 

cctccccaca 

tacaaeggge 

95088 

ggccacacga 

ccaaacactc 

tcccttcatg 

cccgttacat 

catcctttgc 

cataattaat 

95148 
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aagacgcgtc ctatcataat ccataatagc 

aaca l l l Lgc 


cLI. cLC cLC I. C eld. 

c Laggc l Lg l 

gacaaccgcc 

gctcctctgg 

ccaacgttgc 

a Lcggcaac l 



gggacag t tc 

tgccgcttga 

cccatatacg 

tatttaatgg 

tgcaggggtT 

jjjlO 

cca l lc tg l l 

c tga teg Lac 

ctttcttaca 

aegggcacaa 

tacctacaca 

ggc tatccag 

JJJOO 

-I— s— s— — \ s— /~i -I— — \ -I— -I— 

Lccacg La l l 

Lggcaaaacc 

gacccttcca 

tttaaaccac 

tggtatagag 

acaacegg l l 


a l Lccacgca 

gaaac Lcaag 

taacgatgac 

tgtaatgttt 

gaegecaggt 

l rcaaaaacc 

Qc; cnR 

tga tg tgcaa 

gccgtacggc 

ttctgattct 

ccacatagcc 

cataaegtte 

cgctagagcc 

qit ceo 

ccggcatgca 

ggttacattg 

ttggatgtgg 

tgttcccaat 

ctgetgetag 

gtcctcatac 

nrno 

y jD^o 

cgagttgcat 

ccaacgcgtL 

catcaaaacg 

gttgcctgaa 

cttggcgaat 

iiacag l l tec 

y jdoo 

g Lagaccg La 

cagcgc La La 

tatgccttgt 

ecateggtat 

atccaaagtc 

aceggctagg 

y j / ^to 

a l l l l Lcgaa 

acaaca rac l 

ttgcgtggtt 

gggtgtatta 

acatccagcc 

arc l lcc lcc 

y jouo 

ggaaatgtac 

aaaaccctat 

atccggggcg 

tactcattcc 

agtatatatc 

gaacatgttc 

95868 

ttgtattggt 

catttgggtt 

acttccattc 

aagccctggt 

caatagaaac 

agaacttget 

95928 

atcctttttt 

cttcactacc 

ggaactgtta 

ttaaaaagag 

aegttattte 

ggccattgaa 

95988 

aaccacg atg aaa aga 
Met Lys Arg 

tea att tct gta gac 
Ser lie Ser val Asp 

agt tct tea ccc aaa 
Ser Ser Ser Pro Lys 

96034 


17435 17440 17445 

aac gtt ttt aat cca gag acg ccc aat gqa ttt gat gac agt gta 96079 
Asn Val Phe Asn Pro Glu Thr Pro Asn Gly Phe Asp Asp Ser Val 

17450 17455 17460 

tat tta aac ttc acc tct atg cat age att caa cct ate etc tea 96124 
Tyr Leu Asn Phe Thr Ser Met His Ser lie Gin Pro lie Leu Ser 

17465 17470 17475 

egg att cga gaa ctt gee gca att acg att cca aaa gaa cgt gtt 96169 
Arg lie Arg Glu Leu Ala Ala lie Thr lie Pro Lys Glu Arg Val 

17480 17485 17490 

ccg egg ttg tgt tgg ttt aaa cag tta etc gaa ctg caa gcg cct 96214 
Pro Arg Leu Cys Trp Phe Lys Gin Leu Leu Glu Leu Gin Ala Pro 

17495 17500 17505 

cct gaa atg cag agg aat gag etc ccc ttc tec gtt tat tta att 96259 
Pro Glu Met Gin Arg Asn Glu Leu Pro Phe Ser val Tyr Leu lie 

17510 17515 17520 

age gga aat gee ggc tec gga aaa age acg tgt ate caa acg ctt 96304 
Ser Gly Asn Ala Gly Ser Gly Lys Ser Thr Cys lie Gin Thr Leu 

17525 17530 17535 

aac gaa get ate gat tgc att att acc gga tec acc agg gtt get 96349 
Asn Glu Ala lie Asp Cys lie lie Thr Gly Ser Thr Arg Val Ala 

17540 17545 17550 

gec caa aat gtt cat get aag tta tea acg get tat gcg agt cgt 96394 
Ala Gin Asn Val His Ala Lys Leu Ser Thr Ala Tyr Ala Ser Arg 

17555 17560 17565 
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ccg ata aac aca ate 
Pro lie Asn Thr lie 

17570 


ttt cat gaa ttt ggt ttt cgc gga aat cac 
Phe His Glu Phe Gly Phe Arg Gly Asn His 


17575 


17580 


96439 


att cag get cag ctg ggc cgt tac gca tat aac tgg act acg acc 
lie Gin Ala Gin Leu Gly Arg Tyr Ala Tyr Asn Trp Thr Thr Thr 

17585 ' 17590 17595 


96484 


ccc cct tct att gag 
Pro Pro Ser lie Glu 

17600 


gac ctg caa aaa aga gat att gta tac tac 
Asp Leu Gin Lys Arg Asp lie Val Tyr Tyr 

17605 17610 


96529 


tgg gaa gtt tta att gat ata aca aaa cga 
Trp Glu Val Leu lie Asp lie Thr Lys Arg 

17615 17620 


gtg ttt caa atg ggg 
val Phe Gin Met Gly 

1762 5 


96574 


gac gac ggt cgc gga gga aca teg aca ttt 
Asp Asp Gly Arg Gly Gly 


17630 


aaa acc ctg tgg gca 
Thr Ser Thr Phe Lys Thr Leu Trp Ala 

17635 17640 


96619 


att gaa cgt ttg ctt aat aaa cct aca ggc tea atg tec gga acc 
lie Glu Arg Leu Leu Asn Lys Pro Thr Gly Ser Met Ser Gly Thr 

17645 17650 17655 


96664 


gcg ttt ate gca tgc 
Ala Phe lie Ala Cys 

17660 


ggt tec ctt ccg get ttt acc egg age aac 
Gly Ser Leu Pro Ala Phe Thr Arg Ser Asn 


17665 


17670 


96709 


gtt att gtt att gat gaa gca gga ttg eta 
val lie val lie Asp Glu Ala Gly Leu Leu 


17675 


17680 


ggg cgt cat att etc 
Gly Arg His lie Leu 

17685 


96754 


acg gec gtt gtt tac tgt tgg tgg ctt ttg aat get ata tat caa 
Thr Ala val val Tyr Cys Trp Trp Leu Leu Asn Ala lie Tyr Gin 

17690 17695 17700 


96799 


age cct cag tac ata aac ggt cga aaa ccg gtc ata gta tgc gtc 
Ser Pro Gin Tyr lie Asn Gly Arg Lys Pro Val lie Val Cys Val 

17705 17710 17715 

ggt teg ccc acc caa act gac teg tta gaa tct cat ttt caa cat 
Gly Ser Pro Thr Gin Thr Asp Ser Leu Glu Ser His Phe Gin His 

17720 17725 17730 

gac atg cag cgt tea cac gta act cct agt gaa aat ata etc acg 
Asp Met Gin Arg Ser His Val Thr Pro Ser Glu Asn lie Leu Thr 

17735 17740 17745 

tat ata ate tgc aat caa act ctg cgt caa tat act aac ate tea 
Tyr lie lie Cys Asn Gin Thr Leu Arg Gin Tyr Thr Asn lie Ser 

17750 17755 17760 


96844 


96889 


96934 


96979 


cat aac tgg gca ate ttt att aat aac aaa cga tgt caa gag gac 
His Asn Trp Ala lie Phe lie Asn Asn Lys Arg Cys Gin Glu Asp 

17765 17770 17775 


97024 


gat ttt gga aat ctt tta aaa acg ctt gag tac ggg eta cct att 97069 
Asp Phe Gly Asn Leu Leu Lys Thr Leu Glu Tyr Gly Leu Pro lie 


17780 


17785 


17790 


acc gaa gca cat gcg 
Thr Glu Ala His Ala 


cgt ctg gtc gat aca ttt gtt gta cct gca 
Arg Leu Val Asp Thr Phe Val Val Pro Ala 
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17795 17800 17805 

tec tat att aac aat cct get aat ctt ccc gga tgg acg cgt ctg 97159 
Ser Tyr lie Asn Asn Pro Ala Asn Leu Pro Gly Trp Thr Arg Leu 

17810 17815 17820 

tat teg teg cat aag gag gtg age gcg tat atg agt aag tta cac 97204 
Tyr Ser Ser His Lys Glu Val Ser Ala Tyr Met Ser Lys Leu His 

17825 17830 17835 

gcg cat tta aaa eta teg aaa aat gac cat ttt tct gtg ttt gec 97249 
Ala His Leu Lys Leu Ser Lys Asn Asp His Phe Ser val Phe Ala 

17840 17845 17850 

tta ccg act tat aca ttc ate egg eta acg gca ttt gat gaa tac 97294 
Leu Pro Thr Tyr Thr Phe lie Arg Leu Thr Ala Phe Asp Glu Tyr 

17855 17860 17865 

cgc aaa tta acg gga caa ccc gga ctt tct gtt gaa cat tgg ata 97339 
Arg Lys Leu Thr Gly Gin Pro Gly Leu Ser val Glu His Trp lie 

17870 17875 17880 

egg gca aac tec ggt cgt ttg cac aat tat tec caa age cga gat 97384 
Arg Ala Asn Ser Gly Arg Leu His Asn Tyr Ser Gin Ser Arg Asp 

17885 ~ 17890 17895 

cat gac atg gga aca gtt aaa tac gaa aca cat tea aat cgc gac 97429 
His Asp Met Gly Thr val Lys Tyr Glu Thr His Ser Asn Arg Asp 

17900 17905 17910 

tta att gta gec cgt aca gac ate act tac gtg eta aat agt etc 97474 
Leu lie Val Ala Arg Thr Asp lie Thr Tyr Val Leu Asn Ser Leu 

17915 17920 1792 5 

gta gtt gta ace aca aga eta cgt aag tta gtt att gga ttc agt 97519 
val Val Val Thr Thr Arg Leu Arg Lys Leu Val lie Gly Phe Ser 

17930 " 17935 17940 

ggt aca ttt caa teg ttt gca aag gtt tta cgt gac gac tec ttt 97564 
Gly Thr Phe Gin Ser Phe Ala Lys Val Leu Arg Asp Asp Ser Phe 

17945 17950 ~ 17955 

gtg aag get cga gga gag aca tec ate gaa tat get tac egg ttt 97609 
Val Lys Ala Arg Gly Glu Thr Ser lie Glu Tyr Ala Tyr Arg Phe 

17960 17965 17970 

ctg tea aac eta ate ttt gga ggc ttg att aac ttt tac aat ttt 97654 
Leu Ser Asn Leu lie Phe Gly Gly Leu lie Asn Phe Tyr Asn Phe 

17975 17980 17985 

ttg tta aat aaa aac eta cat ccc gat aag gta teg tta gca tac 97699 
Leu Leu Asn Lys Asn Leu His Pro Asp Lys val Ser Leu Ala Tyr 

17990 17995 18000 

aaa egg tta get gec tta acc ctg gag tta ttg tct gga aca aac 97744 
Lys Arg Leu Ala Ala Leu Thr Leu Glu Leu Leu Ser Gly Thr Asn 

18005 18010 18015 

aaa gee ccc tta cac gaa gca gcg gtt aat ggg gcg ggt gec ggg 97789 
Lys Ala Pro Leu His Glu Ala Ala Val Asn Gly Ala Gly Ala Gly 

18020 18025 18030 

att gac tgt gat ggt gca get act tct gec gat aaa gee ttc tgc 97834 
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lie Asp Cys Asp Gly Ala Ala Thr Ser Ala Asp Lys Ala Phe Cys 

18035 18040 18045 

ttt acc aaa gcc ccc gag tec aaa gta acg gec tec ata ccc gaa 97879 
Phe Thr Lys Ala Pro Glu Ser Lys Val Thr Ala Ser lie Pro Glu 

18050 18055 18060 

gac ccg gat gat gta att ttt acg gca ctt aac gac gag gtt att 97924 
Asp Pro Asp Asp Val lie Phe Thr Ala Leu Asn Asp Glu val lie 

18065 18070 18075 

gac ttg gta tac tgc cag tac gaa ttt tec tat ccc aaa tea tec 97969 
Asp Leu Val Tyr Cys Gin Tyr Glu Phe Ser Tyr Pro Lys Ser Ser 

18080 18085 18090 

aat gag gtc cat get cag ttt ctg tta atg aaa get att tac gat 98014 
Asn Glu Val His Ala Gin Phe Leu Leu Met Lys Ala lie Tyr Asp 

18095 18100 18105 

ggt cga tat gcc ata tta gca gag ctt ttc gaa age age ttt aca 98059 
Gly Arg Tyr Ala lie Leu Ala Glu Leu Phe Glu Ser Ser Phe Thr 

18110 18115 18120 

acc gcc ccc ttt age gcg tat gtc gat aat gtt aat ttc aac gqa 98104 
Thr Ala Pro Phe Ser Ala Tyr Val Asp Asn Val Asn Phe Asn Gly 

18125 18130 18135 

age gag ctt ttg ate ggc aat gtq egg ggg ggg ctg tta tct ttg 98149 
Ser Glu Leu Leu lie Gly Asn val Arg Gly Gly Leu Leu Ser Leu 

18140 18145 18150 

gca tta caa aca gat acg tat acc ctt ttg ggg tat act ttt gca 98194 
Ala Leu Gin Thr Asp Thr Tyr Thr Leu Leu Gly Tyr Thr Phe Ala 

18155 18160 18165 

ccc gtq cca gtc ttt gta gag gaa ctg acc cga aaa aag ctg tac 98239 
Pro Val Pro Val Phe Val Glu Glu Leu Thr Arg Lys Lys Leu Tyr 

18170 18175 18180 

cgc gaa act acc gaa atg tta tat get eta cac gta cct ctt atg 98284 
Arg Glu Thr Thr Glu Met Leu Tyr Ala Leu His Val Pro Leu Met 

18185 18190 18195 

gtc tta cag gat caa cat gqg ttt gtq tec ate gta aac get aac 98329 
val Leu Gin Asp Gin His Gly Phe vat Ser lie val Asn Ala Asn 

18200 18205 18210 

gta tgt gaa ttt acc gag tct ata gag gat gca gaa ttg gca atg 98374 
val Cys Glu Phe Thr Glu Ser lie Glu Asp Ala Glu Leu Ala Met 

18215 18220 18225 

gcc acc acg gtq gac tat ggc ctt agt tct aaa eta gcc atg aca 98419 
Ala Thr Thr Val Asp Tyr Gly Leu Ser Ser Lys Leu Ala Met Thr 

18230 18235 18240 

att gca cgc tea cag ggt ctg agt tta gag aag gta get ate tgt 98464 
lie Ala Arg Ser Gin Gly Leu Ser Leu Glu Lys val Ala lie Cys 

18245 18250 18255 

ttt acg gcg gat aaa ctg cgc eta aat agt gtq tat gtt gcc atg 98509 
Phe Thr Ala Asp Lys Leu Arg Leu Asn Ser Val Tyr Val Ala Met 

18260 18265 18270 
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teg cgt acg gtc tec tct agg ttc tta aaa atg aat eta aac cct 98554 

Ser Arg Thr Val Ser Ser Arg Phe Leu Lys Met Asn Leu Asn Pro 

18275 "' 18280 18285 

eta egg gaa cga tat gaa aaa tec gca gaa att age gat cac att 98599 
Leu Arg Glu Arg Tyr Glu Lys Ser Ala Glu lie Ser Asp His lie 

18290 18295 18300 

ctt gec get eta cgt gat ccc aac gta cac gtt gtg tat taa 98641 
Leu Ala Ala Leu Arg Asp Pro Asn Val His Val Val Tyr 
18305 18310 


agcattgtat 

aaaaacaege 

atgegggett 

gctgttctca 

tttctaggtt 

ttgtcttaaa 

98701 

tacacccgcc 

atgagcatct 

ctggaccccc 

aacgacgttt 

attttatata 

ggttacatgg 

98761 

ggttaggcgg 

gttcttcact 

ggactttacc 

ggatcatgaa 

caaacactct 

aegcatttae 

98821 

gggtgggtca 

agatcaatgg 

eggtgaagae 

ggaegctega 

tgtgatacaa 

tgagcggtgg 

98881 

tatgategtc 

cttcaacaca 

cccatacagt 

gaccctgcta 

accatagact 

gttctactga 

98941 

cttttcatca 

tacgeattta 

cgcaccggga 

tttccactta 

caggacaaac 

cccacgcaac 

99001 

atttgegatg 

ccgtttatgt 

ectgggtegg 

ttctgaccca 

acatctcagc 

tgtacagtaa 

99061 

tgtggggggg 

gtactatccg 

taataacgga 

agatgaccta 

tccatgtgta 

tctcaattgt 

99121 

tatataeggt 

ttacgggtaa 

acagacctga 

cgatcagacc 

acaccaacac 

caaccccgca 

99181 

ccagtataca 

tegcaaagge 

ggcagcctga 

aaccaactgt 

ccttcttcac 

cacaaccggc 

99241 

ctttttcaca 

tcagacgacg 

aegttcttte 

gttaatatta 

cgggacgccg 

caaacgegta 

99301 

aagacagatt 

caagactaac 

atttatccca 

actgattaca 

tttcataege 

gaataaacga 

99361 

cacaaaaaat 

ttatatttaa 

eggcttttaa 

tttgaagaca 

cctatcctct 

taacgttgat 

99421 

gagecttgea 

ggttgggtgc 

cgcgcttcac 

eggtattata 

cataaccgat 

ttaccgtgtt 

99481 

tacggcagtc 

tgaccattta 

ccagtgtatg 

tctgtaatac 

gacgttgttg 

tgtcccgaca 

99541 

aaattaactc 

gcgtacaaat 

ttctgatgtt 

cccccggcgt 

ggcaacgctg 

gcatttccaa 

99601 

acacattacg 

ttctcgtacg 

tccatgaccg 

ctattttcag 

tattaattgg 

ttggtcggtc 

99661 

aaagtatttt 

ccttatgtaa 

aaggacacga 

tetaaagecg 

taaactcata 

cacaaacact 

99721 

ggtaccaacg 

gaegegattt 

tccgtccgtt 

gagcgggtgt 

aatatcggcg 

aggtcttctt 

99781 

gcacgaatac 

tetegtacag 

taggtttctg 

acaeggggtg 

catgggtttt 

ttgacacaac 

99841 

acaaacattt 

gcaggctctt 

atgactggat 

ggattgaatt 

tatttttaga 

tagggtcacg 

99901 

tgtttttgtc 

gtgacacgcc 

tcgaccagaa 

aaggctgegg 

ttttegtaca 

cgcgaccgtt 

99961 

atttcacagg 

cgttcataac 

caagctgegg 

cggatggtgt 

cggttaattg 

tctccgccca 

100021 

agttcgtcaa 

tagatgatac 

catgaacaac 

gtatcaaatg 

gtacatagtc 

gtctttggtt 

100081 

ttctcaatac 

agcccgcgtg 

cccaatcgga 

aatttttcat 

ttgeatcaac 

gctattttct 

100141 

gtaaaatcgt 

tctgaacact 

gtgttggctg 

gctacctgtt 

taaaatttgg 

gatcgaacac 

100201 
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ggtccacgat 

gcaa tcccca 

accccattga 

agcaa Lgccg 

tcggtacgga 

a 99 a 99 caac 


rccgaaaaca 

4- 4~~ ~~\ 4~~ yi yi 4~~ y* yi 

ttatggtacg 

caagagggtc 

gattggagtg 

4-4 H « 4 « -» / « 

LLdLdLddCd 

y— 4~~ "~\ "~\ 4~ y" /^l 

ctccaatcga 

i nn3?i 

tctcggg tie 

yi s~ s~ 4~~ 4~~ 4~~ y* yi y* 

gcc tttacgc 

/^i 4~ —\ —\ —\ —\ 4~~ *^ 4~ 

graaaarac l 

— \ 4~~ 4~ /n /n 4~ 4~ 

ca LTgyCTTy 

— \ — V /— ysj — V — V — » 4~ 4~ 

aacgaaargr 

y— /-4j — ^ /— — * — * 4~ 4~ y" y" 

cgacaattcc 

i nn5Hi 
lUUool 

gaaatggaac 

acgggacaat 

ggcgacggat 

gcgcgtgtgt 

ragcaccaga 

4~ /~i /~ 4~ /~ 4~ 4~ /~i 

rgacatcttg 


aa imcgg img 

/~i /~i 4~~ 4~~ /~i 4~ /~ 4~ 4~ /~ 

ggttgtcttc 

tgtgcatgcg 

caccccacag 

CaLadaaaCI 

-\ -\ y-^ S— S— 4~ /~i 4~ /~ 

aaccctgrac 

IUUjUI 

gg ltc Lcgca 

4~ — \ s— s— 4~ /~ 4~ /~i 4~ 

taacctctg l 

agcacgcg l l 

gcaccagccg 

cccccagcc l 

-\ -\ /^i 4~ 4~ /~ 4~ 

cLcLy T_ cLT_ clC d. I. 

IUUjDI 

gcgaccccgg 

agtcccgcga 

cgaaccg Laa 

gcgrggtatt 

CdgCddLddC 

acccccrgcc 

lUUDi: ± 

LTgcccaact 

ctccaggca l 

ccgtgagrgg 

gcggagtcat 

-\ 4~ 4~ 4~ r°\ r°\ r°\ 4~ 4~ 

arrrgggrar 

garrccarga 

lUUDOl 

gggccgcaaa 

^ — » -i— -a -i — i — i — i — i— -a 

agac Lagacg 

gtggtgttat 

r-\ y— /— -\ /— /i 4~ 4~ 4~ 4~ 

gccacg l l l l 

acacraaacg 


ctagcccatg 

tgcatg lccc 

gcggtagggt 

arggarctrg 

-\ /— /— -\ -\ 4~ -\ 4~ 4~ 

accaa raa l l 

acaacgegaa 

xuuoux 

-1— /~i s— 4~~ s— 4~~ /-^ /~i /"i 

tgctctgggg 

rccgcaaaar 

cgcg Lcca tg 

caaaaa ra lc 

gccrgragar 

/i /i -\ -\ /i 4~ 4~ 4~ 4~ 

ggaag unt 

lUUoDl 

c Lrcccctga 

a l l Laaaaga 

cga l tg La l l 

c Laaaaaaa l 

-\ /~/~4-4-4-/~/~4/~/~4 

accLLLcgcg 

4~ r°\ r°\ 4~ 4~ 4~ 

LacggcLCLL 


taagr tcgrc 

cgacaacagg 

Lea taccac l 

ca 9999 aaat 

r«\ 4~ 4~ -~\ /~- 4~ 4~ 

g l raaac l rg 

c rgaaaac l l 


caaccgaa lc 

cagr Lgcgaa 

gagacggggg 

Lgaacg l l lc 

/— /i 4~ 4~ 4~ -\ 

eg rg rcg raa 

rgarg rgaca 

i ni n4i 

rg mar maa 

crrgaagg l l 

999999 tcta 

gC L LddCCCC 

caaaggcagc 

ccgcgggg lc 

xuxxux 

/-•i /— 4— 4— /— 4— 

gcttgcgggt 

rrrrrrgg ra 

accggatggg 


aa rg lcc l l l 

gaarccgara 

XUXXDX 

grrrcarrrc 

arrggcatac 

gcgttggaac 

aaacggtcgg 

c rccccagac 

acarccarrr 

xux/ / X 

4— y~ y~ /~i /~i — i 4- —i 4- 

tccgggatat 

4— 4- /~i 4- /~i /~i — * /i — * 

ttgtggaaga 

tggagtagag 


caceggaaag 

ggcarccaac 

XUXiloX 

— \ — i — \ « f— — \ 4- y~* 

aaagcatcgc 

/-^ 4- 4- /~i 4- 

gtatgtcccc 

4- 4- 4- 4 ,4-/14- 

gctttta.tgt 

4— y— 4- 4- y - — ^ y— y— — > — v 

tcttcaccaa. 

«— — v — vj — v -4— 4— #1 4— #1 y— 

cagattgtgc 

«— — v — vj «— «— «— «— 4— 4— 4— 

cagccccttt 

XUXo'tX 

aaggtgacgt 

— * 4- /~i /~i 4- 4- 4- /~i 4- 

atggatttgt 

ccagracgcc 

-,4-4-4- r1 4-4-4- r1 4- 

amTig Tuigi 

y— 4- 4- 4- —> -~> — > /— /— — > 

c l l taaacca 

— > — > /-+ 4- -> 4- —> — > /— 4- 

aagraraacr 

i ni 4ni 

XUX'tUX 

rccggracxg 

gacamiTigTi 

4- 4- 

cmaaccacg 

amcccgara 

r~\ t— r~\ f~- f~~ 4- f~- r~\ t~- 4- 

gegee teger 

/i — > /i /i 4- 4- 4- rA -> 4- 

gaggtttgat 

XUX'tDX 

accgggggtg 

ccgcaragrc 

ccacgccrca 

4— 4- y~ /~ /~i 4- 

raraccgaig 

acacgcacgg 

IICCgildTd 


a xcaaac rca 

carccgarag 

s— 4~ 4~ 4~ /~i /~i 4~ 

c g g r r r g g c r 

y— y— — 1 — \ — \ — * — * — * y— — * 

ccaaaaaaca 

ac 99 a 9 t 9 1:c 

gtcttggaga 

i ni rsi 

4- r*\ -~\ — \ /-j — \ y* — \ — \ 4~~ 

rgaagacaar 

acgcgamgr 

garagmTiTiTi 

aaaaaaacta 

4~ /~ 4~ « y— — x « 4~ ^ -~\ 

rcrgcagraa 

r/ -T444-,4- n 4- 

ccarrrargr 

i ni f.a~\ 

XUXO'tX 

gatgccatga 

cgcttgtgtt 

ttcccttcac 

tacgacgttg 

y— 4-4- 

tegtatcett 

tgaaaaactt 

i ni 7ni 
xux/ux 

/~4 — \ y* y* — \ y* 4~~ y* 4~~ ~~\ 

gaccac rcra 

arggaagcar 

/-j /-« — \ /— — \ — \ /-« 4~ 4~ 

ggacaagrar 

4-4-4-4 ,4 . 

gagrrrTiaia 

4~~ *^ 4~ *^ y~ — x y-4j 4~ 4~ 

raracagmg 

» — i » — » — 4— 4— 4— — i i — i 4~ 4~ 

gecrrragm 

i ni 7Ki 

XUX/ DX 

aaactcttgg 

tgtcatatct 

cattttccta 

aaaagggcga 

tcttaatatg 

teaaaegtea 

101821 

cggcgtgccg 

acaaagcgaa 

tttccatgca 

agatttggat 

gtagtattta 

tacacccaat 

101881 

cacatgtcac 

gtattaagct 

ttacagtccc 

ccgttatctg 

atataatcac 

ttttcttaac 

101941 

acgtcatcgg 

gaaaacagat 

gtttatatta 

tacctctcgc 

ggtcatttac 

ggcaaatact 

102001 

tagaccgttt 

tcaagcggac 

tgaaaacgct 

caaattgcct 

tttggaggcc 

tgcccaacgg 

102061 
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ccarrarccc 

rrggarcraa 

591508037SeqL i stAug2010 
gattgatttg cggtaacgtt tgccaatcaa 

gcrrraaaaa 

i n? i ? i 

cgtaccccaa 

cLC 1. 1. cLcLcLcLC y 

ctcaaattgc 

cttttggagg 

cctgcccaac 

ggcca i; La tc 

i re? i si 

ccTmggatct 

gaga t tga t t 

tacggtaacg 

tttgccaaac 

ccacgcattt 

cag i; i; taaa i; 


— \ -I— -I— -I— s— +- — \ — \ /~i /— 

attLXtaagc 

a t tcttag tg 

cgtacttggc 

agcgtgctta 

aaatatcaac 

caa La icca t: 

i re? ^ni 

tatgctacac 

i -i — i — i— - — - — i — i— - — i— 
g l l l c c l l c i; 

atccgtttca 

atccattaaa 

agtccattaa 

caaaaa tga i; 

i re? ^ki 

gcaxxatacc 

taa t: tcacci; 

aaaaacctga 

ctcattgcag 

cagcgtttcc 

rccrrgcaga 

1 C\~) A~) 1 

ctatccagtt 

ggcattttaa 

acgggtccgg 

ctgcctaaac 

cgaaaacacc 

^44-4-^4^^4-4-4- 4 

gttgcctt ta 

i n?4Hi 

ctgtaagtac 

aaaactaaaa 

tttatatttg 

cgtgcgtatt 

ttgtaacata 

tatgcc t t t t 

±UZ D4± 

axxcccccgc 

aag 1 1 tgcri; 

taccctcgcc 

ttcaccaccc 

ccgccacctt 

ccggccarrr 

i n9Kni 

taataactii 

aa t: i_gc i_a i_a 

agacataccc 

aaaccggatg 

atttttgccg 

c rggaaaaac 

lUiDDl 

agcttctaat 

mrcccgrci; 

caactcggcc 

ttggttgcat 

ctccaagtat 

acc l l ragrr 

i v? i 

tgctcccg La 

gaggrgrara 

aatacaaacg 

gtgacaagta 

ttgagcgtaa 

LCLcaaaLLL 

i n - ? 7Ri 

ttgtaarr La 

gggcggagcg 

cttacgacag 

cacatgcgta 

ctgttagact 

g l rang l l ra 

1 D9R41 

4--+- -+--,4-4-4- 

txgxa l xxgc 

agagcaggat 

gccccggtta 

ctccgagacc 

ggattgcggg 

s~- — v 4~ 4~ —\ — v 4~ 

can Lccgaa l 

i n"?Qm 
±uzyu± 

cgtgtacgga 

cttaccaggg 

ggcagtattt 

acaccttggg 

ttccagatat 

accaacccLL 

i roQKi 

acgaccaara 

gcaacac rca 

ggtattttta 

aaatgcacgt 

ttaatgatca 

raarrracar 

i n^n - ? i 

acagrrggra 

a raaagcaga 

ctgtggatgt 

ttaaggcatt 

tccttccccc 

rcccaacaaa 

i n^nsi 

ctaggacttc 

4-4-^-,4-^4-4-- 1 +- 

ttcatc t tgt 

ttggaatacc 

tttacccgct 

ttaccggcag 

agcttttttt 

i r*3i 41 

IUj141 

ggtaaggtgt 

mcagrgaac 

ctgatgttga 

tccggaggtg 

gagggggtat 

rggacrcccc 

i n3?ni 

ctgtggagag 

/i — ^ — ^ 4~~ 4~ 4~ /~i 

gcaacmigc 

gggttttact 

tcccttacat 

gccgaatcag 

— x /— 4~ /~ ^ /-^ — x 4~ /^i 4~ 

acrcagargr 

i n5?Ki 

S~ — \ /-j /-j 4~~ 4~~ — » 4~~ 

caggrcram 

grraagca rc 

gtttaacgtc 

tctgccggta 

tgaaataaac 

ggcgcmagc 

1 ("13391 

accccmgcg 

s— 4- 4- /~j /^i 4- 4- 

cmcccggrTi 

taatccccgg 

taacacagaa 

aaaagcctga 

/— 4- 4- 4- 4- 4- r~\ rA rA rA 

ctttttgggg 

i n33Hi 

rgrarrracc 

aarcgggrai: 

ccctttcatc 

gccacgagag 

gtctccccgg 

4— 4- r~\ -> /~i rA 4- /~i 4- 

ttgaggtggt 

1 113/1/11 
XL) J'tHX 

4-4-/~4-/-4n4-,~4-4- 

rrcrggrcrr 

— \ — \ -* 4— 4— /i /i /— 

acaamggac 

ctgtaattag 

ttggatggct 

gtatctttcc 

aggtccaggt 


ttgcatggtt 

aggcgggttg 

gatcggtaca 

tcgatccaac 

aagaataaca 

rgrrrgrrac 

1 f>3 RKI 
XU5 Jul 

aaacggrccr 

/-^ 4- 4- rA *~\ — \ 4- /~ *~\ +- 

grrgaarcar 

gcaaaagaca 

acgcagggat 

gtttttaatc 

ccgccrcarc 

XUoDZ X 

acgcccgraa 

araccrarar 

agtttaatat 

caacattttt 

gtaggctcta 

caarrrcggg 


4— 4- *~\ 4- /~ 4- 

rrgaracagr 

rccgcaagrr 

gatcatcaag 

ccatccgagt 

aaaggttgca 

rgraacacgg 

1 ("13741 
IUj /'tX 

gaatctcgcg 

tttccctctg 

ttcctctatc 

cgtggctcga 

aaaggcagtc 

tgtccatggt 

103801 

tcgtgggtct 

tgattaattc 

ccacagatac 

tggacgatca 

cggtagtcct 

gccccccggt 

103861 

ccggggttgc 

tgtgcagatt 

caatcgagcc 

atacaccacc 

ggggtcgccg 

atcgaacagc 

103921 

aggttggtct 

ttaaaaaata 

ccttccgtaa 

aaatgatgcg 

gtagagcatg 

ttttggttac 

103981 
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accagggctc 

gagtctcggg 

tcggtggttg 

4~~ *^ 4~ /~a —\ *^ 4~ ^™ 

ta ragaaTCC 

tgttgagagt 

cacttggtga 

1 r\AC\A1 

ctctgctgtg 

ggctctctag 

ccgacgattg 

aaggggecca 

/^i /^i 4~ 4~ 4~ /~i z" 1 ! 4~ /~i 

gggtttggtg 

— \ 4~ 4~ /~i — \ 4~ /~i /~i /~i 

attgaatggg 

i r\A^ m 

±VH±V± 

ctcccgactc 

gatcttgatg 

ttggctgttg 

gatggactcc 

cgac tegg tc 

ctgggcttgg 

1 C\A~\ F.~\ 

tggcagaaga 

4~ /~ 4~ ~~\ 4~ /~i /~ 4~ 

tctatgacai: 

c Lcccgg Lag 

gargrcgatg 

gaarc l rcaa 

atgaeggetc 


ag dcLcLcLcLC C a 

tcgtcgtcgg 

atgggtgcac 

L LCatdttCC 

ttgraac l rg 

rarcacttac 


gaLcTmatgc 

/~i /~i 4~ /~i /~i 4~ 4~ 

aggarggatT 

gcacrggaca 

ceggcagaga 

ggacactgga 

cgctggtgga 

1 CiA?.A~\ 

ggtccatgcc 

cgaaracaaa 

caaagcagaa 

g rcg rgcaaa 

caeggcatgg 

rrrr rccgag 

i r>44ni 

XU't'tUX 

atcggaaacg 

/~i 4~ /~i /~ 4~ /~ ^ 4~ /^i /— 

gtgctcargc 

a La Lgg Lgca 

gg La l rarcc 

gaagegregg 

aggtgecget 

1 r>44K1 
XU^f H Dl 

accgcccgct 

— \ 4~ ^ 4~ /^i /^i 4~ ^ 4~~ 

aatatggrar 

cca Lgg Laac 

aactggctgt 

ai lc raarg l 

ccgggcarcc 

XUt jl. X 

aaacacgtag 

cagaacrgcc 

a Lgcg l lc La 

aa l rg rgag l 

tgrggcgagr 

aCdtLLLIdl 


aattggtacc 

aacgaagaca 

cacccc La La 

lccc Lccacc 

_ -i— -i— -i— _ -i— -i— -i— -i— 

car L LC L L L L 

aag rcccacc 

XU^tD^tX 

cactaaaacg 

rggg La taaa 

— \ 4~ /^i 4~ /^i 4~ 4~ 4~ /^i 

argrgraTiTig 

gggtaggegg 

acag iicccaa 

caaacaggga 

±\JH 1 UX 

agttgattgg 

4~ 4~ *^ 4~ 4~ /^i 

La taacc l Lg 

ggccgggtaT: 

acagc taag l 

/-^ — > /— -\ 4~ 4~ 4~ 4~ /~a 

gacar l l rag 

aL LC Lg LC L L 

XU4 / DX 

La Lmagara 

aagagcga ra 

cgaagaca l l 

lc rccacccc 

CC Lg tddLdC 

CCg Iddd Idd 

i n^s"? i 

aggraagrcc 

acaaacaaaa 

gcac rg ra ra 

L cl g g d. d. y L C y 

/** /** /*4 4~ 4~4-/~4/~4 

ggrgtatrgg 

gacag l rac l 

1 C\ARR~\ 
XU^f ooX 

ccamagagg 

cgracaaaca 

a rac rgggax 

agggtaatgc 

aag lcccccc 

cgargg rege 

1 r\AQAl 

cccgcaaacg 

cgcggggagg 

tggggtcget 

i-i-i-i-i-i-i--l-'l-/~ > 

rcrcrcgagg 

gggecgegag 

XU jUUX 

agggctggcc 


gggtccgccg 

ggcgcccaga 

aacegggggg 

rinn-l--l-a-l--l--l-+- 

gggttarrtT: 


r~ r\ r\ r\ r\ r\ r\ r\ r\ r\ 

cggggggggg 

4-/— /— /-i-l/— /— 

TXCgcLCCcLgC 

cegceegteg 

ecegcecgcd. 

Cd.gd.Cd.gd.Cd. 

n 3/ - 3/ -4-4-4-4-4- 

gd.Cd.CT.T.T.T.T. 

XU J 1l X 

rcaraaaaac 

y-i 4- 4- /~i 4- 4- 

cgmccgcrTi 

T. T. a. T. T. a. d. C a. d. 

caaacag ice 

gcgcgccagt 

ggcgctcacg 

XU jXOX 

agaaaaggag 

gggactccgt 

________ _ 

CcLCCCCCgcLC 

tetgeggggg 

gcrcctcccc 

ccgcgcccrc 

XU DL.H1. 

, — , — , — ~\ , — ~\ , — ~i +- , — 

LLLcLLcLLcLLL 

gixcT.cgT.ee 

teggaggacg 

aggacgagga 

caacagctcc 

acctrgaccg 


ccgggcgcaa 

acccacccgg 

cggrcrcgca 

gcacacccgg 

ggccaccgac 

acgargcrca 

XU JODX 

ccccaaagga 

rgaccccggr 

gcgrccccgr 

cgrccccgcc 

z^- y— y— y— 4~~ /~ /~ 4~ /~ 

ccccrccrcg 

^ — 4~~ i~a 4~ ^ — ^ — ^ — —\ * — « 

crgrcccacg 

XU J'tZ X 

cgrcrrcaca 

— — — — — — — -1— s~ s~ 

ccccaccrcc 

caarcgrcca 

gcrccaaagc 

g Lgrrcrcrg 

4~ r — /^i 4~ s — 4~ /^i / — /~*\ /~*\ 

x. c g r c r g c g g 

XU J'toX 

tgcgccgctg 

rcgccccgcc 

tgggtttctg 

acggccgttc 

cgagcccccg 

tggtgtccga 

XU _> J'tX 

acacgaaccg 

tgttccgtcg 

ctcccctcca 

acaccgtctc 

cgcggcccca 

aaaccgggcg 

105601 

gccacattac 

tctgggaatc 

ggggggaggg 

cattccgagc 

ctcgtccgcc 

gaegcataca 

105661 

gcgccaccga 

ccgaccggcc 

acgggtggaa 

gcacgagtgg 

ttctgeggea 

gggtcgggtt 

105721 

ccagcagggc 

gtggcggcaa 

aacaccctcg 

cccaggtggg 

tacgtcgccg 

gcctccggcc 

105781 

cggcggcccc 

cggtctccgt 

ccctcgggaa 

ggaagacggg 

tegaagegeg 

gcacccaggc 

105841 
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f— f— f— — \ -1— f— /~i /~i -1— -1— 

cccatcggim 

tgctgcgcgg 

591508037SeqLi stAug2010 
tggctatgtg ccgcctcgtc cacaaagtcg 

gctgccccga 


gccccagacc 

ccgagactgt 

cgcgcgaggt 

ccttgcaacc 

gtcaaaaccc 

ggcagcacgt 


actgccggta 

ttcacggggc 

gacaggggga 

cgcgggtctt 

ggggcccgcg 

cgggtacaca 


cggtgtatgc 

gacgttccca 

ccgcggcaca 

aacacagggg 

ttgttcgccc 

gggtacaggt 

lUDUOl 

T_ggcaaacgc 

— \ /~i 4~ /~ 4~ /~ /~i 4~ 

d.gT.cT.cgd.T_a 

cgagcaaaac 

tcgctggccc 

aaaggtgcgc 

gacgargcaa 


acacggcccg 

ggcgagicci 

tctgtgaccg 

ccgagtctgg 

ccatcggacg 

acggccrggg 


cgtccggtcg 

cgccggggcc 

cggacgtaca 

cgtgatactg 

agacaaagcg 

ggtccatccc 


tgggccacct 

ctcgagggcc 

accgcgtcca 

acaccagcaa 

ccggcgccgg 

gcagaggcca 


accgcgagcc 

T_agaT.acT.cg 

acggccccgg 

caaaggccag 

gtctcgggtc 

gacagraara 

lUujol 

aaacgccccg 

ggcgttcaaa 

gcggacacgt 

ccggcgggcc 

ggtccagttc 

ccggcccagg 

±VOHH± 

catgagtgct 

c gg ca gg cac 

aaccggttac 

tcagggctgc 

caggaccaca 

gacag lcccc 

IUDjUI 

ctcgggatgg 

acrcca tgac 

ggtcccggat 

ctgtcgcgag 

ggtgctctcg 

agggggccgt 

lUujDl 

tgatgrccrc 

tccgggcaac 

ggatcgtaga 

tgatcagaag 

cctcacatcc 

rccgggrcrg 


ggatctgccg 

catccaggcg 

cacctccgtc 

gcagcgcctc 

cactccgctg 

ggrggaccaa 

lUDDol 

accgrcggrc 

rccrccgccc 

ggacgccgag 

cggcgatttc 

cgccaaggcg 

ccgggarcaa 

1UD/ 4± 

agcttagcgc 

a ggg c g cca g 

gccgtgggaa 

acaatgggtc 

gtcgaccaga 

cgggcgatgg 

XUDoUX 

tttcgggggt 

acagtacgcc 

ttgcgagcct 

ggtccgacgg 

gaccggggta 

tgcagggccc 

XUDoDX 

cccggggaat 

acgccgaaar 

cccccgtttg 

gggccggtcc 

gtcaagtggc 

arcgrrarra 

xuDyii x 

c gg c 9999gg 

— t 4 — — y - — — 1 <" — y" — — 1 ^ — — ^ 

arccaccaca 

gggcccgagg 

tgatggtcac 

gggctcggat 

acccgcctct 

xucyox 

tggccttgga 

aaccacarga 

tcgtctgcaa 

cccgggcgtc 

cgcgacgggt 

grcrcccraa 

XU/U'tX 

rcrrgrcgag 

gaggcmcrg 

ctctcgactg 

gctgggactt 

gcgcttgcgc 

ggagttcgta 

i r>7i ni 
xu / xux 

— \ n -« 4-/- 4- /~ 

aacgarcaxc 

cggtggacac 

acagaaagag 

agcgtgcggc 

ggccgacggc 

tgagggtcgg 

i r>7i ki 

XU / XDX 

/~i~\/~i/~/~4 _ /~i4 _ /~i4 _ 

gagcctgtgt 

ggccggggtt 

gttggagaag 

ggtgaccgcg 

ggagatccgc 

gccgccggac 

i r>7? 9 1 

XU 1 L.L.L 

tggagcccgt 

tgcctcgggg 

tatgccatgc 

tggcaaaggc 

tctgcggaga 

ctctgtagga 

i r>7? hi 

XU/ *loX 

raaagrgrrr 

ttgggcccgg 

tcgtatcgac 

ggctcatagc 

cacggccgcg 

gccgcgtggg 

XU / O'tX 

ggagagccca 

gagggcctcc 

cccgtggcca 

tggcttcgcc 

tacatgcgga 

acgggagacg 

XU / 'tUX 

cracgcrccc 

cgtaacggcg 

gtacccgccc 

gtcccggtgg 

caacagcttt 

rggragaacr 

1 n74K1 

xu / tox 

ggttcagggc 

cgagrrgaca 

ccggtcagct 

tggggttctg 

gagccatgct 

■^4 _- ^/~i/~i/~i4 _ /~4 _ /~ 

ata ggg tctc 

XU / _>£ X 

tgtctggaca 

gtagatcagg 

ttaatcagcg 

cgcggtactg 

tctagccgga 

tctcccaact 

107581 

ccggcacgta 

aagcggcacg 

ggttccgttg 

aggcctcgta 

acgagcccgc 

gccgctctca 

107641 

cagcctcatc 

ctcccagtga 

ccctctctgg 

tctccccgga 

cggtccaaac 

cgcaccctgt 

107701 

tggatgggag 

gggtgccgat 

ccgggccaag 

ggcttccgtc gggcatcatg 
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agcggccccg 
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— \ f— — \ f— f— /~1 /~1 /~1 /~1 /~1 

acaccggggg 

aattatcggg 

/-i -I— -I— /— -I— /-i /-i — \ -I— /— 

gttctggatc 

gcggcaggga 

— \ — \ — \ -1— /~i — > 4— 4— 4— /— 

aaatgarttc 

tgtctctggc 

±U loci. 

gccccggttc 

ccccgcaaga 

/N +" +" +- /I /I 4~ yf*~ 4~ 

cgtttggtct 

4~ — \ -— i — \ — \ 4~ y™ y™ 4~ 

LacgaaTCCx: 

/— - /I /I — V +- /— - y— | y— 1 /I — \ 

eggateggga 

#— i +- /~i — \ +- /~i /~i 

ccgctgatgg 

1 n7HH1 

atcgataLcc 

cggttggata 


Lcgacccacc 

arcaiz l tgag 

tccgaatcai: 


/— /— /-i — \ — \ -1— -1— -1— /-i — \ 

ccgaatttga 

c gggg aa ggg 

gcgigtrcgc 

grccggacc l 

gc rgee rgra 

grrtcacttc 

1UOUU1 

— — — — — « — — — — 

ccaccgaaac 

/-i /— /-i /— /— /-i /-i /-i /-i 4~ 

gcgccggggt 

tea teg Lcrr 

ca lcc rccga 

tgacga lccc 

S— -\ /-^ /i S— /~i — \ /~i /~i 

cacgacgagg 

1UOUD1 

— \ — \ /-i — \ /-i /-i — \ -1— /-i — \ 

aagaggatga 

cLycLC y cLclcLC cl 

aac Lcacgac 

LCLLrggcrr 

LLLCLCCaCL 

gggcrgrca l 


/— /— -I— s— — \ — \ -I— s— /-i /-i 

cctcaatcgg 

/~i 4~ /~ 4~ /~i /~i 4~ /~i /~ /~i 

gtctggtgcg 

rgggarc l lc 

ccggcagggc 

CaadadCyCL 

c Laggrrrgc 

lUOlOl 

/— s— s— s— s— /-i — \ /— /-i — \ 

cccccgacga 

acgtccaggg 

aegegaggrg 

l La Laccccg 

ggcarcargr 

l lcc rrgggc 


gggtatcatc 

ggtctcaaac 

ggcaggrccg 

cc l Lrgcccc 

errageggga 

acgcrgrccg 

i na^ni 

aaaggacgtg 

/~i 4~ ^ /— ^ — i 4~ 4~ /^i 

gracaa l Lgc 

tcaaccgggc 

egggtacagg 

rccaccggg l 

l rccgcgccg 

1 n83K1 
lUojDl 

/-I /-i — \ /-i 4— /-i /~i /-i — \ /— 

gg a g xgggac 

cttaaccLtc 

aaag lc l l l l 

lc l Lcgggc l 

c l l lccc rga 

gcgggccgtr 

1 (ViA? 1 

/-I — \ /-i -1— 4— 4— 4— s— 4— /i 

gagttttctg 

gagaacLacL 

ccg Lcccccg 

argcatgege 

a Lgacccgc l 

rgc Lcarcgc 

1 nR4R1 

ccggc Lttt l 

acccgaga tg 

/-i-^/— 4-/-i-^/-i4-4-4- 

gactgagrtT: 

g lc l y lc rcg 

arggaccacc 

gaeggcaaac 

1 nS R41 

>r~ "t~ /i /i +■ /"i 4~ 4~ 

ctggrgaam 

4~ 4~ 4~ s~~ r°\ 4~ 

TICC LC LCg LC 

grtTigTicggg 

g Ha iiagaccg 

c rgg LC L LCC 

eg l rgarcg l 

i nssni 

tcccggcggc 

grcrccaaca 

ggagacgegg 

gggatacagg 

ggagaaggee 

t g c ggg aac g 

1 nSKKI 
-LUODDX 

gaggggtcgt 

acc LCtgccc 

gtttccccax 

cgt rca regg 

tggttttgga 

gaccragcaa 


r\ / — 1 — 1— /— r\ H — 1-/~/~ 

gcrrcgrrcc 

gagagagact 

gtctcaaggg 

agegategge 

-f— -f— /^1 -f— -f— /^i /^i -4— 

tcctgttggt 

rcrcgcgcgc 

i ns7si 
XUO /ox 

y— y-J /- 1 y— y— 4~ /~1 

cggccxccga 

gaatcgggtg 

tggd.aga.ee t 

cggccagcgg 

/-i — > 4- 4- —> f~~ -> /~i /~i /~ 

gartacaggc 

/-i — > /-i /— /— /— — > 4- 4- —> 

gageccama 

i nss4i 

XUOO'tX 

gatcctgacc 

gi.cci.cgca. t 

aegtagtegt 

cttgtgttag 

c lc Ltcgcca 

acatcttccg 

i n«Qni 

ttctgggttc 

4— /~t r~\ 4- 4- /~i —i — * y-i 4- 

tggttgaagt 

cccgatacgg 

agggaattga 

— * — > /— /-i — > 4- /~ 4- /~ /~i 

aacgatctcg 

4— /~i 4- 4- f~- f~- f~~ /~i 4- f~~ 

rgmcccgrc 

1 nBQKI 

xuoyox 

ccaccargac 

y-i 4- 4- 4- 4- 

cccgmciicTi 

— * — * — * 4- —i /~i 4- —i 

ccaaaragra 

gategtcagg 

ctgactcgag 

grgaccaccc 

1 nan? 1 

gggccctgtg 

ttcggcggcc 

gccgcggccg 

cgrccaacag 

v~i 4- f~- f~~ -> 4- 4- —> — > t— 

g rccamaac 

4— r~- —> — > — \ /~i 4- ""^ 4- 

tccaaagrar 

1 nansi 
xuyuox 

caggcgaccc 

cgcgcgttgg 

y— 1 y— 1 +- y— 1 4~ /~| /-| /— ~ 

ggtgtagagc 

/I /— - 4~ /~1 /"^ — -~\ 4~ /~ y~1 /~1 

getgeategg 

yr~- /~i /~i /— /i 4~ ~% 4~ /~ /~ 

cggcgrarcc 

— X +- /— /i /— —X y — 4~ /~1 /~1 

aregcacrgg 

1 nai 41 
xuyx'tx 

ggrgaarrra 

gacgracccg 

— \ ,— i +- 4~ 4~ 4~ /— ~ — ^ — ^ 

agrmTiccaa 

— ^ /— - /-« /— - 4~ 4~~ y~1 yr~- 

acgcrcrcgc 

— \ /~1 yT - - 4~ 4~ /~ — X — X — X 

agecmcaaa 

/~1 yi —\ 4~ 4~ /~1 y — /~1 —\ 4~ 

ggattgegat 

1 na?ni 

tgcggttggt 

gagggagttc 

caacagtact 

taaaacgtgt 

tgtgcccccc 

cctcgaccgc 

1 r>Q9 ci 
xuy^bx 

atatttcctc 

cccgtgtcgt 

caccgtgtaa 

atattcttaa 

tgataagacg 

atgtagtgat 

1 r>Q3 9 1 
xuyo^ x 

tggacgagac 

tcgaggcggg 

aagttcatgg 

accatagtat 

gcgtttaagg 

agagaccget 

109381 

ggttggcgat 

gtacgcccgg 

tgtctatttc 

cgcatacctt 

acaacatcat 

aacaagggat 

109441 

accagacatg 

tgaatttcat 

ttacatatgt 

ttaaataaca 

accaatcatc 

gtgtgtctac 

109501 

agacgatata 

taatatacat 

aaacacaatt 

ggggttgtct 

cacatgeaaa 

acatcttata 

109561 

taacacgggt 

tgtttccacc 

catccggcat 

ctagttaatc 

aaatgcacgt 

cgacggtgtg 

109621 
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-1— -1— -1— /~i /~i /~i -1— f— f— f— 

Tmtgggtccc 

-i— s— 4~~ s— s— /~i -i— s— /~i -i— 

tctccgtcgt 
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cattaegtte gcgcaatcaa caagegtata 

—————————— 

c acc acc acc 

1U3O01 

cctcccaacg 

— \ -I— -I— — \ -I— /~i -I— /— — \ /~i 

attatgtcag 

gcggcacgaa 

gcccgcgata 

acccataaaa 

tacacaeggg 

1 r>Q741 
xuy / H X 

/■■i 4~~ 4~~ /~*\ 4~~ « +- /-j +- 

gttgtggtgt 

tcacgtaacc 

ccccgccgat 

ggggaggggg 

cgcggtaccc 

cgccgatggg 

i naani 

gagggggcgc 

ggtaccccgc 

cgatggggag 

ggggcgcggt 

accccgccga 

tggggagggg 


gcgcggtacc 

ccgccgatgg 

ggagggggcg 

cggtaccccg 

ccgatgttta 

T_ddCCdI.ddI. 


T_XT_xtaaacc 

gttgtagaaa 

atcacaaaaa 

aatttattca 

aaaacaagtc 

gaagaacttc 


atatctgagg 

catgtaaacc 

cgttcgcact 

tcctggggtg 

gaatggggtg 

gggtgggggg 

i i nn^i 

gtgaaaaagg 

gggggggtta 

aattgggcgt 

ccgcatgtct 

gtggtgtacg 

ecaateggat 

1 1 ni ni 

-a^— — i— ^ — i — i — i — i- 

/-i-d-|-/—4-/"-i/~~}4-4- 

gd.T_CT.gCd.T_L 

cgcacttccc 

gttttttcac 

tgtatgggtt 

l Lcargrrrr 

1 1 ni ki 

±±U±D± 

ggcatgtgtc 

caaccaccg l 

tcgcactttc 

tttctatata 

tatatatata 

taLaLarara 

1 1 n? ? i 


ddgdgdgdgd 

gtttcttgtt 

cgcgcgtgtt 

cccgcgatgt 

cgegg trrra 

1 1 rosi 

tggggtgtgg 

/~i /~ /~i /~i /~i 4— 4— 4— 4— 

gcgggctttt 

cacagaatat 

atatattcca 

aatggagcgg 

/— -\ /— 4~ 4~ 4~ 4~ 4~ 

caggcLLLLL 


aaaatcga 

rgacg tga ta 

aaaaaaaaca 

cacggggccc 

cccccttttt 

ttggtgttat 


aaaggcaacc 

caatcgaagg 

tctcccgccc 

cggaatcccc 

cattgecatt 

ttacccaagt 

110461 

agccttattc 

atagatgtaa 

acgtttgggt 

gtgtgttttg 

ttgtgcaggg 

ttegtccgat 

110521 

tcataacgcg 

acagegtega 

gtcggtttta 

agggaaaagg 

ttactaegge 

cccaaggac 

110580 

atg ttt tgc acc tea 
Met Phe Cys Thr Ser 

ccg get acg egg ggc gac teg tec gag tea 
Pro Ala Thr Arg Gly Asp Ser Ser Glu Ser 

110625 


18315 18320 18325 


aaa ccc ggg gca teg gtt gat gtt aac gga aag atg gaa tat gga 110670 
Lys Pro Gly Ala Ser Val Asp Val Asn Gly Lys Met Glu Tyr Gly 
18330 18335 18340 

tct gca cca gga ccc ctg aac ggc egg gat acg teg egg ggc ccc 110715 
Ser Ala Pro Gly Pro Leu Asn Gly Arg Asp Thr Ser Arg Gly Pro 
18345 18350 " 18355 

ggc gcg ttt tgt act ccg ggt tgg gag ate cac ccg gec agg etc 110760 
Gly Ala Phe Cys Thr Pro Gly Trp Glu lie His Pro Ala Arg Leu 
18360 18365 18370 

gtt gag gac ate aac cgt gtt ttt tta tgt att gca cag teg teg 110805 
Val Glu Asp lie Asn Arg Val Phe Leu Cys lie Ala Gin Ser Ser 
18375 18380 18385 

gga cgc gtc acg cga gat tea cga aga ttg egg cgc ata tgc etc 110850 
Gly Arg Val Thr Arg Asp Ser Arg Arg Leu Arg Arg lie Cys Leu 
18390 ' 18395 18400 

gac ttt tat eta atg ggt cgc acc aga cag cgt ccc acg tta gcg 110895 
Asp Phe Tyr Leu Met Gly Arg Thr Arg Gin Arg Pro Thr Leu Ala 
18405 18410 18415 

tgc tgg gag gaa ttg tta cag ctt caa ccc acc cag acg cag tgc 110940 
Cys Trp Glu Glu Leu Leu Gin Leu Gin Pro Thr Gin Thr Gin Cys 
18420 18425 18430 
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tta cgc get act tta atg gaa gtg tec cat cga ccc cct egg ggg 110985 
Leu Arg Ala Thr Leu Met Glu Val Ser His Arg Pro Pro Arg Gly 
18435 18440 18445 

gaa gac ggg ttc att gag gcg ccg aat gtt cct ttg cat agg age 111030 
Glu Asp Gly Phe lie Glu Ala Pro Asn val Pro Leu His Arg Ser 
18450 18455 18460 

gca ctg gaa tgt gac gta tct gat gat gqt ggt gaa gac gat age 111075 
Ala Leu Glu Cys Asp val Ser Asp Asp Gly Gly Glu Asp Asp Ser 
18465 18470 18475 

gac gat gat ggg tct acg cca teg gat gta att gaa ttt egg gat 111120 
Asp Asp Asp Gly Ser Thr Pro Ser Asp val lie Glu Phe Arg Asp 
18480 18485 18490 

tec gac gcg gaa tea teg gac ggg gaa gac ttt ata gtg gaa gaa 111165 
Ser Asp Ala Glu Ser Ser Asp Gly Glu Asp Phe lie val Glu Glu 
18495 18500 18505 

gaa tea gag gag age acc gat tct tgt gaa cca gac ggg gta ccc 111210 
Glu Ser Glu Glu Ser Thr Asp Ser Cys Glu Pro Asp Gly val Pro 
18510 18515 18520 

ggc gat tgt tat cga gac ggg gat ggg tgc aac acc ccg tec cca 111255 
Gly Asp Cys Tyr Arg Asp Gly Asp Gly Cys Asn Thr Pro Ser Pro 
18525 18530 18535 

aag aga ccc cag cgt gee ate gag cga tac gcg ggt gca gaa acc 111300 
Lys Arg Pro Gin Arg Ala lie Glu Arg Tyr Ala Gly Ala Glu Thr 
18540 18545 18550 

gcg gaa tat aca gee gcg aaa gcg etc acc gcg ttg ggc gag ggg 111345 
Ala Glu Tyr Thr Ala Ala Lys Ala Leu Thr Ala Leu Gly Glu Gly 
18555 18560 18565 

ggt gta gat tgg aag cga cgt cga cac gaa gec ccg cgc egg cat 111390 
Gly Val Asp Trp Lys Arg Arg Arg His Glu Ala Pro Arg Arg His 
18570 18575 ~ 18580 

gat ata ccg ccc ccc cat ggc gtg tag tctttataaa taaatacaat 111437 
Asp lie Pro Pro Pro His Gly val 
18585 18590 

ggtttggctc gtgtcttttt ttgatgtctg tctgtggggg agtggggtgt tgtggatatt 111497 

agagggtaga gggtgctggt ttgaaegtet ccattaaccc acggggtccc cacacgggcc 111557 

gtgtggt atg aat etc tgc gga tec cgc ggt gag cac ccg ggc ggt 111603 
Met Asn Leu Cys Gly Ser Arg Gly Glu His Pro Gly Gly 
18595 18600 

gaa tat gee gga ctt tac tgc aca cga cac gat acc ccc gcg cac 111648 

Glu Tyr Ala Gly Leu Tyr Cys Thr Arg His Asp Thr Pro Ala His 
18605 18610 18615 

cag get etc atg aac gac gec gaa egg tac ttc gec gec gcg eta 111693 

Gin Ala Leu Met Asn Asp Ala Glu Arg Tyr Phe Ala Ala Ala Leu 
18620 18625 18630 

tgc gec ata tct acc gag gec tac gag get ttt ata cac age ccc 111738 

Cys Ala lie Ser Thr Glu Ala Tyr Glu Ala Phe lie His Ser Pro 
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18635 18640 18645 

tec gag aga ccg tgc gcg agt ttg tgg ggg agg gca aag gac gec 111783 
Ser Glu Arg Pro Cys Ala Ser Leu Trp Gly Arg Ala Lys Asp Ala 
18650 18655 18660 

ttc gga egg atg tgc ggg gag etc gca gcg gat aga caa cgt cca 111828 
Phe Gly Arg Met Cys Gly Glu Leu Ala Ala Asp Arg Gin Arg Pro 
18665 ' 18670 18675 

ccc teg gtt ccg ccg ate cgc aga gcg gtg tta teg tta tta cgc 111873 
Pro Ser Val Pro Pro lie Arg Arg Ala Val Leu Ser Leu Leu Arg 
18680 18685 " 18690 

gag caa tgc atg ccg gat cca caa teg cat ctg gag etc age gag 111918 
Glu Gin Cys Met Pro Asp Pro Gin Ser His Leu Glu Leu Ser Glu 
18695 ' 18700 18705 

egg ctg ata ttg atg gca tat tgg tgc tgt ttg gga cac gec gga 111963 
Arg Leu lie Leu Met Ala Tyr Trp Cys Cys Leu Gly His Ala Gly 
18710 18715 18720 

ctt ccg act att gga ttg teg ccc gat aat aaa tgc ate cgc gec 112008 
Leu Pro Thr lie Gly Leu Ser Pro Asp Asn Lys Cys lie Arg Ala 
18725 18730 18735 

gaa tta tat gac cgc ccc ggg gga att tgt cac agg ctt ttt gac 112053 
Glu Leu Tyr Asp Arg Pro Gly Gly lie Cys His Arg Leu Phe Asp 
18740 18745 18750 

gcg tac ctg ggc tgc ggg tec ctt gga gtc cca aga acc tac gag 112098 
Ala Tyr Leu Gly Cys Gly Ser Leu Gly val Pro Arg Thr Tyr Glu 
18755 18760 18765 

aga tec tga caccccatcc ctttatatag aaaaaaaaaa taaatttaaa 112147 

Arg Ser 

18770 


acatacaccg 

gataaaagcg 

tactgttttt 

tatttaaatt 

tacacgctcg 

gcgttgcccc 

112207 

ggttcggtga 

tcaccgggtc 

ttatctatat 

acaccgtgta 

actcgaaccc 

ccgtgactcc 

112267 

ctccaatcgc 

gttaccaaac 

tcttcttccg 

tatcegtaga 

ttccgagtcc 

tegaaategt 

112327 

ccacttatcc 

aacaaattgt 

gaegttatat 

atcccaaggc 

aaaggecget 

cccgtcatag 

112387 

caaatacaaa 

gacaattatt 

agegtaatat 

aacagaattt 

tttacgatga 

tatattttat 

112447 

gttgatattt 

tccaattcga 

cgcaaaaatt 

catctgccgt 

ttcattttcg 

ctatcactat 

112507 

aataacactt 

ttcagccgaa 

eggcteggtt 

gtatggctgt 

tatcgttgta 

ttatttggtt 

112567 

gcgctcgcgg 

ggttaccacc 

gcttccatca 

gtaaggecac 

ggcctcaccc 

tccatggtgt 

112627 

tttgtccggc 

catagaaatc 

cagattgtaa 

ggecagcagg 

ctagtttaaa 

agtgtttaat 

112687 

accacacctt 

ttgatattta 

tatacatgea 

agattctaga 

ttattcatca 

ataggtegtt 

112747 

taaagcgcgt 

tttcataaac 

gttgtcagct 

ataccgacat 

tctcacaaag 

aggtaaagtt 

112807 

accttaegtt 

attattaaat 

aaaacatgta 

gacattatta 

ataatcctag 

gaacaatcaa 

112867 

atccatattt 

gtaagttatg 

tttaacccct 

cccctttttg 

tcattatctc 

cgccctctta 

112927 
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taatcggatc actttataag tgtgtcggtg agtatatttt gtacagttgt tggacaacag 112987 

gtttttggtt cattaacact atcaacataa gtcggggtat acaagtata atg aac gac 113045 

Met Asn Asp 

gtt gat gca aca gac acc ttt gtt gqa caa gqa aag ttc cgt ggc 113090 
Val Asp Ala Thr Asp Thr Phe Val Gly Gin Gly Lys Phe Arg Gly 
18775 18780 18785 

gcc ate tea aca tea ccg tea cat att atg caa aca tgt ggg ttt 113135 
Ala lie Ser Thr Ser Pro Ser His lie Met Gin Thr Cys Gly Phe 
18790 18795 18800 

ata caa cag atg ttt cca gtt gaa atg teg ccc ggc ata gaa tct 113180 
lie Gin Gin Met Phe Pro val Glu Met Ser Pro Gly lie Glu Ser 
18805 18810 18815 

gag gat gat ccc aat tat gac gtt aac atg gat ata cag tct ttt 113225 
Glu Asp Asp Pro Asn Tyr Asp Val Asn Met Asp lie Gin Ser Phe 
18820 18825 18830 

aat ata ttt gat gqt gta cac gaa act gaa gcc gaa gcc tct gtg 113270 
Asn lie Phe Asp Gly val His Glu Thr Glu Ala Glu Ala Ser vat 
18835 18840 18845 

gca ttg tgc gca gaa gca cgc gtt gqa att aat aaa gcg gqa ttt 113315 
Ala Leu Cys Ala Glu Ala Arg Val Gly lie Asn Lys Ala Gly Phe 
18850 18855 18860 

gta ata tta aaa acg ttt aca cca ggg gcg gaa gqt ttt gcg ttt 113360 
Val lie Leu Lys Thr Phe Thr Pro Gly Ala Glu Gly Phe Ala Phe 
18865 18870 18875 

gcg tgt atg gac agt aaa aca tgt gaa cat gtg gtc att aaa gcg 113405 
Ala Cys Met Asp Ser Lys Thr Cys Glu His val val lie Lys Ala 
18880 18885 ' 18890 

gqt caa cgt caa gqa acg gcc acc gag gca acc gtg tta aga gcg 113450 
Gly Gin Arg Gin Gly Thr Ala Thr Glu Ala Thr Val Leu Arg Ala 
18895 18900 18905 

tta acc cac cca tec gtt gta cag ctt aaa gqa acg ttt acg tat 113495 
Leu Thr His Pro Ser Val Val Gin Leu Lys Gly Thr Phe Thr Tyr 
18910 18915 18920 

aac aaa atg aca tgt ctt ata tta cca cgt tac cga aca gat tta 113540 
Asn Lys Met Thr Cys Leu lie Leu Pro Arg Tyr Arg Thr Asp Leu 
18925 18930 18935 

tac tgc tat eta get gca aag cgc aac etc ccc ata tgt gac att 113585 
Tyr Cys Tyr Leu Ala Ala Lys Arg Asn Leu Pro lie Cys Asp lie 
18940 18945 18950 

tta gca att cag cga tct gta tta cgc gcg tta cag tat ctt cat 113630 
Leu Ala lie Gin Arg Ser Val Leu Arg Ala Leu Gin Tyr Leu His 
18955 18960 18965 

aat aac agt att att cac cgt gat ata aaa tct gaa aat ata ttt 113675 
Asn Asn Ser lie lie His Arg Asp lie Lys Ser Glu Asn lie Phe 
18970 18975 18980 
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att aac cac cca ggt gat gtt tgt gtg gga gac ttt gga gca gcg 113720 
lie Asn His Pro Gly Asp val Cys val Gly Asp Phe Gly Ala Ala 
18985 18990 18995 

tgt ttc ccc gtg gat att aat gcc aac agg tat tat ggc tgg get 113765 
Cys Phe Pro Val Asp lie Asn Ala Asn Arg Tyr Tyr Gly Trp Ala 
19000 19005 19010 

gga aca ate gcc aca aac tct cct gag tta ttg get aga gat cca 113810 
Gly Thr lie Ala Thr Asn Ser Pro Glu Leu Leu Ala Arg Asp Pro 
19015 19020 19025 

tat gga cct gcc gtg gac ata tgg agt gcc ggg att gta tta ttt 113855 
Tyr Gly Pro Ala Val Asp lie Trp Ser Ala Gly lie Val Leu Phe 
19030 19035 19040 

gaa atg get aca gga cag aac teg tta ttt gaa cga gac ggt tta 113900 
Glu Met Ala Thr Gly Gin Asn Ser Leu Phe Glu Arg Asp Gly Leu 
19045 19050 19055 

gat ggc aat tgt gac agt gag cgt caa att aaa ctt att ata cga 113945 
Asp Gly Asn Cys Asp Ser Glu Arg Gin lie Lys Leu lie lie Arg 
19060 19065 19070 

cga tct gga act cat ccc aat gaa ttt ccc att aac cct aca tea 113990 
Arg Ser Gly Thr His Pro Asn Glu Phe Pro lie Asn Pro Thr Ser 
19075 19080 19085 

aat ctt cgt cga caa tac att ggt ttg gca aaa egg tct tct cga 114035 
Asn Leu Arg Arg Gin Tyr lie Gly Leu Ala Lys Arg Ser Ser Arg 
19090 ~ 19095 19100 

aaa ccc gga tec agg cca ttg tgg aca aat eta tat gag ttg cca 114080 
Lys Pro Gly Ser Arg Pro Leu Trp Thr Asn Leu Tyr Glu Leu Pro 
19105 19110 19115 

att gat ttg gag tat ttg ata tgt aag atg tta teg ttt gac gca 114125 
lie Asp Leu Glu Tyr Leu lie Cys Lys Met Leu Ser Phe Asp Ala 
19120 19125 ' 19130 

cgt cat cga cca tea gca gag gtg ttg ctt aac cac tct gtt ttc 114170 
Arg His Arg Pro Ser Ala Glu Val Leu Leu Asn His Ser val Phe 
19135 19140 19145 

caa act ctt ccc gat cca tat cca aat cca atg gaa gtt gga gat 114215 
Gin Thr Leu Pro Asp Pro Tyr Pro Asn Pro Met Glu val Gly Asp 
19150 19155 19160 

taa aattcattaa gcctgttaat aaaatattgt ataaattgtg tttataacgt 114268 

ataaccegtt aaggcaaata gggtacaaac gcgcaatgtt ttgaaatact aatataaata 114328 

acataaccaa tagaaactta atacagagtc acgccccatt acaacaagga taaaacaegg 114388 

gatcattttc ttaacattgt agtagcgctg aaaagegtec cctcccccgg ctcacagagc 114448 

tgetcttegg tgtagttggg tatactggtg cgcctcattt aatcgcg atg ttt tta 114504 

Met Phe Leu 
19165 

ate caa tgt ttg ata teg gcc gtt ata ttt tac ata caa gtg acc 114549 
lie Gin Cys Leu lie Ser Ala Val lie Phe Tyr lie Gin Val Thr 
19170 19175 19180 
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aac get ttg ate ttc aag ggc gac cac gtg age ttg caa gtt aac 114594 
Asn Ala Leu lie Phe Lys Gly Asp His val Ser Leu Gin val Asn 
19185 19190 19195 

age agt etc acg tct ate ctt att ccc atg caa aat gat aat tat 114639 
Ser Ser Leu Thr Ser lie Leu lie Pro Met Gin Asn Asp Asn Tyr 
19200 19205 19210 

aca gag ata aaa gga cag ctt gtc ttt att gga gag caa eta cct 114684 
Thr Glu lie Lys Gly Gin Leu val Phe lie Gly Glu Gin Leu Pro 
19215 19220 19225 

acc ggg aca aac tat age gga aca ctg gaa ctg tta tac gcg gat 114729 
Thr Gly Thr Asn Tyr Ser Gly Thr Leu Glu Leu Leu Tyr Ala Asp 
19230 19235 19240 

acg gtg gcg ttt tgt ttc egg tea gta caa gta ata aga tac gac 114774 
Thr Val Ala Phe Cys Phe Arg Ser Val Gin Val lie Arg Tyr Asp 
19245 ' 19250 19255 

gga tgt ccc egg att aga acg age get ttt att teg tgt agg tac 114819 
Gly Cys Pro Arg lie Arg Thr Ser Ala Phe lie Ser Cys Arg Tyr 
19260 " 19265 19270 

aaa cat teg tgg cat tat ggt aac tea acg gat egg ata tea aca 114864 
Lys His Ser Trp His Tyr Gly Asn Ser Thr Asp Arg lie Ser Thr 
19275 19280 19285 

gag ccg gat get ggt gta atg ttg aaa att acc aaa ccg gga ata 114909 
Glu Pro Asp Ala Gly Val Met Leu Lys lie Thr Lys Pro Gly lie 
19290 19295 19300 

aat gat get ggt gtg tat gta ctt ctt gtt egg tta gac cat age 114954 
Asn Asp Ala Gly val Tyr Val Leu Leu Val Arg Leu Asp His Ser 
19305 19310 19315 

aga tec acc gat ggt ttc att ctt ggt gta aat gta tat aca gcg 114999 
Arg Ser Thr Asp Gly Phe lie Leu Gly Val Asn Val Tyr Thr Ala 
19320 19325 19330 

ggc teg cat cac aac att cac ggg gtt ate tac act tct ccg tct 115044 
Gly Ser His His Asn lie His Gly val lie Tyr Thr Ser Pro Ser 
19335 19340 19345 

eta cag aat gga tat tct aca aga gec ctt ttt caa caa get cgt 115089 
Leu Gin Asn Gly Tyr Ser Thr Arg Ala Leu Phe Gin Gin Ala Arg 
19350 19355 19360 

ttg tgt gat tta ccc gcg aca ccc aaa ggg tec ggt acc tec ctg 115134 
Leu Cys Asp Leu Pro Ala Thr Pro Lys Gly Ser Gly Thr Ser Leu 
19365 19370 19375 

ttt caa cat atg ctt gat ctt cgt gec ggt aaa teg tta gag gat 115179 
Phe Gin His Met Leu Asp Leu Arg Ala Gly Lys Ser Leu Glu Asp 
19380 19385 19390 

aac cct tgg tta cat gag gac gtt gtt acg aca gaa act aag tec 115224 
Asn Pro Trp Leu His Glu Asp Val Val Thr Thr Glu Thr Lys Ser 
19395 19400 19405 

gtt gtt aag gag ggg ata gaa aat cac gta tat cca acg gat atg 115269 
val val Lys Glu Gly lie Glu Asn His val Tyr Pro Thr Asp Met 
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19410 19415 19420 

tec acg tta ccc gaa aag tec ctt aat gat cct cca gaa aat eta 115314 
Ser Thr Leu Pro Glu Lys Ser Leu Asn Asp Pro Pro Glu Asn Leu 
19425 19430 19435 

ctt ata att att cct ata gta gcg tct gtc atg ate etc acc gec 115359 
Leu lie lie lie Pro lie val Ala Ser val Met lie Leu Thr Ala 
19440 19445 19450 

atg gtt att gtt att gta ata age gtt aag cga cgt aga att aaa 115404 
Met Val lie Val lie Val lie Ser Val Lys Arg Arg Arg lie Lys 
19455 19460 ~ 19465 

aaa cat cca att tat cgc cca aat aca aaa aca aga agg ggc ata 115449 
Lys His Pro lie Tyr Arg Pro Asn Thr Lys Thr Arg Arg Gly lie 
19470 19475 19480 

caa aat gcg aca cca gaa tec gat gtg atg ttg gag gec gec att 115494 
Gin Asn Ala Thr Pro Glu Ser Asp Val Met Leu Glu Ala Ala lie 
19485 19490 19495 

gca caa eta gca acg att cgc gaa gaa tec ccc cca cat tec gtt 115539 
Ala Gin Leu Ala Thr lie Arg Glu Glu Ser Pro Pro His Ser Val 
19500 19505 19510 

gta aac ccg ttt gtt aaa tag aactaattat cccggatttt atattaaata 115590 
Val Asn Pro Phe Val Lys 
19515 

aactatatgc gttttattta gcgttttgat tacgcgttgt gatatgaggg gaaggattaa 115650 

gaatctccta actataagtt aacacgccca catttgggcg gggatgtttt atgaagcett 115710 

aaaggecgag ctggtataca cgagagcagt ccatggtttt agaccteggg egaattgegt 115770 

ggttttaagt gactatattc egagggtege ctgtaat atg ggg aca gtt aat 115822 

Met Gly Thr Val Asn 
19520 

aaa cct gtg gtg ggg gta ttg atg ggg ttc gga att ate acg gga 115867 
Lys Pro val Val Gly Val Leu Met Gly Phe Gly lie lie Thr Gly 
19525 19530 ' 19535 

acg ttg cgt ata acg aat ccg gtc aga gca tec gtc ttg cga tac 115912 
Thr Leu Arg lie Thr Asn Pro Val Arg Ala Ser Val Leu Arg Tyr 
19540 19545 19550 

gat gat ttt cac acc gat gaa gac aaa ctg gat aca aac tec gta 115957 
Asp Asp Phe His Thr Asp Glu Asp Lys Leu Asp Thr Asn Ser val 
19555 19560 19565 

tat gag cct tac tac cat tea gat cat gcg gag tct tea tgg gta 116002 
Tyr Glu Pro Tyr Tyr His Ser Asp His Ala Glu Ser Ser Trp Val 
19570 19575 19580 

aat egg gga gag tct teg cga aaa gcg tac gat cat aac tea cct 116047 
Asn Arg Gly Glu Ser Ser Arg Lys Ala Tyr Asp His Asn Ser Pro 
19585 19590 19595 

tat ata tgg cca cgt aat gat tat gat gga ttt tta gag aac gca 116092 
Tyr lie Trp Pro Arg Asn Asp Tyr Asp Gly Phe Leu Glu Asn Ala 
19600 19605 19610 

Page 134 


591508037SeqLi stAug2010 

cac gaa cac cat ggg gtg tat aat cag gqc cgt ggt ate gat age 116137 
His Glu His His Gly Vat Tyr Asn Gin Gly Arg Gly lie Asp Ser 
19615 19620 19625 

ggg gaa egg tta atg caa ccc aca caa atg tct gca cag gag gat 116182 
Gly Glu Arg Leu Met Gin Pro Thr Gin Met Ser Ala Gin Glu Asp 
19630 19635 19640 

ctt ggg gac gat acg gqc ate cac gtt ate cct acg tta aac gqc 116227 
Leu Gly Asp Asp Thr Gly lie His val lie Pro Thr Leu Asn Gly 
19645 19650 19655 

gat gac aga cat aaa att gta aat gtg gac caa cgt caa tac ggt 116272 
Asp Asp Arg His Lys lie Val Asn Val Asp Gin Arg Gin Tyr Gly 
19660 19665 19670 

gac gtg ttt aaa gga gat ctt aat cca aaa ccc caa gqc caa aga 116317 
Asp Val Phe Lys Gly Asp Leu Asn Pro Lys Pro Gin Gly Gin Arg 
19675 19680 19685 

etc att gag gtg tea gtg gaa gaa aat cac ccg ttt act tta cgc 116362 
Leu lie Glu val Ser val Glu Glu Asn His Pro Phe Thr Leu Arg 
19690 19695 19700 

gca ccg att cag egg att tat gga gtc egg tac acc gag act tgg 116407 
Ala Pro lie Gin Arg lie Tyr Gly Val Arg Tyr Thr Glu Thr Trp 
19705 19710 19715 

age ttt ttg ccg tea tta acc tgt acg gga gac gca gcg ccc gee 116452 
Ser Phe Leu Pro Ser Leu Thr Cys Thr Gly Asp Ala Ala Pro Ala 
19720 19725 19730 

ate cag cat ata tgt tta aaa cat aca aca tgc ttt caa gac gtg 116497 
lie Gin His lie Cys Leu Lys His Thr Thr Cys Phe Gin Asp Vat 
19735 19740 19745 

gtg gtg gat gtg gat tgc gcg gaa aat act aaa gag gat cag ttg 116542 
Vat vat Asp vat Asp Cys Ala Glu Asn Thr Lys Glu Asp Gin Leu 
19750 19755 19760 

gee gaa ate agt tac cgt ttt caa ggt aag aag gaa gcg gac caa 116587 
Ala Glu lie Ser Tyr Arg Phe Gin Gty Lys Lys Glu Ala Asp Gin 
19765 19770 19775 

ccg tgg att gtt gta aac acg age aca ctg ttt gat gaa etc gaa 116632 
Pro Trp lie val val Asn Thr Ser Thr Leu Phe Asp Glu Leu Glu 
19780 19785 19790 

tta gac ccc ccc gag att gaa ccg ggt gtc ttg aaa gta ctt egg 116677 
Leu Asp Pro Pro Glu lie Glu Pro Gty val Leu Lys val Leu Arg 
19795 19800 19805 

aca gaa aaa caa tac ttg ggt gtg tac att tgg aac atg cgc ggc 116722 
Thr Glu Lys Gin Tyr Leu Gty Vat Tyr lie Trp Asn Met Arg Gty 
19810 ' 19815 19820 

tec gat ggt acg tct acc tac gec acg ttt ttg gtc acc tgg aaa 116767 
Ser Asp Gty Thr Ser Thr Tyr Ala Thr Phe Leu Val Thr Trp Lys 
19825 ' 19830 19835 

ggg gat gaa aaa aca aga aac cct acg ccc gca gta act cct caa 116812 
Gty Asp Glu Lys Thr Arg Asn Pro Thr Pro Ala Val Thr Pro Gin 
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19840 19845 19850 

cca aga ggg get gag ttt cat atg tgg aat tac cac teg cat gta 116857 
Pro Arg Gly Ala Glu Phe His Met Trp Asn Tyr His Ser His Val 
19855 19860 19865 

ttt tea gtt ggt gat acg ttt age ttg gca atg cat ctt cag tat 116902 
Phe Ser val Gly Asp Thr Phe Ser Leu Ala Met His Leu Gin Tyr 
19870 19875 19880 

aag ata cat gaa gcg cca ttt gat ttg ctg tta gag tgg ttg tat 116947 
Lys lie His Glu Ala Pro Phe Asp Leu Leu Leu Glu Trp Leu Tyr 
19885 19890 19895 

gtc ccc ate gat cct aca tgt caa cca atg egg tta tat tct acg 116992 
Val Pro lie Asp Pro Thr Cys Gin Pro Met Arg Leu Tyr Ser Thr 
19900 19905 19910 

tgt ttg tat cat ccc aac gca ccc caa tgc etc tct cat atg aat 117037 
Cys Leu Tyr His Pro Asn Ala Pro Gin Cys Leu Ser His Met Asn 
19915 19920 19925 

tec ggt tgt aca ttt acc teg cca cat tta gec cag cgt gtt gca 117082 
Ser Gly Cys Thr Phe Thr Ser Pro His Leu Ala Gin Arg Val Ala 
19930 19935 19940 

age aca gtg tat caa aat tgt gaa cat gca gat aac tac acc gca 117127 
Ser Thr Val Tyr Gin Asn Cys Glu His Ala Asp Asn Tyr Thr Ala 
19945 ' 19950 19955 

tat tgt ctg gga ata tct cat atg gag cct age ttt ggt eta ate 117172 
Tyr Cys Leu Gly lie Ser His Met Glu Pro Ser Phe Gly Leu lie 
19960 19965 19970 

tta cac gac ggg ggc acc acg tta aag ttt gta gat aca ccc gag 117217 
Leu His Asp Gly Gly Thr Thr Leu Lys Phe Val Asp Thr Pro Glu 
19975 ' 19980 19985 

agt ttg teg gga tta tac gtt ttt gtg gtg tat ttt aac ggg cat 117262 
Ser Leu Ser Gly Leu Tyr val Phe val Val Tyr Phe Asn Gly His 
19990 19995 20000 

gtt gaa gee gta gca tac act gtt gta tec aca gta gat cat ttt 117307 
Val Glu Ala Val Ala Tyr Thr Val Val Ser Thr Val Asp His Phe 
20005 20010 20015 

gta aac gca att gaa gag cgt gga ttt ccg cca acg gee ggt cag 117352 
Val Asn Ala lie Glu Glu Arg Gly Phe Pro Pro Thr Ala Gly Gin 
20020 20025 20030 

cca ccg gcg act act aaa ccc aag gaa att acc ccc gta aac ccc 117397 
Pro Pro Ala Thr Thr Lys Pro Lys Glu lie Thr Pro Val Asn Pro 
20035 20040 20045 

gga acg tea cca ctt eta cga tat gee gca tgg acc gga ggg ctt 117442 
Gly Thr Ser Pro Leu Leu Arg Tyr Ala Ala Trp Thr Gly Gly Leu 
20050 20055 20060 

gca gca gta gta ctt tta tgt etc gta ata ttt tta ate tgt acg 117487 
Ala Ala val Val Leu Leu Cys Leu val lie Phe Leu lie Cys Thr 
20065 20070 20075 

get aaa cga atg agg gtt aaa gee tat agg gta gac aag tec ccg 117532 
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Ala Lys Arg Met Arg Val Lys Ala Tyr Arg Val Asp Lys Ser Pro 
20080 ' " 20085 20090 

tat aac caa age atg tat tac get ggc ctt cca gtg gac gat ttc 117577 

Tyr Asn Gin Ser Met Tyr Tyr Ala Gly Leu Pro Val Asp Asp Phe 
20095 20100 20105 

gag gac teg gaa tct acg gat acg gaa gaa gag ttt ggt aac gcg 117622 

Glu Asp Ser Glu Ser Thr Asp Thr Glu Glu Glu Phe Gly Asn Ala 
20110 20115 20120 

att gga ggg agt cac ggg ggt teg agt tac acg gtg tat ata gat 117667 

lie Gly Gly Ser His Gly Gly Ser Ser Tyr Thr Val Tyr lie Asp 
20125 20130 20135 

aag acc egg tga tcaccgaacc ggggcaaege cgagcgtgta aatttaaata 117719 
Lys Thr Arg 
20140 
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aatcgccggg 
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118739 

ctataaagtc 

ttccccgtcc 

gatgattccg 

egteggaate 

ccgaaattca 

attacatccg 

118799 

atggcgtaga 

cccatcatcg 

tegctategt 

cttcaccacc 

atcatcagat 

aegtcacatt 

118859 

ccagtgcgct 

ectatgeaaa 

ggaacattcg 

gcgcctcaat 

gaacccgtct 

tccccccgag 

118919 

ggggtcgatg 

ggacacttcc 

attaaagtag 

cgegtaagea 

ctgcgtctgg 

gtgggttgaa 

118979 

gctgtaacaa 

ttcctcccag 

cacgctaacg 

tgggacgctg 

tctggtgcga 

cccattagat 

119039 
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cgcaatcttc gtgaatctcg cgtgacgcgt 

cccgacgact 
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120599 

gaatatttac 
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gttttaagta 
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120719 

gagcgtttgg 

aaaactcggg 
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tgcg atg gat acg 
Met Asp Thr 

120772 


ccg ccg atg cag cgc tct aca ccc caa cgc gcg ggg teg cct gat 120817 
Pro Pro Met Gin Arg Ser Thr Pro Gin Arg Ala Gly Ser Pro Asp 
20145 20150 20155 
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act ttg gag tta atg gac ctg ttg gac gcg gcc gcg gcg gcc gcc 120862 

Thr Leu Glu Leu Met Asp Leu Leu Asp Ala Ala Ala Ala Ala Ala 
20160 20165 20170 

gaa cac agg gcc egg gtg gtc acc teg agt cag cct gac gat eta 120907 

Glu His Arg Ala Arg Vat Val Thr Ser Ser Gin Pro Asp Asp Leu 
20175 ~ 20180 20185 

eta ttt gga gag aac ggg gtc atg gtg gqa egg gaa cac gag ate 120952 

Leu Phe Gly Glu Asn Gly val Met val Gly Arg Glu His Glu lie 
20190 20195 20200 

gtt tea att ccc tec gta teg gqa ctt caa cca gaa ccc aga acg 120997 

Val Ser lie Pro Ser Val Ser Gly Leu Gin Pro Glu Pro Arg Thr 
20205 20210 20215 

gaa gat gtt ggc gaa gag eta aca caa gac gac tac gta tgc gag 121042 

Glu Asp Val Gly Glu Glu Leu Thr Gin Asp Asp Tyr Val Cys Glu 
20220 20225 20230 

gac ggt cag gat eta atg ggc teg cct gta ate ccg ctg gcc gag 121087 

Asp Gly Gin Asp Leu Met Gly Ser Pro val lie Pro Leu Ala Glu 
20235 20240 20245 

gtc ttc cac acc cga ttc teg gag gcc ggc gcg cga gaa cca aca 121132 

Val Phe His Thr Arg Phe Ser Glu Ala Gly Ala Arg Glu Pro Thr 
20250 20255 20260 

gqa gcc gat cgc tec ctt gag aca gtc tct etc gqa acg aag ctt 121177 

Gly Ala Asp Arg Ser Leu Glu Thr Val Ser Leu Gly Thr Lys Leu 
20265 20270 20275 

get agg tct cca aaa cca ccg atg aac gat ggg gaa acg ggc aga 121222 

Ala Arg Ser Pro Lys Pro Pro Met Asn Asp Gly Glu Thr Gly Arg 
20280 20285 20290 

ggt acg acc cct ccg ttc ccg cag gcc ttc tec cct gta tec ccc 121267 

Gly Thr Thr Pro Pro Phe Pro Gin Ala Phe Ser Pro Val Ser Pro 
20295 20300 20305 

gcg tct cct gtt gga gac gcc gcc ggg aac gat caa egg gaa gac 121312 

Ala Ser Pro val Gly Asp Ala Ala Gly Asn Asp Gin Arg Glu Asp 
20310 20315 20320 

cag egg tct ata ccc cga caa acg acg aga gga aat tea cca ggt 121357 

Gin Arg Ser lie Pro Arg Gin Thr Thr Arg Gly Asn Ser Pro Gly 
20325 " 20330 20335 

ttg ccg teg gtg gtc cat cga gac aga caa act cag tec ate teg 121402 

Leu Pro Ser Val Val His Arg Asp Arg Gin Thr Gin Ser lie Ser 
20340 20345 20350 

ggt aaa aag ccg ggc gat gag caa gcg ggt cat gcg cat gca teg 121447 

Gly Lys Lys Pro Gly Asp Glu Gin Ala Gly His Ala His Ala Ser 
20355 20360 20365 

ggg gac gga gta gtt etc cag aaa act caa egg ccc get cag gga 121492 

Gly Asp Gly Val Val Leu Gin Lys Thr Gin Arg Pro Ala Gin Gly 
20370 ' 20375 20380 

aag age ccg aag aaa aag act ttg aag gtt aag gtc cca etc ccg 121537 

Lys Ser Pro Lys Lys Lys Thr Leu Lys Val Lys Val Pro Leu Pro 
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20385 20390 20395 

gcg egg aaa ccc ggt gga cct gta ccc ggc ccg gtt gag caa ttg 121582 
Ala Arg Lys Pro Gly Gly Pro Val Pro Gly Pro Val Glu Gin Leu 
20400 20405 20410 

tac cac gtc ctt teg gac age gtt ccc get aag ggg gca aag gcg 121627 
Tyr His Val Leu Ser Asp Ser Val Pro Ala Lys Gly Ala Lys Ala 
20415 20420 20425 

gac ctg ccg ttt gag acc gat gat acc cgc cca agg aaa cat gat 121672 
Asp Leu Pro Phe Glu Thr Asp Asp Thr Arg Pro Arg Lys His Asp 
20430 20435 20440 

gec egg ggt ata aca cct cgc gtc cct gga cgt teg teg ggg ggc 121717 
Ala Arg Gly lie Thr Pro Arg Val Pro Gly Arg Ser Ser Gly Gly 
20445 20450 20455 

aaa cct aga gcg ttt ttg gec ctg ccg gga aga tec cac gca cca 121762 
Lys Pro Arg Ala Phe Leu Ala Leu Pro Gly Arg Ser His Ala Pro 
20460 20465 20470 

gac ccg att gag gat gac age cca gtg gag aaa aag cca aag agt 121807 
Asp Pro lie Glu Asp Asp Ser Pro val Glu Lys Lys Pro Lys Ser 
20475 20480 20485 

cgt gag ttt gtt teg tct tea tec tct tec teg teg tgg gga teg 121852 
Arg Glu Phe Val Ser Ser Ser Ser Ser Ser Ser Ser Trp Gly Ser 
20490 20495 20500 

tea teg gag gat gaa gac gat gaa ccc egg cgc gtt teg gtg gga 121897 
Ser Ser Glu Asp Glu Asp Asp Glu Pro Arg Arg Val Ser Val Gly 
20505 20510 20515 

agt gaa act aca ggc age agg tec gga cgc gaa cac gec cct tec 121942 
Ser Glu Thr Thr Gly Ser Arg Ser Gly Arg Glu His Ala Pro Ser 
20520 20525 20530 

ccg tea aat teg gat gat teg gac tea aat gat ggt ggg teg acg 121987 
Pro Ser Asn Ser Asp Asp Ser Asp Ser Asn Asp Gly Gly Ser Thr 
20535 20540 20545 

aaa caa aat ate caa ccg gga tat cga tec ate age ggt ccc gat 122032 
Lys Gin Asn lie Gin Pro Gly Tyr Arg Ser lie Ser Gly Pro Asp 
20550 20555 20560 

ccg agg att cgt aag acc aaa cgt ctt gcg ggg gaa ccg ggg cgc 122077 
Pro Arg lie Arg Lys Thr Lys Arg Leu Ala Gly Glu Pro Gly Arg 
20565 ' 20570 20575 

cag aga cag aaa tea ttt tec ctg ccg cga tec aga acc ccg ata 122122 
Gin Arg Gin Lys Ser Phe Ser Leu Pro Arg Ser Arg Thr Pro lie 
20580 20585 20590 

att ccc ccg gtg teg ggg ccg etc atg atg ccc gac gga age cct 122167 
lie Pro Pro Val Ser Gly Pro Leu Met Met Pro Asp Gly Ser Pro 
20595 20600 20605 

tgg ccc gga teg gca ccc etc cca tec aac agg gtg egg ttt gga 122212 
Trp Pro Gly Ser Ala Pro Leu Pro Ser Asn Arg Val Arg Phe Gly 
20610 20615 20620 

ccg tec ggg gag acc aga gag ggt cac tgg gag gat gag get gtg 122257 
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Pro Ser Gly Glu Thr Arg Glu Gly His Trp Glu Asp Glu Ala Val 
20625 20630 ' 20635 

aga gcg gcg egg get cgt tac gag gec tea acg gaa ccc gtg ccg 122302 

Arg Ala Ala Arg Ala Arg Tyr Glu Ala Ser Thr Glu Pro Val Pro 
20640 20645 20650 

ctt tac gtg ccg gag ttg gga gat ccg get aga cag tac cgc gcg 122347 

Leu Tyr Val Pro Glu Leu Gly Asp Pro Ala Arg Gin Tyr Arg Ala 
20655 20660 20665 

ctg att aac ctg ate tac tgt cca gac aga gac cct ata gca tgg 122392 

Leu lie Asn Leu lie Tyr Cys Pro Asp Arg Asp Pro lie Ala Trp 
20670 20675 20680 

etc cag aac ccc aag ctg acc ggt gtc aac teg gee ctg aac cag 122437 

Leu Gin Asn Pro Lys Leu Thr Gly Val Asn Ser Ala Leu Asn Gin 
20685 20690 20695 

ttc tac caa aag ctg ttg cca ccg gga egg gcg gqt acc gec gtt 122482 

Phe Tyr Gin Lys Leu Leu Pro Pro Gly Arg Ala Gly Thr Ala Val 
20700 20705 20710 

acg ggg age gta gcg tct ccc gtt ccg cat gta ggc gaa gec atg 122527 

Thr Gly Ser val Ala Ser Pro val Pro His val Gly Glu Ala Met 
20715 20720 20725 

gee acg ggg gag gee etc tgg get etc ccc cac gcg gec gcg gee 122572 

Ala Thr Gly Glu Ala Leu Trp Ala Leu Pro His Ala Ala Ala Ala 
20730 20735 20740 

gtg get atg age cgt cga tac gac egg gee caa aaa cac ttt ate 122617 

Val Ala Met Ser Arg Arg Tyr Asp Arg Ala Gin Lys His Phe lie 
20745 20750 20755 

eta cag agt etc cgc aga gee ttt gee age atg gca tac ccc gag 122662 

Leu Gin Ser Leu Arg Arg Ala Phe Ala Ser Met Ala Tyr Pro Glu 
20760 20765 20770 

gca acg ggc tec agt ccg gcg gcg egg ate tec cgc ggt cac cct 122707 

Ala Thr Gly Ser Ser Pro Ala Ala Arg lie Ser Arg Gly His Pro 
20775 20780 " 20785 

tct cca aca acc ccg gec aca cag get ccc gac cct cag ccg teg 122752 

Ser Pro Thr Thr Pro Ala Thr Gin Ala Pro Asp Pro Gin Pro Ser 
20790 20795 20800 

gec gec gca cgc tct ctt tct gtg tgt cca ccg gat gat cgt tta 122797 

Ala Ala Ala Arg Ser Leu Ser Val Cys Pro Pro Asp Asp Arg Leu 
20805 20810 20815 

cga act ccg cgc aag cgc aag tec cag cca gtc gag age aga age 122842 

Arg Thr Pro Arg Lys Arg Lys Ser Gin Pro Val Glu Ser Arg Ser 
20820 20825 20830 

etc etc gac aag att agg gag aca ccc gtc gcg gac gec egg gtt 122887 

Leu Leu Asp Lys lie Arg Glu Thr Pro Val Ala Asp Ala Arg Val 
20835 20840 20845 

gca gac gat cat gtg gtt tec aag gee aag agg egg gta tec gag 122932 

Ala Asp Asp His Val Val Ser Lys Ala Lys Arg Arg Val Ser Glu 
20850 20855 20860 
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ccc gtg acc ate acc teg ggc cct gtg gtg gat ccc ccc gec gta 122977 
Pro Val Thr lie Thr Ser Gly Pro Val Val Asp Pro Pro Ala Val 
20865 20870 20875 


ata acg atg cca ctt gac gga ccg gec cca aac 
lie Thr Met Pro Leu Asp Gly Pro Ala Pro Asn Gly Gly Phe Arg 
20880 20885 20890 


ggg gga ttt egg 123022 


cgt att ccc egg ggg gec ctg cat acc ccg gtc ccg teg gac cag 123067 

Arg lie Pro Arg Gly Ala Leu His Thr Pro Val Pro Ser Asp Gin 
20895 20900 20905 

get cgc aag gcg tac tgt acc ccc gaa acc ate gee cgt ctg gtc 123112 

Ala Arg Lys Ala Tyr Cys Thr Pro Glu Thr lie Ala Arg Leu Val 
20910 20915 20920 

gac gac cca ttg ttt ccc acg gec tgg cgc cct gcg eta age ttt 123157 

Asp Asp Pro Leu Phe Pro Thr Ala Trp Arg Pro Ala Leu Ser Phe 
20925 20930 20935 


gat ccc ggc gec ttg gcg gaa ate gec get egg cgt ccg ggc gga 123202 
Asp Pro Gly Ala Leu Ala Glu lie Ala Ala Arg Arg Pro Gly Gly 


20940 


20945 


20950 


gac cga egg ttt ggt 
Gly Asp Arg Arg Phe Gly 


20955 


cca ccc age gga gt 
Pro Pro Ser Gl 


20960 


gag gcg ctg cga 123247 
y Val Glu Ala Leu Arg 
20965 


egg agg tgc gec tgg atg egg cag ate cca gac ccg gag gat gtg 123292 
Arg Arg Cys Ala Trp Met Arg Gin lie Pro Asp Pro Glu Asp val 
20970 " 20975 ~ 20980 


agg ctt ctg ate ate tac gat ccg ttg ccc gga gag gac ate aac 123337 
Arq Leu Leu lie lie Tyr Asp Pro Leu Pro Gly Glu Asp lie Asn 


20985 


20990 


20995 


ggc ccc etc gag age acc etc gcg aca gat ccg gga ccg tea tgg 123382 
Gly Pro Leu Glu Ser Thr Leu Ala Thr Asp Pro Gly Pro Ser Trp 
21000 21005 21010 


agt cca tec cga ggg gga 
Pro Ser Arg Gly Gly 


Ser 
21015 


ctg tct gtg gtc ctg 
Leu Ser Val Val 


21020 


gca gec ctg agt 123427 
Leu Ala Ala Leu Ser 
21025 


aac egg ttg tgc ctg ccg age act cat gec tgg gee ggg aac tgg 123472 
Asn Arg Leu Cys Leu Pro Ser Thr His Ala Trp Ala Gly Asn Trp 


21030 


21035 


21040 


acc ggc ccg ccg gac gtg tec get ttg aac gec egg ggc gtt tta 123517 

Thr Gly Pro Pro Asp Val Ser Ala Leu Asn Ala Arg Gly Val Leu 

21045 21050 21055 

tta ctg teg acc cga gac ctg gec ttt gec ggg gee gtc gag tat 123562 

Leu Leu Ser Thr Arg Asp Leu Ala Phe Ala Gly Ala Val Glu Tyr 

21060 21065 21070 

eta ggc teg egg ttg gec tct gec egg cgc egg ttg ctg gtg ttg 123607 

Leu Gly Ser Arg Leu Ala Ser Ala Arg Arg Arg Leu Leu Val Leu 

21075 21080 21085 


gac gcg gtg gec etc gag agg tgg ccc agg gat gga ccc get ttg 123652 
Asp Ala Val Ala Leu Glu Arg Trp Pro Arg Asp Gly Pro Ala Leu 
21090 21095 21100 
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tct cag tat cac gtg tac gtc egg gec ccg gcg cga ccg gac gec 123697 
Ser Gin Tyr His Vat Tyr Val Arg Ala Pro Ala Arg Pro Asp Ala 
21105 21110 21115 


cag gec gtc gtc cga tgg cca gac teg gcg gtc aca gaa gga etc 123742 
Gin Ala Val Val Arg Trp Pro Asp Ser Ala Val Thr Glu Gly Leu 


21120 


21125 


21130 


egg gee gtg ttt gca 
1 Phe Ala 


gec 

Ala Arg Ala Va 
21135 


teg teg cgc acc ttt ggg cca gcg agt 123787 
Ser Ser Arg Thr Phe Gly Pro Ala Ser 
21140 21145 


ttt get cgt ate gag act gcg ttt gec aac ctg tac ccg ggc gaa 123832 
Phe Ala Arg lie Glu Thr Ala Phe Ala Asn Leu Tyr Pro Gly Glu 


21150 


21155 


21160 


caa ccc ctg tgt ttg tgc cgc ggt ggg aac gtc gca tac acc gtg 
Gin Pro Leu Cys Leu Cys Arg Gly Gly Asn Val Ala Tyr Thr Val 


123877 


21165 


21170 


21175 


tgt acc cgc gcg ggc ccc 
Cys Thr Arg Ala Gly Pro 
21180 


aag acc cgc gtc ccc ctg teg ccc cgt 123922 
Lys Thr Arg Val Pro Leu Ser Pro Arg 
21185 ' 21190 


gaa tac egg cag tac gtg 
Glu Tyr Arg Gin Tyr Val 
21195 21200 


ctg ccg ggt 
Leu Pro Gly 


ttt gac ggt tgc aag gac 123967 
Phe Asp Gly Cys Lys Asp 
21205 


etc gcg cga cag tct egg ggt ctg ggg etc ggg 
Leu Ala Arg Gin Ser Arg Gly Leu Gly Leu Gly 


21210 


21215 


21220 


gca gec gac ttt 124012 
Ala Ala Asp Phe 


gtg gac gag gcg gca cat age cac cgc gca gca aac cga tgg ggc 124057 
Val Asp Glu Ala Ala His Ser His Arg Ala Ala Asn Arg Trp Gly 


21225 


21230 


21235 


ctg ggt gee gcg ctt cga ccc gtc ttc ctt ccc gag gga egg aga 124102 

Leu Gly Ala Ala Leu Arg Pro val Phe Leu Pro Glu Gly Arg Arg 

21240 21245 21250 

ccg ggg gee gee ggg ccg gag gee ggc gac gta ccc acc tgg gcg 124147 

Pro Gly Ala Ala Gly Pro Glu Ala Gly Asp Val Pro Thr Trp Ala 


21255 


21260 


21265 


agg 

Arg 
21270 


gtg ttt tgc cgc cac 
val Phe Cys Arg His 

21275 


gec ctg ctg gaa ccc gac cct gee gca 124192 
Ala Leu Leu Glu Pro Asp Pro Ala Ala 
21280 


Glu Pro Leu Va 
21285 


gaa cca etc gtg ctt cca 
.1 Leu Pro 


21290 


ccc gtg gec ggt egg teg gtg gcg ctg 124237 
Pro Val Ala Gly Arg Ser Val Ala Leu 
21295 


tat gcg teg gcg gac gag get egg aat gee etc ccc ccg att ccc 124282 

Tyr Ala Ser Ala Asp Glu Ala Arg Asn Ala Leu Pro Pro lie Pro 
21300 21305 21310 

aga gta atg tgg ccg ccc ggt ttt ggg gec gcg gag acg gtg ttg 124327 

Arg Val Met Trp Pro Pro Gly Phe Gly Ala Ala Glu Thr Val Leu 
21315 21320 21325 


gag ggg age gac gga aca egg ttc gtg ttc gga 
Glu Gly Ser Asp Gly Thr Arg Phe val Phe Gly 
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21330 21335 21340 

teg gaa egg ccg tea gaa acc cag gcg ggg cga cag egg cgc acc 124417 

Ser Glu Arg Pro Ser Glu Thr Gin Ala Gly Arg Gin Arg Arg Thr 

21345 21350 21355 

gca gac gac aga gaa cac get ttg gag ctg gac gat tgg gag gtg 124462 

Ala Asp Asp Arg Glu His Ala Leu Glu Leu Asp Asp Trp Glu val 

21360 21365 21370 

ggg tgt gaa gac gcg tgg gac age gag gag ggg ggc ggg gac gac 124507 

Gly Cys Glu Asp Ala Trp Asp Ser Glu Glu Gly Gly Gly Asp Asp 

21375 21380 21385 

ggg gac gca ccg ggg tea tec ttt ggg gtg age ate gtg teg gtg 124552 

Gly Asp Ala Pro Gly Ser Ser Phe Gly Val Ser lie Val Ser Val 

21390 21395 21400 

gee ccg ggt gtg ctg cga gac cgc egg gtg ggt ttg cgc ccg gcg 124597 

Ala Pro Gly Val Leu Arg Asp Arg Arg Val Gly Leu Arg Pro Ala 

21405 21410 J 21415 

gtc aag gtg gag ctg ttg tec teg tec teg tec tec gag gac gag 124642 

Val Lys Val Glu Leu Leu Ser Ser Ser Ser Ser Ser Glu Asp Glu 

21420 21425 21430 

gac gat gtg tgg gga ggg cgc ggg ggg agg age ccc ccg cag agt 124687 

Asp Asp Val Trp Gly Gly Arg Gly Gly Arg Ser Pro Pro Gin Ser 

21435 21440 21445 

egg ggg tga cggagtcccc tccttttctc gtgagegeca ctggcgcgcg 124736 

Arg Gly 

21450 

gactgtttgt tgttaataaa ageggaaegg tttttatgaa aaaagtgtct gtctgtctgt 124796 

gegggeggge gaegggeggg ctggtcggac ccccccccga aaataacccc cccccggttt 124856 
ctgggcgccc ggcggacccc gggagagg 124884 

<210> 9 
<211> 238 
<212> PRT 

<213> Varicella zoster 
<400> 9 

Met His val lie Ser Glu Thr Leu Ala Tyr Gly His val Pro Ala Phe 
1 5 10 15 

lie Met Gly Ser Thr Leu Val Arg Pro Ser Leu Asn Ala Thr Ala Glu 
20 25 30 

Glu Asn Pro Ala Ser Glu Thr Arg Cys Leu Leu Arg Val Leu Ala Gly 
35 40 45 

Arg Thr Val Asp Leu Pro Gly Gly Gly Thr Leu His lie Thr Cys Thr 

50 55 60 
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Lys Thr Tyr Val lie lie Gly Lys Tyr Ser Lys Pro Gly Glu Arg Leu 
65 70 75 80 

Ser Leu Ala Arg Leu lie Gly Arg Ala Met Thr Pro Gly Gly Ala Arg 
85 90 95 

Thr Phe lie lie Leu Ala Met Lys Glu Lys Arg Ser Thr Thr Leu Gly 
100 105 110 

Tyr Glu Cys Gly Thr Gly Leu His Leu Leu Ala Pro Ser Met Gly Thr 
115 120 125 

Phe Leu Arg Thr His Gly Leu Ser Asn Arg Asp Leu Cys Leu Trp Arg 
130 135 ~ 140 

Gly Asn lie Tyr Asp Met His Met Gin Arg Leu Met Phe Trp Glu Asn 
145 150 155 160 

lie Ala Gin Asn Thr Thr Glu Thr Pro Cys lie Thr Ser Thr Leu Thr 
165 170 175 

Cys Asn Leu Thr Glu Asp Ser Gly Glu Ala Ala Leu Thr Thr Ser Asp 
180 185 190 

Arg Pro Thr Leu Pro Thr Leu Thr Ala Gin Gly Arg Pro Thr Val Ser 
195 200 205 

Asn lie Arg Gly lie Leu Lys Gly Ser Pro Arg Gin Gin Pro val Cys 
210 ' 215 220 

His Arg Val Arg Phe Ala Glu Pro Thr Glu Gly Val Leu Met 

225 " 230 235 


<210> 10 

<211> 259 

<212> PRT 

<213> Varicella zoster 

<400> 10 

Met Gin Thr Val Cys Ala Ser Leu Cys Gly Tyr Ala Arg lie Pro Thr 
1 5 10 15 

Glu Glu Pro Ser Tyr Glu Glu Val Arg Val Asn Thr His Pro Gin Gly 

20 25 30 


Ala Ala Leu Leu Arg Leu Gin Glu Ala Leu Thr Ala Val Asn Gly Leu 
35 40 45 
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Leu Pro Ala Pro Leu Thr Leu Glu Asp Val Val Ala Ser Ala Asp Asn 
50 55 60 

Thr Arg Arg Leu Val Arg Ala Gin Ala Leu Ala Arg Thr Tyr Ala Ala 
65 ~ 70 75 " 80 

Cys Ser Arg Asn lie Glu Cys Leu Lys Gin His His Phe Thr Glu Asp 
85 90 95 

Asn Pro Gly Leu Asn Ala Val Val Arg Ser His Met Glu Asn Ser Lys 
100 105 110 

Arg Leu Ala Asp Met Cys Leu Ala Ala lie Thr His Leu Tyr Leu Ser 
115 120 125 

Val Gly Ala Val Asp Val Thr Thr Asp Asp lie Val Asp Gin Thr Leu 
130 135 140 

Arg Met Thr Ala Glu Ser Glu Val Val Met Ser Asp val Val Leu Leu 
145 150 155 160 

Glu Lys Thr Leu Gly val val Ala Lys Pro Gin Ala Ser Phe Asp val 
165 170 175 

Ser His Asn His Glu Leu Ser lie Ala Lys Gly Glu Asn val Gly Leu 
180 185 190 

Lys Thr Ser Pro lie Lys Ser Glu Ala Thr Gin Leu Ser Glu lie Lys 
195 200 205 

Pro Pro Leu lie Glu val Ser Asp Asn Asn Thr Ser Asn Leu Thr Lys 
210 215 220 

Lys Thr Tyr Pro Thr Glu Thr Leu Gin Pro Val Leu Thr Pro Lys Gin 
225 230 235 240 


Thr Gin Asp Val Gin Arg Thr Thr Pro Ala lie Lys Lys Ser His Val 
245 " 250 255 


Met Leu val 


<210> 11 
<211> 87 
<212> PRT 

<213> Varicella zoster 
<400> 11 
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Met Gly Ser lie Thr Ala Ser Phe lie Leu lie Thr Met Gin lie Leu 
15 10 15 

Phe Phe Cys Glu Asp Ser Ser Gly Glu Pro Asn Phe Ala Glu Arg Asn 
20 25 30 

Phe Trp His Ala Ser Cys Ser Ala Arg Gly Val Tyr lie Asp Gly Ser 
35 40 45 

Met lie Thr Thr Leu Phe Phe Tyr Ala Ser Leu Leu Gly val Cys val 
50 55 60 

Ala Leu lie Ser Leu Ala Tyr His Ala Cys Phe Arg Leu Phe Thr Arg 
65 70 75 80 

Ser Val Leu Arg Ser Thr Trp 
85 


<210> 12 

<211> 302 

<212> PRT 

<213> Varicella zoster 

<400> 12 

Met Ala Ser Ser Asp Gly Asp Arg Leu Cys Arg Ser Asn Ala val Arg 
1 5 10 15 

Arg Lys Thr Thr Pro Ser Tyr Ser Gly Gin Tyr Arg Thr Ala Arg Arg 
20 25 30 

Ser Val Val Val Gly Pro Pro Asp Asp Ser Asp Asp Ser Leu Gly Tyr 
35 40 '45 

lie Thr Thr Val Gly Ala Asp Ser Pro Ser Pro Val Tyr Ala Asp Leu 
50 55 60 

Tyr Phe Glu His Lys Asn Thr Thr Pro Arg Val His Gin Pro Asn Asp 
65 70 75 80 

Ser Ser Gly Ser Glu Asp Asp Phe Glu Asp lie Asp Glu val val Ala 
85 90 95 

Ala Phe Arg Glu Ala Arg Leu Arg His Glu Leu Val Glu Asp Ala Val 
100 105 110 


Tyr Glu Asn Pro Leu Ser Val Glu Lys Pro Ser Arg Ser Phe Thr Lys 
115 120 125 
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Asn Ala Ala Val Lys Pro Lys Leu Glu Asp Ser Pro Lys Arg Ala Pro 
130 135 140 

Pro Gly Ala Gly Ala lie Ala Ser Gly Arg Pro lie Ser Phe Ser Thr 
145 150 155 160 

Ala Pro Lys Thr Ala Thr Ser Ser Trp Cys Gly Pro Thr Pro Ser Tyr 
165 170 175 

Asn Lys Arg Val Phe Cys Glu Ala Val Arg Arg Val Ala Ala Met Gin 
180 185 ~ 190 

Ala Gin Lys Ala Ala Glu Ala Ala Trp Asn Ser Asn Pro Pro Arg Asn 
195 200 205 

Asn Ala Glu Leu Asp Arg Leu Leu Thr Gly Ala val lie Arg lie Thr 
210 215 220 

Val His Glu Gly Leu Asn Leu lie Gin Ala Ala Asn Glu Ala Asp Leu 
225 230 235 240 

Gly Glu Gly Ala Ser Val Ser Lys Arg Gly His Asn Arg Lys Thr Gly 
245 250 255 

Asp Leu Gin Gly Gly Met Gly Asn Glu Pro Met Tyr Ala Gin Val Arg 
260 265 270 

Lys Pro Lys Ser Arg Thr Asp Thr Gin Thr Thr Gly Arg lie Thr Asn 
275 280 285 

Arg Ser Arg Ala Arg Ser Ala Ser Arg Thr Asp Thr Arg Lys 
290 " 295 300 


<210> 13 
<211> 410 
<212> PRT 

<213> Varicella zoster 
<400> 13 

Met Glu Cys Asn Leu Gly Thr Glu His Pro Ser Thr Asp Thr Trp Asn 
15 10 15 

Arg Ser Lys Thr Glu Gin Ala Val Val Asp Ala Phe Asp Glu Ser Leu 
20 25 30 


Phe Gly Asp val Ala Ser Asp lie Gly Phe Glu Thr Ser Leu Tyr Ser 
35 40 45 
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His Ala Val Lys Thr Ala Pro Ser Pro Pro Trp Val Ala Ser Pro Lys 
50 55 60 

lie Leu Tyr Gin Gin Leu lie Arg Asp Leu Asp Phe Ser Glu Gly Pro 
65 70 75 80 

Arg Leu Leu Ser Cys Leu Glu Thr Trp Asn Glu Asp Leu Phe Ser Cys 
85 90 95 

Phe Pro lie Asn Glu Asp Leu Tyr Ser Asp Met Met val Leu Ser Pro 
100 105 110 

Asp Pro Asp Asp Val lie Ser Thr Val Ser Thr Lys Asp His Val Glu 
115 120 125 

Met Phe Asn Leu Thr Thr Arg Gly Ser Val Arg Leu Pro Ser Pro Pro 
130 135 140 

Lys Gin Pro Thr Gly Leu Pro Ala Tyr val Gin Glu Val Gin Asp Ser 
145 150 155 160 

Phe Thr Val Glu Leu Arg Ala Arg Glu Glu Ala Tyr Thr Lys Leu Leu 
165 ~ 170 ' 175 

Val Thr Tyr Cys Lys Ser lie lie Arg Tyr Leu Gin Gly Thr Ala Lys 
180 185 190 

Arg Thr Thr lie Gly Leu Asn lie Gin Asn Pro Asp Gin Lys Ala Tyr 
195 200 205 

Thr Gin Leu Arg Gin Ser lie Leu Leu Arg Tyr Tyr Arg Glu Val Ala 
210 215 220 

Ser Leu Ala Arg Leu Leu Tyr Leu His Leu Tyr Leu Thr Val Thr Arg 
225 230 235 240 


Glu Phe Ser Trp Arg Leu Tyr Ala Ser Gin Ser Ala His Pro Asp Val 
245 250 255 


Phe Ala Ala Leu Lys Phe Thr Trp Thr Glu Arg Arg Gin Phe Thr Cys 

260 265 270 

Ala Phe His Pro val Leu Cys Asn His Gly lie val Leu Leu Glu Gly 
275 280 285 

Lys Pro Leu Thr Ala Ser Ala Leu Arg Glu lie Asn Tyr Arg Arg Arg 

290 295 300 
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Glu Leu Gly Leu Pro Leu val Arg Cys Gly Leu val Glu Glu Asn Lys 
305 310 ' 315 320 

Ser Pro Leu Val Gin Gin Pro Ser Phe Ser Val His Leu Pro Arg Ser 

325 330 335 

Val Gly Phe Leu Thr His His lie Lys Arg Lys Leu Asp Ala Tyr Ala 
340 345 350 

Val Lys His Pro Gin Glu Pro Arg His Val Arg Ala Asp His Pro Tyr 

355 360 ' 365 

Ala Lys Val Val Glu Asn Arg Asn Tyr Gly Ser Ser lie Glu Ala Met 
370 375 380 

lie Leu Ala Pro Pro Ser Pro Ser Glu lie Leu Pro Gly Asp Pro Pro 
385 390 395 400 

Arg Pro Pro Thr Cys Gly Phe Leu Thr Arg 
405 410 

<210> 14 
<211> 819 
<212> PRT 

<213> Varicella zoster 
<400> 14 

Met Gin Ser Gly His Tyr Asn Arg Arg Gin Ser Arg Arg Gin Arg lie 
1 5 10 15 

Ser Ser Asn Thr Thr Asp Ser Pro Arg His Thr His Gly Thr Arg Tyr 
20 25 30 

Arg Ser Thr Asn Trp Tyr Thr His Pro Pro Gin lie Leu Ser Asn Ser 
35 40 45 


Glu Thr Leu Val Ala Val Gin Glu Leu Leu Asn Ser Glu Met Asp Gin 
50 55 60 


Asp Ser Ser Ser Asp Ala Ser Asp Asp Phe Pro Gly Tyr Ala Leu His 

65 70 75 80 

His Ser Thr Tyr Asn Gly Ser Glu Gin Asn Thr Ser Thr Ser Arg His 
85 90 95 

Glu Asn Arg lie Phe Lys Leu Thr Glu Arg Glu Ala Asn Glu Glu lie 

100 ' 105 110 
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Asn lie Asn Thr Asp Ala lie Asp Asp Glu Gly Glu Ala Glu Glu Gly 
115 120 125 

Glu Ala Glu Glu Asp Ala lie Asp Asp Glu Gly Glu Ala Glu Glu Gly 
130 135 140 

Glu Ala Glu Glu Asp Ala lie Asp Asp Glu Gly Glu Ala Glu Glu Gly 
145 150 155 160 

Glu Ala Glu Glu Asp Ala lie Asp Asp Glu Gly Glu Ala Glu Glu Gly 
165 170 175 

Glu Ala Glu Glu Gly Glu Ala Glu Glu Gly Glu Ala Glu Glu Asp Ala 
180 185 190 

lie Asp Asp Glu Gly Glu Ala Glu Glu Asp Ala Ala Glu Glu Asp Ala 
195 200 205 

lie Asp Asp Glu Gly Glu Ala Glu Glu Asp Tyr Phe Ser val Ser Gin 
210 215 220 

Val Cys Ser Arg Asp Ala Asp Glu val Tyr Phe Thr Leu Asp Pro Glu 
225 230 235 240 

lie Ser Tyr Ser Thr Asp Leu Arg lie Ala Lys Val Met Glu Pro Ala 
245 250 255 

Val Ser Lys Glu Leu Asn Val Ser Lys Arg Cys Val Glu Pro Val Thr 
260 265 " 270 

Leu Thr Gly Ser Met Leu Ala His Asn Gly Phe Asp Glu Ser Trp Phe 
275 280 285 

Ala Met Arg Glu Cys Thr Arg Arg Glu Tyr lie Thr Val Gin Gly Leu 

290 ~ 295 300 

Tyr Asp Pro lie His Leu Arg Tyr Gin Phe Asp Thr Ser Arg Met Thr 
305 310 315 ~ 320 

Pro Pro Gin lie Leu Arg Thr lie Pro Ala Leu Pro Asn Met Thr Leu 

325 330 335 


Gly Glu Leu Leu Leu lie Phe Pro lie Glu Phe Met Ala Gin Pro lie 
340 345 350 


Ser lie Glu Arg lie Leu val Glu Asp val Phe Leu Asp Arg Arg Ala 
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355 360 365 


Ser Ser Lys Thr His Lys Tyr Gly Pro Arg Trp Asn Ser Val Tyr Ala 
370 375 380 


Leu Pro Tyr Asn Ala Gly Lys Met Tyr Val Gin His lie Pro Gly Phe 
385 390 395 400 


Tyr Asp Val Ser Leu Arg Ala Val Gly Gin Gly Thr Ala lie Trp His 
405 ~ 410 415 


His Met lie Leu Ser Thr Ala Ala Cys Ala lie Ser Asn Arg lie Ser 
420 425 430 


His Gly Asp Gly Leu Gly Phe Leu Leu Asp Ala Ala lie Arg lie Ser 
435 440 445 


Ala Asn Cys lie Phe Leu Gly Arg Asn Asp Asn Phe Gly val Gly Asp 
450 455 460 


Pro Cys Trp Leu Glu Asp His Leu Ala Gly Leu Pro Arg Glu Ala val 
465 470 475 480 


Pro Asp Val Leu Gin Val Thr Gin Leu Val Leu Pro Asn Arg Gly Pro 
485 490 495 


Thr Val Ala lie Met Arg Gly Phe Phe Gly Ala Leu Ala Tyr Trp Pro 
500 505 510 


Glu Leu Arg lie Ala lie Ser Glu Pro Ser Thr Ser Leu Val Arg Tyr 
515 520 525 


Ala Thr Gly His Met Glu Leu Ala Glu Trp Phe Leu Phe Ser Arg Thr 

530 ' 535 540 


His Ser Leu Lys Pro Gin Phe Thr Pro Thr Glu Arg Glu Met Leu Ala 
545 550 555 560 


Ser Phe Phe Thr Leu Tyr Val Thr Leu Gly Gly Gly Met Leu Asn Trp 
565 570 575 


lie Cys Arg Ala Thr Ala Met Tyr Leu Ala Ala Pro Tyr His Ser Arg 
580 585 590 


Ser Ala Tyr lie Ala Val Cys Glu Ser Leu Pro Tyr Tyr Tyr lie Pro 
595 600 605 
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val Asn Ser Asp Leu Leu Cys Asp Leu Glu val Leu Leu Leu Gly Glu 

610 615 620 

Val Asp Leu Pro Thr Val Cys Glu Ser Tyr Ala Thr lie Ala His Glu 

625 630 635 640 

Leu Thr Gly Tyr Glu Ala Val Arg Thr Ala Ala Thr Asn Phe Met lie 

645 650 655 

Glu Phe Ala Asp Cys Tyr Lys Glu Ser Glu Thr Asp Leu Met val Ser 

660 665 670 

Ala Tyr Leu Gly Ala Val Leu Leu Leu Gin Arg val Leu Gly His Ala 

675 680 685 

Asn Leu Leu Leu Leu Leu Leu Ser Gly Ala Ala Leu Tyr Gly Gly Cys 

690 695 700 

Ser lie Tyr lie Pro Arg Gly lie Leu Asp Ala Tyr Asn Thr Leu Met 

705 710 715 720 

Leu Ala Ala Ser Pro Leu Tyr Ala His Gin Thr Leu Thr Ser Phe Trp 

725 730 735 

Lys Asp Arg Asp Asp Ala Met Gin Thr Leu Gly lie Arg Pro Thr Thr 

740 745 ' 750 

Asp Val Leu Pro Lys Glu Gin Asp Arg lie val Gin Ala Ser Pro lie 

755 760 ' 765 

Glu Met Asn Phe Arg Phe Val Gly Leu Glu Thr lie Tyr Pro Arg Glu 

770 ~ 775 ' 780 

Gin Pro lie Pro Ser Val Asp Leu Ala Glu Asn Leu Met Gin Tyr Arg 

785 790 795 800 

Asn Glu lie Leu Gly Leu Asp Trp Lys Ser val Ala Met His Leu Leu 

805 810 815 


Arg Lys Tyr 


<210> 15 

<211> 661 

<212> PRT 

<213> Varicella zoster 

<400> 15 
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Met Phe Ser Arg Phe Ala Arg Ser Phe Ser Ser Asp Asp Arg Thr Arg 
1 5 10 15 

Lys Ser Tyr Asp Gly Ser Tyr Gin Ser Phe Asn Ala Gly Glu Arg Asp 
20 25 30 

Leu Pro Thr Pro Thr Arg Asp Trp Cys Ser lie Ser Gin Arg lie Thr 
35 40 45 

Ser Glu Arg Val Arg Asp Gly Cys Leu lie Pro Thr Pro Gly Glu Ala 
50 55 60 

Leu Glu Thr Ala Val Lys Ala Leu Ser Glu Lys Thr Asp Ser Leu Thr 
65 70 75 80 

Ser Pro Val Leu Gin Ser Thr Glu Arg His Ser Val Leu Leu Gly Leu 
85 90 95 

His His Asn Asn val Pro Glu Ser Leu val val Ser Cys Met Ser Asn 
100 105 110 

Asp Val His Asp Gly Phe Met Gin Arg Tyr Met Glu Thr lie Gin Arg 
115 120 125 

Cys Leu Asp Asp Leu Lys Leu Ser Gly Asp Gly Leu Trp Trp val Tyr 
130 135 140 

Glu Asn Thr Tyr Trp Gin Tyr Leu Lys Tyr Thr Thr Gly Ala Glu Val 
145 150 155 160 


Pro Val Thr Ser Glu Lys Val Asn Lys Lys Ser Lys Ser Thr Val Leu 
165 170 175 

Leu Phe Ser Ser Val Val Ala Asn Lys Pro lie Ser Arg His Pro Phe 
180 185 190 

Lys Ser Lys Val lie Asn Ser Asp Tyr Arg Gly lie Cys Gin Glu Leu 
195 200 " 205 

Arg Glu Ala Leu Gly Ala Val Gin Lys Tyr Met Tyr Phe Met Arg Pro 
210 215 220 

Asp Asp Pro Thr Asn Pro Ser Pro Asp Thr Arg lie Arg Val Gin Glu 

225 230 235 ~ 240 


lie Ala Ala Tyr Thr Ala Thr Gly Tyr Gly Trp Met Leu Trp Phe Leu 
245 250 255 
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Asp Val Val Asp Ala Arg Val Cys Arg His Leu Lys Leu Gin Phe Arg 
260 265 270 

Arg lie Arg Gly Pro Arg Ala Ser Val lie Pro Asp Asp Leu Leu Arg 
275 " 280 285 

Arg His Leu Lys Thr Gly Pro Ala Val Ser Ala Gly Thr Gly Val Ala 
290 ' 295 300 

Phe lie Leu Ala Ala Thr Thr Ala Ser Ala Leu Thr Ala Leu Leu Arg 
305 310 315 320 

lie Ser val Leu Trp Arg Lys Glu Glu Trp Arg Asp Gly Leu Asn Gly 
325 330 335 

Thr Ala Ala Ala lie Val Ala Ala Val Glu Leu lie Thr Leu Leu His 
340 345 350 

His His Phe Gin Tyr Leu lie Asn Met Met Leu lie Gly Tyr Ala Cys 
355 360 365 

Trp Gly Asp Gly Gly Leu Asn Asp Pro Tyr lie Leu Lys Ala Leu Arg 
370 375 ' 380 

Ala Gin Gly Arg Phe Leu Tyr Phe Ala Gly Gin Leu Val Arg Thr Met 
385 390 395 400 

Ser Thr His Ser Trp Val Val Leu Glu Thr Ser Thr His Met Trp Phe 
405 410 415 

Ser Arg Ala Val Ala Gin Ser lie Leu Ala His Gly Gly Lys Pro Thr 
420 425 430 

Lys Tyr Tyr Ala Gin Val Leu Ala Ala Ser Lys Arg Tyr Thr Pro Leu 
435 440 445 


His Leu Arg Arg lie Ser Glu Pro Ser Ser Val Ser Asp Gin Pro Tyr 
450 " ' 455 460 


lie Arg Phe Asn Arg Leu Gly Ser Pro lie Gly Thr Gly lie Gly Asn 

465 ~ 470 475 480 

Leu Glu Cys val Cys Leu Thr Gly Asn Tyr Leu Ser Asp Asp val Asn 
485 ' 490 495 

Ala Ser Ser His val lie Asn Thr Glu Ala Pro Leu Asn Ser lie Ala 

500 505 510 
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Pro Asp Thr Asn Arg Gin Arg Thr Ser Arg Val Leu Val Arg Pro Asp 
515 520 ' 525 

Thr Gly Leu Asp val Thr Val Arg Lys Asn His Cys Leu Asp lie Gly 
530 535 " 540 

His Thr Asp Gly Ser Pro Val Asp Pro Thr Tyr Pro Asp His Tyr Thr 
545 550 555 560 

Arg lie Lys Ala Glu Tyr Glu Gly Pro Val Arg Asp Glu Ser Asn Thr 
565 570 575 

Met Phe Asp Gin Arg Ser Asp Leu Arg His lie Glu Thr Gin Ala Ser 
580 585 590 

Leu Asn Asp His val Tyr Glu Asn lie Pro Pro Lys Glu val Gly Phe 
595 600 605 

Asn Ser Ser Ser Asp Leu Asp val Asp Ser Leu Asn Gly Tyr Thr Ser 
610 615 620 

Gly Asp Met His Thr Asp Asp Asp Leu Ser Pro Asp Phe lie Pro Asn 
625 630 635 640 

Asp Val Pro Val Arg Cys Lys Thr Thr Val Thr Phe Arg Lys Asn Thr 
645 650 655 


Pro Lys Ser His His 
660 

<210> 16 
<211> 301 
<212> PRT 

<213> Varicella zoster 
<400> 16 

Met Gly Asp Leu Ser Cys Trp Thr Lys val Pro Gly Phe Thr Leu Thr 
1 5 10 15 


Gly Glu Leu Gin Tyr Leu Lys Gin val Asp Asp lie Leu Arg Tyr Gly 
20 25 30 

Val Arg Lys Arg Asp Arg Thr Gly lie Gly Thr Leu Ser Leu Phe Gly 

35 40 45 

Met Gin Ala Arg Tyr Asn Leu Arg Asn Glu Phe Pro Leu Leu Thr Thr 

50 55 60 
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Lys Arg Val Phe Trp Arg Ala Val Val Glu Glu Leu Leu Trp Phe lie 
65 70 75 80 

Arg Gly Ser Thr Asp Ser Lys Glu Leu Ala Ala Lys Asp lie His lie 
85 90 95 

Trp Asp lie Tyr Gly Ser Ser Lys Phe Leu Asn Arg Asn Gly Phe His 
100 105 ' 110 

Lys Arg His Thr Gly Asp Leu Gly Pro lie Tyr Gly Phe Gin Trp Arg 
115 120 125 

His Phe Gly Ala Glu Tyr Lys Asp Cys Gin Ser Asn Tyr Leu Gin Gin 
130 135 140 

Gly lie Asp Gin Leu Gin Thr Val lie Asp Thr lie Lys Thr Asn Pro 
145 150 155 160 

Glu Ser Arg Arg Met lie lie Ser Ser Trp Asn Pro Lys Asp lie Pro 
165 170 175 

Leu Met val Leu Pro Pro Cys His Thr Leu Cys Gin Phe Tyr val Ala 
180 185 190 

Asn Gly Glu Leu Ser Cys Gin Val Tyr Gin Arg Ser Gly Asp Met Gly 
195 200 205 

Leu Gly Val Pro Phe Asn lie Ala Gly Tyr Ala Leu Leu Thr Tyr lie 
210 215 '220 

val Ala His val Thr Gly Leu Lys Thr Gly Asp Leu lie His Thr Met 
225 230 235 240 

Gly Asp Ala His lie Tyr Leu Asn His lie Asp Ala Leu Lys val Gin 
245 250 255 

Leu Ala Arg Ser Pro Lys Pro Phe Pro Cys Leu Lys lie lie Arg Asn 
260 265 270 

Val Thr Asp lie Asn Asp Phe Lys Trp Asp Asp Phe Gin Leu Asp Gly 
275 280 285 


Tyr Asn Pro His Pro Pro Leu Lys Met Glu Met Ala Leu 
290 295 300 


<210> 17 
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<211> 455 
<212> PRT 

<213> Varicella zoster 
<400> 17 

Met Gly Leu Phe Gly Leu Thr Arg Phe lie His Glu His Lys Leu val 
15 10 15 

Lys Pro Ser lie lie Ser Thr Pro Pro Gly Val Leu Thr Pro Val Ala 
20 25 30 

Val Asp Val Trp Asn Val Met Tyr Thr Leu Leu Glu Arg Leu Tyr Pro 
35 40 45 

Val Gly Lys Arg Glu Asn Leu His Gly Pro Ser Val Thr lie His Cys 
50 55 60 

Leu Gly val Leu Leu Arg Leu Leu Thr Gin Arg Ser Tyr Tyr Pro lie 
65 70 75 80 

Phe val Leu Glu Arg Cys Thr Asp Gly Pro Leu Ser Arg Gly Ala Lys 
85 90 95 

Ala lie Met Ser Arg Ala Met Asn His Asp Glu Arg Gly Thr Ser Asp 
100 ~ 105 "110 

Leu Thr Arg Val Leu Leu Ser Ser Asn Thr Ser Cys Ser lie Lys Tyr 
115 120 125 

Asn Lys Thr Ser Glu Thr Tyr Asp Ser Val Phe Arg Asn Ser Ser Thr 
130 135 140 

Ser Cys lie Pro Ser Glu Glu Asn Lys Ser Gin Asp Met Phe Leu Asp 
145 150 155 160 

Gly Cys Pro Arg Gin Thr Asp Lys Thr lie Cys Leu Arg Asp Gin Asn 
165 J 170 175 

Val Cys Ser Leu Thr Ser Thr Met Pro Ser Arg Gly His Pro Asn His 
180 185 190 

Arg Leu Tyr His Lys Leu Cys Ala Ser Leu lie Arg Trp Met Gly Tyr 
195 200 205 

Ala Tyr Val Glu Ala Val Asp lie Glu Ala Asp Glu Ala Cys Ala Asn 
210 215 220 

Leu Phe His Thr Arg Thr Val Ala Leu Val Tyr Thr Thr Asp Thr Asp 
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225 230 235 240 


Leu Leu Phe Met Gly Cys Asp lie Leu Leu Asp Ala lie Pro Met Phe 
245 250 255 


Ala Pro Val Val Arg Cys Arg Asp Leu Leu Gin Tyr Leu Gly lie Thr 
260 265 270 


Tyr Pro Glu Phe Leu val Ala Phe val Arg Cys Gin Thr Asp Leu His 
275 280 ' 285 


Thr Ser Asp Asn Leu Lys Ser Val Gin Gin Val lie Gin Asp Thr Gly 
290 295 300 


Leu Lys Val Pro His Gin Met Asp Thr Ser Thr Arg Ser Pro Thr Tyr 
305 310 315 320 


Asp Ser Trp Arg His Gly Glu Val Phe Lys Ser Leu Thr Val Ala Thr 
325 330 335 


Ser Gly Lys Thr Glu Asn Gly Val Ser Val Ser Lys Tyr Ala Ser Asn 
340 345 350 


Arg Ser Glu Val Thr Val Asp Ala Ser Trp Ala Leu Asn Leu Leu Pro 
355 360 365 


Pro Ser Ser Ser Pro Leu Asp Asn Leu Glu Arg Ala Phe val Glu His 
370 375 380 


lie lie Ala val val Thr Pro Leu Thr Arg Gly Arg Leu Lys Leu Met 
385 390 395 400 


Lys Arg Val Asn lie Met Gin Asn Thr Ala Asp Pro Tyr Met Val lie 
405 410 415 


Asn Thr Leu Tyr His Asn Leu Lys Gly Glu Lys Met Ala Arg Gin Tyr 
420 425 430 


Ala Arg lie Phe Lys Gin Phe lie Pro Thr Pro Leu Pro Leu Asn Thr 
435 ' 440 445 


Val Leu Thr Lys Tyr Trp Asn 
450 455 


<210> 18 
<211> 1038 
<212> PRT 

<213> Varicella zoster 
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<400> 18 

Met Glu Glu Pro lie Cys Tyr Asp Thr Gin Lys Leu Leu Asp Asp Leu 
1 5 10 15 


Ser Asn Leu Lys Val Gin Glu Ala Asp Asn Glu Arg Pro Trp Ser Pro 
20 25 30 


Glu Lys Thr Glu lie Ala Arg Val Lys Val Val Lys Phe Leu Arg Ser 
35 40 45 


Thr Gin Lys lie Pro Ala Lys His Phe lie Gin lie Trp Glu Pro Leu 
50 55 60 


His Ser Asn lie Cys Phe val Tyr Ser Asn Thr Phe Leu Ala Glu Ala 
65 70 75 80 


Ala Phe Thr Ala Glu Asn Leu Pro Gly Leu Leu Phe Trp Arg Leu Asp 
85 90 95 


Leu Asp Trp Thr lie Glu Glu Pro Gly Asn Ser Leu Lys lie Leu Thr 
100 105 110 


Gin Leu Ser Ser val val Gin Asp Ser Glu Thr Leu His Arg Leu Ser 
115 120 12 5 


Ala Asn Lys Leu Arg Thr Ser Ser Lys Phe Gly Pro Val Ser lie His 
130 ~ 135 140 


Phe lie lie Thr Asp Trp lie Asn Met Tyr Glu Val Ala Leu Lys Asp 
145 150 155 160 


Ala Thr Thr Ala lie Glu Ser Pro Phe Thr His Ala Arg lie Gly Met 
165 170 175 


Leu Glu Ser Ala lie Ala Ala Leu Thr Gin His Lys Phe Ala lie lie 
180 185 190 


Tyr Asp Met Pro Phe Val Gin Glu Gly lie Arg Val Leu Thr Gin Tyr 
195 200 205 


Ala Gly Trp Leu Leu Pro Phe Asn val Met Trp Asn Gin lie Gin Asn 
210 215 220 


Ser Ser Leu Thr Pro Leu Thr Arg Ala Leu Phe lie lie Cys Met lie 
225 230 235 240 
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Asp Glu Tyr Leu Thr Gl u Thr Pro Val His Ser lie Ser Glu Leu Phe 
245 250 255 

Ala Asp Thr val Asn Leu lie Lys Asp Glu Ala Phe Val Ser lie Glu 
260 265 270 

Glu Ala Val Thr Asn Pro Arg Thr Val His Glu Ser Arg lie Ser Ser 
275 280 285 

Ala Leu Ala Tyr Arg Asp Pro Tyr Val Phe Glu Thr Ser Pro Gly Met 
290 295 300 

Leu Ala Arg Arg Leu Arg Leu Asp Asn Gly lie Trp Glu Ser Asn Leu 
305 ~ 310 315 320 

Leu Ser Leu Ser Thr Pro Gly lie His lie Glu Ala Leu Leu His Leu 

325 330 335 

Leu Asn Ser Asp Pro Glu Ala Glu Thr Thr Ser Gly Ser Asn val Ala 
340 345 350 

Glu His Thr Arg Gly lie Trp Glu Lys Val Gin Ala Ser Thr Ser Pro 
355 360 365 

Ser Met Leu lie Ser Thr Leu Ala Glu Ser Gly Phe Thr Arg Phe Ser 
370 375 380 

Cys Lys Leu Leu Arg Arg Phe lie Ala His His Thr Leu Ala Gly Phe 
385 390 395 400 

lie His Gly Ser val val Ala Asp Glu His lie Thr Asp Phe Gin Gin 
405 410 415 

Thr Leu Gly Cys Leu Ala Leu val Gly Gly Leu Ala Tyr Gin Leu val 
420 425 430 

Glu Thr Tyr Ala Pro Thr Thr Glu Tyr Val Leu Thr Tyr Thr Arg Thr 
435 440 445 

Val Asn Glu Thr Glu Lys Arg Tyr Glu Thr Leu Leu Pro Ala Leu Gly 
450 455 460 

Leu Pro Pro Gly Gly Leu Gly Gin lie Met Arg Arg Cys Phe Ala Pro 
465 470 475 ~ 480 


Arg Pro Leu lie Glu Ser lie Gin Ala Thr Arg Val lie Leu Leu Asn 
485 490 495 
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Glu lie Ser His Ala Gl u Ala Arg Glu Thr Thr Tyr Phe Lys Gin Thr 
500 505 510 

His Asn Gin Ser Ser Gly Ala Leu Leu Pro Gin Ala Gly Gin Ser Ala 
515 520 525 

Val Arg Glu Ala Val Leu Thr Trp Phe Asp Leu Arg Met Asp Ser Arg 
530 535 540 

Trp Gly lie Thr Pro Pro Val Asp Val Gly Met Thr Pro Pro lie Cys 
545 550 555 560 

Val Asp Pro Pro Ala Thr Gly Leu Glu Ala Val Met lie Thr Glu Ala 
565 570 575 

Leu Lys lie Ala Tyr Pro Thr Glu Tyr Asn Arg Ser Ser Val Phe Val 
580 585 ' 590 

Glu Pro Ser Phe val Pro Tyr lie lie Ala Thr Ser Thr Leu Asp Ala 
595 600 605 

Leu Ser Ala Thr lie Ala Leu Ser Phe Asp Thr Arg Gly lie Gin Gin 
610 615 620 

Ala Leu Ser lie Leu Gin Trp Ala Arg Asp Tyr Gly Ser Gly Thr Val 
625 630 " 635 640 

Pro Asn Ala Asp Gly Tyr Arg Thr Lys Leu Ser Ala Leu lie Thr lie 
645 650 655 

Leu Glu Pro Phe Thr Arg Thr His Pro Pro Val Leu Leu Pro Ser His 
660 J 665 670 

Val Ser Thr lie Asp Ser Leu lie Cys Glu Leu His Arg Thr val Gly 
675 680 685 


lie Ala Val Asp Leu Leu Pro Gin His val Arg Pro Leu val Pro Asp 
690 695 700 


Arg Pro Ser lie Thr Asn Ser Val Phe Leu Ala Thr Leu Tyr Tyr Asp 

705 710 715 ' 720 

Glu Leu Tyr Gly Arg Trp Thr Arg Leu Asp Lys Thr Ser Gin Ala Leu 

725 ~ 730 735 

Val Glu Asn Phe Thr Ser Asn Ala Leu Val Val Ser Arg Tyr Met Leu 

740 745 750 
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Met Leu Gin Lys Phe Phe Ala Cys Arg Phe Tyr Pro Thr Pro Asp Leu 
755 760 ' 765 

Gin Ala Val Gly lie Cys Asn Pro Lys Val Glu Arg Asp Glu Gin Phe 
770 775 780 

Gly val Trp Arg Leu Asn Asp Leu Ala Asp Ala val Gly His lie val 
785 790 795 800 

Gly Thr lie Gin Gly lie Arg Thr Gin Met Arg Val Gly lie Ser Ser 
805 810 815 

Leu Arg Thr lie Met Ala Asp Ala Ser Ser Ala Leu Arg Glu Cys Glu 
820 825 830 

Asn Leu Met Thr Lys Thr Ser Thr Ser Ala lie Gly Pro Leu Phe Ser 
835 840 845 

Thr Met Ala Ser Arg Tyr Ala Arg Phe Thr Gin Asp Gin Met Asp lie 
850 855 860 

Leu Met Arg val Asp Lys Leu Thr Thr Gly Glu Asn lie Pro Gly Leu 
865 870 875 880 

Ala Asn Val Glu lie Phe Leu Asn Arg Trp Glu Arg lie Ala Thr Ala 
885 890 895 

Cys Arg His Ala Thr Ala Val Pro Ser Ala Glu Ser lie Ala Thr Val 
900 905 910 

Cys Asn Glu Leu Arg Arg Gly Leu Lys Asn lie Gin Glu Asp Arg val 
915 " 920 925 

Asn Ala Pro Thr Ser Tyr Met Ser His Ala Arg Asn Leu Glu Asp His 
930 935 940 

Lys Ala Ala Val Ser Phe Val Met Asp Ser Arg Gin Gin Phe lie Val 
945 950 955 960 

Asp Ser Gly Pro Gin Met Gly Ala val Leu Thr Ser Gin Cys Asn lie 
965 970 975 


Gly Thr Trp Glu Asn Val Asn Ala Thr Phe Leu His Asp Asn val Lys 
980 985 990 


lie Thr Thr Thr Val Arg Asp Val lie Ser Glu Ala Pro Thr Leu lie 
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995 1000 1005 


lie Gly Gin Arg Trp Leu Arg Pro Asp Glu lie Leu Ser Asn val 
1010 1015 1020 


Asp Leu Arg Leu Gly val Pro Gly Asn Thr Ser Gly Ser Asp Pro 
1025 1030 1035 


<210> 19 
<211> 2763 
<212> PRT 

<213> Varicella zoster 
<400> 19 

Met Asp lie lie Pro Pro lie Ala Val Thr Val Ala Gly Val Gly Ser 
15 10 15 

Arg Asn Gin Phe Asp Gly Ala Leu Gly Pro Ala Ser Gly Leu Ser Cys 
20 25 30 

Leu Arg Thr Ser Leu Ser Phe Leu His Met Thr Tyr Ala His Gly lie 
35 40 45 

Asn Ala Thr Leu Ser Ser Asp Met lie Asp Gly Cys Leu Gin Glu Gly 
50 55 60 

Ala Ala Trp Thr Thr Asp Leu Ser Asn Met Gly Arg Gly Val Pro Asp 
65 70 75 ' 80 

Met Cys Ala Leu val Asp Leu Pro Asn Arg lie Ser Tyr lie Lys Leu 
85 90 95 

Gly Asp Thr Thr Ser Thr Cys Cys val Leu Ser Arg lie Tyr Gly Asp 
100 105 " 110 

Ser His Phe Phe Thr val Pro Asp Glu Gly Phe Met Cys Thr Gin lie 
115 120 125 

Pro Ala Arg Ala Phe Phe Asp Asp Val Trp Met Gly Arg Glu Glu Ser 
130 135 140 

Tyr Thr lie lie Thr Val Asp Ser Thr Gly Met Ala lie Tyr Arg Gin 
145 150 155 160 

Gly Asn lie Ser Phe lie Phe Asp Pro His Gly His Gly Thr lie Gly 
165 170 175 

Gin Ala Val Val Val Arg Val Asn Thr Thr Asp Val Tyr Ser Tyr lie 
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180 185 190 


Ala Ser Glu Tyr Thr His Arg Pro Asp Asn Val Glu Ser Gin Trp Ala 
195 200 205 


Ala Ala Leu Val Phe Phe Val Thr Ala Asn Asp Gly Pro Val Ser Glu 
210 215 220 


Glu Ala Leu Ser Ser Ala Val Thr Leu lie Tyr Gly Ser Cys Asp Thr 
225 230 235 ' 240 


Tyr Phe Thr Asp Glu Gin Tyr Cys Glu Lys Leu val Thr Ala Gin His 
245 250 255 


Pro Leu Leu Leu Ser Pro Pro Asn Ser Thr Thr lie val Leu Asn Lys 
260 265 270 


Ser Ser lie val Pro Leu His Gin Asn val Gly Glu Ser val Ser Leu 
275 280 285 


Glu Ala Thr Leu His Ser Thr Leu Thr Asn Thr val Ala Leu Asp Pro 
290 295 300 


Arg Cys Ser Tyr Ser Glu Val Asp Pro Trp His Ala Val Leu Glu Thr 
305 ' 310 315 320 


Thr Ser Thr Gly Ser Gly Val Leu Asp Cys Arg Arg Arg Arg Arg Pro 
325 330 335 


Ser Trp Thr Pro Pro Ser Ser Glu Glu Asn Leu Ala Cys lie Asp Asp 
340 345 350 


Gly Leu Val Asn Asn Thr His Ser Thr Asp Asn Leu His Lys Pro Ala 
355 360 365 


Lys Lys Val Leu Lys Phe Lys Pro Thr Val Asp Val Pro Asp Lys Thr 
370 375 380 


Gin Val Ala His Val Leu Pro Arg Leu Arg Glu Val Ala Asn Thr Pro 
385 390 395 400 


Asp Val Val Leu Asn Val Ser Asn Val Asp Thr Pro Glu Ser Ser Pro 
405 410 415 


Thr Phe Ser Arg Asn Met Asn Val Gly Ser Ser Leu Lys Asp Arg Lys 
420 425 430 
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Pro Phe Leu Phe Glu Gin Ser Gly Asp Val Asn Met Val Val Glu Lys 
435 440 445 


Leu Leu Gin His Gly His Glu lie Ser Asn Gly Tyr val Gin Asn Ala 
450 455 460 

Val Gly Thr Leu Asp Thr Val lie Thr Gly His Thr Asn Val Pro lie 
465 470 475 480 

Trp Val Thr Arg Pro Leu Val Met Pro Asp Glu Lys Asp Pro Leu Glu 
485 490 495 

Leu Phe lie Asn Leu Thr lie Leu Arg Leu Thr Gly Phe val val Glu 
500 505 510 

Asn Gly Thr Arg Thr His His Gly Ala Thr Ser Val Val Ser Asp Phe 
515 520 525 

lie Gly Pro Leu Gly Glu lie Leu Thr Gly Phe Pro Ser Ala Ala Glu 
530 535 540 

Leu lie Arg Val Thr Ser Leu lie Leu Thr Asn Met Pro Gly Ala Glu 
545 ~ 550 555 560 

Tyr Ala lie Lys Thr val Leu Arg Lys Lys Cys Thr lie Gly Met Leu 
565 570 575 

lie lie Ala Lys Phe Gly Leu val Ala Met Arg val Gin Asp Thr Thr 
580 585 590 

Gly Ala Leu His Ala Glu Leu Asp Val Leu Glu Ala Asp Leu Gly Gly 
595 600 605 

Ser Ser Pro lie Asp Leu Tyr Ser Arg Leu Ser Thr Gly Leu lie Ser 
610 615 ' 620 

lie Leu Asn Ser Pro lie lie Ser His Pro Gly Leu Phe Ala Glu Leu 
625 630 635 640 

lie Pro Thr Arg Thr Gly Ser Leu Ser Glu Arg lie Arg Leu Leu Cys 
645 650 ' 655 

Glu Leu Val Ser Ala Arg Glu Thr Arg Tyr Met Arg Glu His Thr Ala 
660 665 " 670 


Leu Val Ser Ser Val Lys Ala Leu Glu Asn Ala Leu Arg Ser Thr Arg 
675 680 685 
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Asn Lys lie Asp Ala lie Gin lie Pro Glu Val Pro Gin Glu Pro Pro 
690 695 700 

Glu Glu Thr Asp lie Pro Pro Glu Glu Leu lie Arg Arg Val Tyr Glu 
705 710 715 720 

lie Arg Ser Glu Val Thr Met Leu Leu Thr Ser Ala Val Thr Glu Tyr 
725 730 735 

Phe Thr Arg Gly Val Leu Tyr Ser Thr Arg Ala Leu lie Ala Glu Gin 
740 745 750 

Ser Pro Arg Arg Phe Arg Val Ala Thr Ala Ser Thr Ala Pro lie Gin 
755 760 765 

Arg Leu Leu Asp Ser Leu Pro Glu Phe Asp Ala Lys Leu Thr Ala lie 
770 775 780 

lie Ser Ser Leu Ser lie His Pro Pro Pro Glu Thr lie Gin Asn Leu 
785 790 795 800 

Pro Val Val Ser Leu Leu Lys Glu Leu lie Lys Glu Gly Glu Asp Leu 
805 810 815 

Asn Thr Asp Thr Ala Leu Val Ser Trp Leu Ser Val Val Gly Glu Ala 
820 825 830 

Gin Thr Ala Gly Tyr Leu Ser Arg Arg Glu Phe Asp Glu Leu Ser Arg 
835 ' 840 845 

Thr lie Lys Thr lie Asn Thr Arg Ala Thr Gin Arg Ala Ser Ala Glu 
850 855 ' 860 

Ala Glu Leu Ser Cys Phe Asn Thr Leu Ser Ala Ala Val Asp Gin Ala 
865 870 875 880 


Val Lys Asp Tyr Glu Thr Tyr Asn Asn Gly Glu Val Lys Tyr Pro Glu 
885 890 895 


lie Thr Arg Asp Asp Leu Leu Ala Thr lie Val Arg Ala Thr Asp Asp 

900 905 " 910 

Leu val Arg Gin lie Lys lie Leu Ser Asp Pro Met lie Gin Ser Gly 

915 920 925 

Leu Gin Pro Ser lie Lys Arg Arg Leu Glu Thr Arg Leu Lys Glu Val 

930 935 940 
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Gin Thr Tyr Ala Asn Gl u Ala Arg Thr Thr Gin Asp Thr lie Lys Ser 
945 950 ' 955 960 

Arg Lys Gin Ala Ala Tyr Asn Lys Leu Gly Gly Leu Leu Arg Pro Val 
965 970 975 

Thr Gly Phe val Gly Leu Arg Ala Ala Val Asp Leu Leu Pro Glu Leu 
980 985 990 

Ala Ser Glu Leu Asp val Gin Gly Ala Leu val Asn Leu Arg Thr Lys 
995 1000 1005 

Val Leu Glu Ala Pro Val Glu lie Arg Ser Gin Leu Thr Gly Asp 
1010 1015 ~ 1020 

Phe Trp Ala Leu Phe Asn Gin Tyr Arg Asp lie Leu Glu His Pro 
1025 1030 1035 

Gly Asn Ala Arg Thr Ser val Leu Gly Gly Leu Gly Ala Cys Phe 
1040 ~ 1045 1050 

Thr Ala lie lie Glu lie Val Pro lie Pro Thr Glu Tyr Arg Pro 
1055 1060 1065 

Ser Leu Leu Ala Phe Phe Gly Asp Val Ala Asp Val Leu Ala Ser 
1070 1075 1080 

Asp lie Ala Thr Val Ser Thr Asn Pro Glu Ser Glu Ser Ala lie 
1085 1090 1095 

Asn Ala Val Val Ala Thr Leu Ser Lys Ala Thr Leu Val Ser Ser 
1100 1105 1110 

Thr Val Pro Ala Leu Ser Phe Val Leu Ser Leu Tyr Lys Lys Tyr 
1115 1120 1125 

Gin Ala Leu Gin Gin Glu lie Thr Asn Thr His Lys Leu Thr Glu 
1130 1135 1140 

Leu Gin Lys Gin Leu Gly Asp Asp Phe Ser Thr Leu Ala val Ser 
1145 1150 1155 


Ser Gly His Leu Lys Phe lie Ser Ser Ser Asn val Asp Asp Tyr 
1160 1165 1170 


Glu lie Asn Asp Ala lie Leu Ser lie Gin Thr Asn val His Ala 
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1175 1180 1185 


Leu Met Asp Thr val Lys Leu val Glu val Glu Leu Gin Lys Leu 
1190 1195 1200 


Pro Pro His Cys lie Ala Gly Thr Ser Thr Leu Ser Arg Val Val 
1205 1210 1215 


Lys Asp Leu His Lys Leu val Thr Met Ala His Glu Lys Lys Glu 
1220 1225 1230 


Gin Ala Lys Val Leu lie Thr Asp Cys Glu Arg Ala His Lys Gin 
1235 1240 1245 


Gin Thr Thr Arg Val Leu Tyr Glu Arg Trp Thr Arg Asp lie lie 
1250 1255 " 1260 


Ala Cys Leu Glu Ala Met Glu Thr Arg His lie Phe Asn Gly Thr 
1265 1270 ~ 1275 


Glu Leu Ala Arg Leu Arg Asp Met Ala Ala Ala Gly Gly Phe Asp 
1280 " 1285 1290 


lie His Ala Val Tyr Pro Gin Ala Arg Gin Val Val Ala Ala Cys 
1295 1300 1305 


Glu Thr Thr Ala Val Thr Ala Leu Asp Thr Val Phe Arg His Asn 
1310 1315 1320 


Pro Tyr Thr Pro Glu Asn Thr Asn lie Pro Pro Pro Leu Ala Leu 
1325 1330 1335 


Leu Arg Gly Leu Thr Trp Phe Asp Asp Phe Ser lie Thr Ala Pro 
1340 1345 1350 


Val Phe Thr val Met Phe Pro Gly val Ser lie Glu Gly Leu Leu 
1355 1360 1365 


Leu Leu Met Arg lie Arg Ala Val Val Leu Leu Ser Ala Asp Thr 
1370 1375 1380 


Ser lie Asn Gly lie Pro Asn Tyr Arg Asp Met lie Leu Arg Thr 
1385 1390 1395 


Ser Gly Asp Leu Leu Gin lie Pro Ala Leu Ala Gly Tyr val Asp 
1400 1405 1410 
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Phe Tyr Thr Arg Ser Tyr Asp 
1415 1420 


Leu Ser Glu Leu Arg Ala Asp 
1430 ' 1435 


Leu Thr Glu Ala Asn Lys Ala 
1445 1450 


Ala His Glu Thr Ala Lys Leu 
1460 ' 1465 


Thr Leu Pro Ser Glu Gly Leu 
1475 1480 


Thr Thr Phe Asp His Lys Arg 
1490 1495 


val Leu Gin Thr Met Val Asp 
1505 1510 


Glu Leu Ala Gin Phe Arg Met 
1520 1525 


Ala lie Gin lie Leu Gin Asn 
1535 1540 


Glu Gin Gin Glu Asp Val Asp 
1550 1555 


Lys Leu Thr Pro Pro Pro Lys 
1565 1570 


Ser Thr Ser Val Gin Asp lie 
1580 1585 


Gly Arg Leu Glu Glu Glu Thr 
1595 1600 


Asp Trp Met Tyr Gin Ala Arg 
1610 ' 1615 


Ser Val Arg lie Asp Gly Thr 
1625 1630 


Arg Val Asp Lys Leu Tyr Ala 
1640 1645 


591508037SeqLi stAug2010 
Gin Phe lie Thr Glu Ser Val Thr 
1425 


lie Arg Gin Ala Ala Gly Ala Lys 
1440 


Leu Glu Glu Val Thr His Val Arg 
1455 


Ala Leu Lys Glu Gly val Phe lie 
1470 


Leu lie Arg Ala lie Glu Tyr Phe 
1485 


Phe lie Gly Thr Ala Tyr Glu Arg 
1500 


Arg Asp Leu Lys Glu Ala Asn Ala 
1515 


Val Cys Gin Ala Thr Lys Asn Arg 
1530 


lie Val Asp Thr Ala Asn Ala Thr 
1545 


Phe Thr Asn Leu Lys Thr Leu Leu 
1560 


Thr lie Ala Leu Ala lie Asp Arg 
1575 


Val Thr Gin Phe Ala Leu Leu Leu 
1590 


Gly Thr Leu Asp lie Gin Ala Val 
1605 


Asn lie lie Asp Ser His Pro Leu 
1620 


Gly Pro Leu His Thr Tyr Lys Asp 
1635 


Leu Arg Thr Lys Leu Asp Leu Leu 
1650 
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Arg Arg Arg lie Glu Thr Gly Glu Val Thr Trp Asp Asp Ala Trp 
1655 1660 1665 


Thr Thr Phe Lys Arg Glu Thr Gly Asp Met Leu Ala Ser Gly Asp 
1670 ~ 1675 1680 


Thr Tyr Ala Thr Ser Val Asp Ser lie Lys Ala Leu Gin Ala Ser 
1685 1690 1695 


Ala Ser Val Val Asp Met Leu Cys Ser Glu Pro Glu Phe Phe Leu 
1700 1705 1710 


Leu Pro Val Glu Thr Lys Asn Arg Leu Gin Lys Lys Gin Gin Glu 
1715 1720 1725 


Arg Lys Thr Ala Leu Asp Val Val Leu Gin Lys Gin Arg Gin Phe 
1730 1735 1740 


Glu Glu Thr Ala Ser Arg Leu Arg Ala Leu lie Glu Arg lie Pro 
1745 1750 1755 


Thr Glu Ser Asp His Asp val Leu Arg Met Leu Leu Arg Asp Phe 
1760 1765 1770 


Asp Gin Phe Thr His Leu Pro lie Trp lie Lys Thr Gin Tyr Met 
1775 1780 1785 


Thr Phe Arg Asn Leu Leu Met Val Arg Leu Gly Leu Tyr Ala Ser 
1790 1795 " 1800 


Tyr Ala Glu lie Phe Pro Pro Ala Ser Pro Asn Gly val Phe Ala 
1805 1810 1815 


Pro lie Pro Ala Met Ser Gly val Cys Leu Glu Asp Gin Ser Arg 
1820 1825 1830 


Cys lie Arg Ala Arg Val Ala Ala Phe Met Gly Glu Ala Ser Val 
1835 " " 1840 1845 


Val Gin Thr Phe Arg Glu Ala Arg Ser Ser lie Asp Ala Leu Phe 
1850 1855 1860 


Gly Lys Asn Leu Thr Phe Tyr Leu Asp Thr Asp Gly val Pro Leu 
1865 1870 1875 


Arg Tyr Arg Val Cys Tyr Lys Ser Val Gly Val Lys Leu Gly Thr 
1880 ~ 1885 1890 
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Met Leu Cys Ser Gin Gly Gly Leu Ser Leu Arg Pro Ala Leu Pro 
1895 1900 1905 


Asp Glu Gly lie Val Glu Glu Thr Thr Leu Ser Ala Leu Arg Val 
1910 1915 1920 


Ala Asn Glu Val Asn Glu Leu Arg lie Glu Tyr Glu Ser Ala lie 
1925 1930 1935 


Lys Ser Gly Phe Ser Ala Phe Ser Thr Phe Val Arg His Arg His 
1940 1945 1950 


Ala Glu Trp Gly Lys Thr Asn Ala Arg Arg Ala lie Ala Glu lie 
1955 1960 ~ " 1965 


Tyr Ala Gly Leu lie Thr Thr Thr Leu Thr Arg Gin Tyr Gly Val 
1970 1975 1980 


His Trp Asp Lys Leu lie Tyr Ser Phe Glu Lys His His Leu Thr 
1985 1990 1995 


Ser Val Met Gly Asn Gly Leu Thr Lys Pro lie Gin Arg Arg Gly 
2000 2005 2010 


Asp Val Arg Val Leu Glu Leu Thr Leu Ser Asp lie Val Thr lie 
2015 2020 2025 


Leu val Ala Thr Thr Pro Val His Leu Leu Asn Phe Ala Arg Leu 
2030 2035 2040 


Asp Leu lie Lys Gin His Glu Tyr Met Ala Arg Thr Leu Arg Pro 
2045 2050 2055 


Val lie Glu Ala Ala Phe Arg Gly Arg Leu Leu val Arg Ser Leu 
2060 2065 2070 


Asp Gly Asp Pro Lys Gly Asn Ala Arg Ala Phe Phe Asn Ala Ala 
2075 2080 2085 


Pro Ser Lys His Lys Leu Pro Leu Ala Leu Gly Ser Asn Gin Asp 
2090 2095 2100 


Pro Thr Gly Gly Arg lie Phe Ala Phe Arg Met Ala Asp Trp Lys 
2105 ~ 2110 2115 


Leu Val Lys Met Pro Gin Lys lie Thr Asp Pro Phe Ala Pro Trp 
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2120 2125 2130 


Gin Leu Ser Pro Pro Pro Gly Val Lys Ala Asn Val Asp Ala Val 
2135 2140 2145 


Thr Arg lie Met Ala Thr Asp Arg Leu Ala Thr lie Thr Val Leu 
2150 2155 2160 


Gly Arg Met Cys Leu Pro Pro lie Ser Leu val Ser Met Trp Asn 
2165 ' 2170 2175 


Thr Leu Gin Pro Glu Glu Phe Ala Tyr Arg Thr Gin Asp Asp Val 
2180 2185 2190 


Asp lie lie val Asp Ala Arg Leu Asp Leu Ser Ser Thr Leu Asn 
2195 2200 2205 


Ala Arg Phe Asp Thr Ala Pro Ser Asn Thr Thr Leu Glu Trp Asn 
2210 2215 2220 


Thr Asp Arg Lys Val lie Thr Asp Ala Tyr lie Gin Thr Gly Ala 
2225 2230 2235 


Thr Thr Val Phe Thr Val Thr Gly Ala Ala Pro Thr His Val Ser 
2240 2245 2250 


Asn Val Thr Ala Phe Asp lie Ala Thr Thr Ala lie Leu Phe Gly 
2255 2260 2265 


Ala Pro Leu Val lie Ala Met Glu Leu Thr Ser Val Phe Ser Gin 
2270 2275 2280 


Asn Ser Gly Leu Thr Leu Gly Leu Lys Leu Phe Asp Ser Arg His 
2285 2290 2295 


Met Ala Thr Asp Ser Gly lie Ser Ser Ala val Ser Pro Asp lie 
2300 2305 2310 


Val Ser Trp Gly Leu Arg Leu Leu His Met Asp Pro His Pro lie 
2315 ' 2320 2325 


Glu Asn Ala Cys Leu lie val Gin Leu Glu Lys Leu Ser Ala Leu 
2330 2335 2340 


lie Ala Asn Lys Pro Leu Thr Asn Asn Pro Pro Cys Leu Leu Leu 
2345 2350 2355 
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Leu Asp Glu His Met Asn Pro Ser Tyr Val Leu Trp Glu Arg Lys 
2360 2365 2370 


Asp Ser lie Pro Ala Pro Asp Tyr Val Val Phe Trp Gly Pro Glu 
2375 2380 2385 


Ser Leu lie Asp Leu Pro Tyr lie Asp Ser Asp Glu Asp Ser Phe 
2390 2395 2400 


Pro Ser Cys Pro Asp Asp Pro Phe Tyr Ser Gin lie lie Ala Gly 
2405 2410 ' 2415 


Tyr Ala Pro Gin Gly Pro Pro Asn Leu Asp Thr Thr Asp Phe Tyr 
2420 2425 2430 


Pro Thr Glu Pro Leu Phe Lys Ser Pro Val Gin Val Val Arg Ser 
2435 2440 2445 


Ser Lys Cys Lys Lys Met Pro val Arg Pro Ala Gin Pro Ala Gin 
2450 2455 2460 


Pro Ala Gin Pro Ala Gin Pro Ala Gin Thr Val Gin Pro Ala Gin 
2465 2470 2475 


Pro lie Glu Pro Gly Thr Gin lie Val Val Gin Asn Phe Lys Lys 
2480 2485 2490 


Pro Gin Ser Val Lys Thr Thr Leu Ser Gin Lys Asp lie Pro Leu 
2495 2500 2505 


Tyr Val Glu Thr Glu Ser Glu Thr Ala Val Leu lie Pro Lys Gin 
2510 2515 2520 


Leu Thr Thr Ser lie Lys Thr Thr Val Cys Lys Ser lie Thr Pro 
2525 2530 2535 


Pro Asn Asn Gin Leu Ser Asp Trp Lys Asn Asn Pro Gin Gin Asn 
2540 2545 2550 


Gin Thr Leu Asn Gin Ala Phe Ser Lys Pro lie Leu Glu lie Thr 
2555 2560 2565 


Ser lie Pro Thr Asp Asp Ser lie Ser Tyr Arg Thr Trp lie Glu 
2570 2575 2580 


Lys Ser Asn Gin Thr Gin Lys Arg His Gin Asn Asp Pro Arg Met 
2585 2590 2595 
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Tyr Asn Ser Lys Thr Val Phe His Pro Val Asn Asn Gin Leu Pro 
2600 2605 2610 


Ser Trp Val Asp Thr Ala Ala Asp Ala Pro Gin Thr Asp Leu Leu 
2615 2620 2625 


Thr Asn Tyr Lys Thr Arg Gin Pro Ser Pro Asn Phe Pro Arg Asp 
2630 2635 2640 


Val His Thr Trp Gly Val Ser Ser Asn Pro Phe Asn Ser Pro Asn 
2645 2650 2655 


Arg Asp Leu Tyr Gin Ser Asp Phe Ser Glu Pro Ser Asp Gly Tyr 
2660 2665 2670 


Ser Ser Glu Ser Glu Asn Ser lie val Leu Ser Leu Asp Glu His 
2675 2680 2685 


Arg Ser Cys Arg Val Pro Arg His Val Arg Val Val Asn Ala Asp 
2690 2695 2700 


Val Val Thr Gly Arg Arg Tyr Val Arg Gly Thr Ala Leu Gly Ala 
2705 2710 2715 


Leu Ala Leu Leu Ser Gin Ala Cys Arg Arg Met lie Asp Asn val 
2720 2725 2730 


Arg Tyr Thr Arg Lys Leu Leu Met Asp His Thr Glu Asp lie Phe 
2735 2740 2745 


Gin Gly Leu Gly Tyr val Lys Leu Leu Leu Asp Gly Thr Tyr lie 
2750 2755 2760 


<210> 20 

<211> 585 

<212> PRT 

<213> Varicella zoster 

<400> 20 

Met Asp Arg Val Glu Ser Glu Glu Pro Met Asp Gly Phe Glu Ser Pro 
1 5 10 15 

Val Phe Ser Glu Asn Thr Ser Ser Asn Ser Gly Trp Cys Ser Asp Ala 
20 25 30 


Phe Ser Asp Ser Tyr lie Ala Tyr Asn Pro Ala Leu Leu Leu Lys Asn 
35 40 45 
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Asp Leu Leu Phe Ser Gl u Leu Leu Phe Ala Ser His Leu lie Asn val 
50 55 60 

Pro Arg Ala lie Glu Asn Asn Val Thr Tyr Glu Ala Ser Ser Ala Val 
65 ~ 70 75 80 

Gly val Asp Asn Glu Met Thr Ser Ser Thr Thr Glu Phe lie Glu Glu 
85 90 95 

lie Gly Asp val Leu Ala Leu Asp Arg Ala Cys Leu val Cys Arg Thr 
100 105 110 

Leu Asp Leu Tyr Lys Arg Lys Phe Gly Leu Thr Pro Glu Trp val Ala 
115 120 125 

Asp Tyr Ala Met Leu Cys Met Lys Ser Leu Ala Ser Pro Pro Cys Ala 
130 135 140 

Val Val Thr Phe Ser Ala Ala Phe Glu Phe val Tyr Leu Met Asp Arg 
145 150 155 160 

Tyr Tyr Leu Cys Arg Tyr Asn Val Thr Leu Val Gly Ser Phe Ala Arg 
165 170 ' 175 

Arg Thr Leu Ser Leu Leu Asp lie Gin Arg His Phe Phe Leu His val 
180 185 190 

Cys Phe Arg Thr Asp Gly Gly Leu Pro Gly lie Arg Pro Pro Pro Gly 
195 200 205 

Lys Glu Met Ala Asn Lys Val Arg Tyr Ser Asn Tyr Ser Phe Phe Val 
210 215 ~ 220 

Gin Ala Val Val Arg Ala Ala Leu Leu Ser lie Ser Thr Ser Arg Leu 
225 230 235 240 


Asp Glu Thr Glu Thr Arg Lys Ser Phe Tyr Phe Asn Gin Asp Gly Leu 
245 250 255 


Thr Gly Gly Pro Gin Pro Leu Ala Ala Ala Leu Ala Asn Trp Lys Asp 
260 265 270 

Cys Ala Arg Met Val Asp Cys Ser Ser Ser Glu His Arg Thr Ser Gly 
275 280 285 

Met lie Thr Cys Ala Glu Arg Ala Leu Lys Glu Asp lie Glu Phe Glu 
290 ' 295 300 
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Asp lie Leu lie Asp Lys Leu Lys Lys Ser Ser Tyr Val Glu Ala Ala 
305 310 315 320 

Trp Gly Tyr Ala Asp Leu Ala Leu Leu Leu Leu Ser Gly val Ala Thr 

325 330 335 

Trp Asn Val Asp Glu Arg Thr Asn Cys Ala lie Glu Thr Arg Val Gly 
340 " 345 350 

Cys Val Lys Ser Tyr Trp Gin Ala Asn Arg lie Glu Asn Ser Arg Asp 
355 360 365 

Val Pro Lys Gin Phe Ser Lys Phe Thr Ser Glu Asp Ala Cys Pro Glu 
370 375 380 

Val Ala Phe Gly Pro lie Leu Leu Thr Thr Leu Lys Asn Ala Lys Cys 
385 390 395 400 

Arg Gly Arg Thr Asn Thr Glu Cys Met Leu Cys Cys Leu Leu Thr lie 
405 410 415 

Gly His Tyr Trp lie Ala Leu Arg Gin Phe Lys Arg Asp lie Leu Ala 
420 425 430 

Tyr Ser Ala Asn Asn Thr Ser Leu Phe Asp Cys lie Glu Pro Val lie 
435 440 445 

Asn Ala Trp Ser Leu Asp Asn Pro lie Lys Leu Lys Phe Pro Phe Asn 
450 455 460 

Asp Glu Gly Arg Phe lie Thr lie val Lys Ala Ala Gly Ser Glu Ala 
465 ' 470 475 480 

Val Tyr Lys His Leu Phe Cys Asp Leu Leu Cys Ala Leu Ser Glu Leu 
485 490 495 

Gin Thr Asn Pro Lys lie Leu Phe Ala His Pro Thr Thr Ala Asp Lys 
500 505 510 

Glu Val Leu Glu Leu Tyr Lys Ala Gin Leu Ala Ala Gin Asn Arg Phe 
515 520 525 


Glu Gly Arg Val Cys Ala Gly Leu Trp Thr Leu Ala Tyr Ala Phe Lys 
530 535 540 


Ala Tyr Gin lie Phe Pro Arg Lys Pro Thr Ala Asn Ala Ala Phe lie 
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545 550 555 560 


Arg Asp Gly Gly Leu Met Leu Arg Arg His Ala lie Ser Leu val Ser 
565 ~ 570 575 


Leu Glu His Thr Leu Ser Lys Tyr Val 
580 585 


<210> 21 

<211> 1204 

<212> PRT 

<213> Varicella zoster 

<400> 21 

Met Glu Asn Thr Gin Lys Thr Val Thr Val Pro Thr Gly Pro Leu Gly 
1 5 10 15 

Tyr Val Tyr Ala Cys Arg Val Glu Asp Leu Asp Leu Glu Glu lie Ser 
20 ~ 25 30 

Phe Leu Ala Ala Arg Ser Thr Asp Ser Asp Leu Ala Leu Leu Pro Leu 
35 40 45 

Met Arg Asn Leu Thr Val Glu Lys Thr Phe Thr Ser Ser Leu Ala Val 
50 55 60 

Val Ser Gly Ala Arg Thr Thr Gly Leu Ala Gly Ala Gly He Thr Leu 
65 70 75 80 

Lys Leu Thr Thr Ser His Phe Tyr Pro Ser val Phe Val Phe His Gly 
85 90 95 

Gly Lys His Val Leu Pro Ser Ser Ala Ala Pro Asn Leu Thr Arg Ala 
100 105 110 

Cys Asn Ala Ala Arg Glu Arg Phe Gly Phe Ser Arg Cys Gin Gly Pro 
115 120 125 

Pro Val Asp Gly Ala Val Glu Thr Thr Gly Ala Glu lie Cys Thr Arg 
130 135 140 

Leu Gly Leu Glu Pro Glu Asn Thr lie Leu Tyr Leu val Val Thr Ala 
145 150 155 160 

Leu Phe Lys Glu Ala val Phe Met Cys Asn val Phe Leu His Tyr Gly 
165 170 175 

Gly Leu Asp lie val His lie Asn His Gly Asp val lie Arg lie Pro 
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180 185 190 


Leu Phe Pro val Gin Leu Phe Met Pro Asp val Asn Arg Leu val Pro 
195 200 205 


Asp Pro Phe Asn Thr His His Arg Ser lie Gly Glu Gly Phe val Tyr 
210 215 220 


Pro Thr Pro Phe Tyr Asn Thr Gly Leu Cys His Leu lie His Asp Cys 

225 230 235 240 

Val lie Ala Pro Met Ala Val Ala Leu Arg Val Arg Asn Val Thr Ala 

245 250 255 


Val Ala Arg Gly Ala Ala His Leu Ala Phe Asp Glu Asn His Glu Gly 
260 265 270 


Ala Val Leu Pro Pro Asp lie Thr Tyr Thr Tyr Phe Gin Ser Ser Ser 
275 280 285 


Ser Gly Thr Thr Thr Ala Arg Gly Ala Arg Arg Asn Asp Val Asn Ser 
290 295 ' 300 


Thr Ser Lys Pro Ser Pro Ser Gly Gly Phe Glu Arg Arg Leu Ala Ser 
305 310 315 320 


lie Met Ala Ala Asp Thr Ala Leu His Ala Glu val lie Phe Asn Thr 

325 330 335 


Gly lie Tyr Glu Glu Thr Pro Thr Asp lie Lys Glu Trp Pro Met Phe 
340 345 350 


lie Gly Met Glu Gly Thr Leu Pro Arg Leu Asn Ala Leu Gly Ser Tyr 
355 360 365 


Thr Ala Arg Val Ala Gly Val lie Gly Ala Met Val Phe Ser Pro Asn 
370 375 380 


Ser Ala Leu Tyr Leu Thr Glu val Glu Asp Ser Gly Met Thr Glu Ala 
385 390 395 400 


Lys Asp Gly Gly Pro Gly Pro Ser Phe Asn Arg Phe Tyr Gin Phe Ala 
405 410 415 


Gly Pro His Leu Ala Ala Asn Pro Gin Thr Asp Arg Asp Gly His Val 
420 425 430 
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Leu Ser Ser Gin Ser Thr Gly Ser Ser Asn Thr Glu Phe Ser Val Asp 
435 440 445 


Tyr Leu Ala Leu lie Cys Gly Phe Gly Ala Pro Leu Leu Ala Arg Leu 

450 455 ' 460 

Leu Phe Tyr Leu Glu Arg Cys Asp Ala Gly Ala Phe Thr Gly Gly His 

465 470 475 480 

Gly Asp Ala Leu Lys Tyr Val Thr Gly Thr Phe Asp Ser Glu lie Pro 

485 490 495 

Cys Ser Leu Cys Glu Lys His Thr Arg Pro val Cys Ala His Thr Thr 

500 505 510 

Val His Arg Leu Arg Gin Arg Met Pro Arg Phe Gly Gin Ala Thr Arg 

515 520 ' 525 

Gin Pro lie Gly Val Phe Gly Thr Met Asn Ser Gin Tyr Ser Asp Cys 

530 535 540 

Asp Pro Leu Gly Asn Tyr Ala Pro Tyr Leu lie Leu Arg Lys Pro Gly 

545 550 555 560 

Asp Gin Thr Glu Ala Ala Lys Ala Thr Met Gin Asp Thr Tyr Arg Ala 

565 570 575 

Thr Leu Glu Arg Leu Phe lie Asp Leu Glu Gin Glu Arg Leu Leu Asp 

580 585 590 


Arg Gly Ala Pro Cys Ser Ser Glu Gly Leu Ser Ser Val lie val Asp 
595 600 605 

His Pro Thr Phe Arg Arg lie Leu Asp Thr Leu Arg Ala Arg lie Glu 
610 615 620 

Gin Thr Thr Thr Gin Phe Met Lys Val Leu Val Glu Thr Arg Asp Tyr 
625 630 635 640 

Lys lie Arg Glu Gly Leu Ser Glu Ala Thr His Ser Met Ala Leu Thr 
645 650 655 

Phe Asp Pro Tyr Ser Gly Ala Phe Cys Pro lie Thr Asn Phe Leu val 
660 665 670 


Lys Arg Thr His Leu Ala Val Val Gin Asp Leu Ala Leu Ser Gin Cys 
675 680 685 
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His Cys Val Phe Tyr Gly Gin Gin Val Glu Gly Arg Asn Phe Arg Asn 
690 695 700 

Gin Phe Gin Pro Val Leu Arg Arg Arg Phe Val Asp Leu Phe Asn Gly 
705 710 ' 715 720 

Gly Phe lie Ser Thr Arg Ser lie Thr Val Thr Leu Ser Glu Gly Pro 
725 730 735 

Val Ser Ala Pro Asn Pro Thr Leu Gly Gin Asp Ala Pro Ala Gly Arg 
740 745 750 

Thr Phe Asp Gly Asp Leu Ala Arg Val Ser Val Glu Val lie Arg Asp 
755 760 765 

lie Arg Val Lys Asn Arg Val Val Phe Ser Gly Asn Cys Thr Asn Leu 
770 775 780 

Ser Glu Ala Ala Arg Ala Arg Leu Val Gly Leu Ala Ser Ala Tyr Gin 
785 790 795 800 

Arg Gin Glu Lys Arg val Asp Met Leu His Gly Ala Leu Gly Phe Leu 
805 810 815 

Leu Lys Gin Phe His Gly Leu Leu Phe Pro Arg Gly Met Pro Pro Asn 

820 825 ~ 830 

Ser Lys Ser Pro Asn Pro Gin Trp Phe Trp Thr Leu Leu Gin Arg Asn 
835 840 845 

Gin Met Pro Ala Asp Lys Leu Thr His Glu Glu lie Thr Thr lie Ala 
850 855 860 

Ala Val Lys Arg Phe Thr Glu Glu Tyr Ala Ala lie Asn Phe lie Asn 
865 870 875 880 


Leu Pro Pro Thr Cys lie Gly Glu Leu Ala Gin Phe Tyr Met Ala Asn 
885 890 895 


Leu lie Leu Lys Tyr Cys Asp His Ser Gin Tyr Leu lie Asn Thr Leu 

900 905 910 

Thr Ser lie lie Thr Gly Ala Arg Arg Pro Arg Asp Pro Ser Ser Val 

915 920 ' 925 

Leu His Trp lie Arg Lys Asp Val Thr Ser Ala Ala Asp lie Glu Thr 

930 935 940 
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Gin Ala Lys Ala Leu Leu Glu Lys Thr Glu Asn Leu Pro Glu Leu Trp 
945 950 955 960 

Thr Thr Ala Phe Thr Ser Thr His Leu Val Arg Ala Ala Met Asn Gin 
965 970 975 

Arg Pro Met Val Val Leu Gly lie Ser lie Ser Lys Tyr His Gly Ala 
980 985 990 

Ala Gly Asn Asn Arg Val Phe Gin Ala Gly Asn Trp Ser Gly Leu Asn 
995 ~ 1000 1005 

Gly Gly Lys Asn Val Cys Pro Leu Phe Thr Phe Asp Arg Thr Arg 
1010 1015 1020 

Arg Phe lie lie Ala Cys Pro Arg Gly Gly Phe lie Cys Pro val 
1025 1030 ' 1035 

Thr Gly Pro Ser Ser Gly Asn Arg Glu Thr Thr Leu Ser Asp Gin 
1040 1045 " 1050 

val Arg Gly lie lie val Ser Gly Gly Ala Met val Gin Leu Ala 
1055 1060 1065 

lie Tyr Ala Thr Val Val Arg Ala Val Gly Ala Arg Ala Gin His 
1070 1075 1080 

Met Ala Phe Asp Asp Trp Leu Ser Leu Thr Asp Asp Glu Phe Leu 
1085 1090 1095 

Ala Arg Asp Leu Glu Glu Leu His Asp Gin lie lie Gin Thr Leu 
1100 1105 1110 

Glu Thr Pro Trp Thr val Glu Gly Ala Leu Glu Ala val Lys lie 
1115 1120 1125 

Leu Asp Glu Lys Thr Thr Ala Gly Asp Gly Glu Thr Pro Thr Asn 
1130 1135 1140 

Leu Ala Phe Asn Phe Asp Ser Cys Glu Pro Ser His Asp Thr Thr 
1145 1150 1155 


Ser Asn Val Leu Asn lie Ser Gly Ser Asn lie Ser Gly Ser Thr 
1160 1165 1170 


Val Pro Gly Leu Lys Arg Pro Pro Glu Asp Asp Glu Leu Phe Asp 
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1180 1185 


Leu Ser Gly lie Pro lie Lys His Gly Asn lie Thr Met Glu Met 
1190 1195 1200 


He 


<210> 22 
<211> 770 
<212> PRT 

<213> Varicella zoster 
<400> 22 

Met Glu Leu Asp lie Asn Arg Thr Leu Leu val Leu Leu Gly Gin val 
15 10 15 

Tyr Thr Tyr lie Phe Gin Val Glu Leu Leu Arg Arg Cys Asp Pro Arg 
20 25 ~ 30 

Val Ala Cys Arg Phe Leu Tyr Arg Leu Ala Ala Asn Cys Leu Thr Val 
35 40 45 

Arg Tyr Leu Leu Lys Leu Phe Leu Arg Gly Phe Asn Thr Gin Leu Lys 
50 55 60 

Phe Gly Asn Thr Pro Thr Val Cys Ala Leu His Trp Ala Leu Cys Tyr 
65 70 75 80 

Val Lys Gly Glu Gly Glu Arg Leu Phe Glu Leu Leu Gin His Phe Lys 
85 90 95 

Thr Arg Phe val Tyr Gly Glu Thr Lys Asp Ser Asn Cys lie Lys Asp 
100 105 110 

Tyr Phe Val Ser Ala Phe Asn Leu Lys Thr Cys Gin Tyr His His Glu 
115 120 125 

Leu Ser Leu Thr Thr Tyr Gly Gly Tyr Val Ser Ser Glu lie Gin Phe 
130 135 140 

Leu His Asp lie Glu Asn Phe Leu Lys Gin Leu Asn Tyr Cys Tyr lie 
145 150 155 160 

lie Thr Ser Ser Arg Glu Ala Leu Asn Thr Leu Glu Thr Val Thr Arg 
165 170 175 


Phe Met Thr Asp Thr lie Gly Ser Gly Leu lie Pro Pro val Glu Leu 
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180 185 190 


Phe Asp Pro Ala His Pro Cys Ala lie Cys Phe Glu Glu Leu Cys lie 
195 200 205 


Thr Ala Asn Gin Gly Glu Thr Leu His Arg Arg Leu Leu Gly Cys lie 
210 215 220 


Cys Asp His Val Thr Lys Gin Val Arg Val Asn Val Asp Val Asp Asp 
225 230 ' 235 240 


lie lie Arg Cys Leu Pro Tyr lie Pro Asp val Pro Asp lie Lys Arg 
245 250 255 


Gin Ser Ala Val Glu Ala Leu Arg Thr Leu Gin Thr Lys Thr Val Val 
260 265 270 


Asn Pro Met Gly Ala Lys Asn Asp Thr Phe Asp Gin Thr Tyr Glu lie 
275 280 285 


Ala Ser Thr Met Leu Asp Ser Tyr Asn val Phe Lys Pro Ala Pro Arg 
290 295 300 


Cys Met Tyr Ala lie Ser Glu Leu Lys Phe Trp Leu Thr Ser Asn Ser 
305 310 315 320 


Thr Glu Gly Pro Gin Arg Thr Leu Asp val Phe Val Asp Asn Leu Asp 

325 330 335 


Val Leu Asn Glu His Glu Lys His Ala Glu Leu Thr Ala val Thr Val 
340 345 350 


Glu Leu Ala Leu Phe Gly Lys Thr Pro lie His Phe Asp Arg Ala Phe 

355 360 365 


Ser Glu Glu Leu Gly Ser Leu Asp Ala lie Asp Ser lie Leu val Gly 
370 375 380 


Asn Arg Ser Ser Ser Pro Asp Ser Gin lie Glu Ala Leu lie Lys Ala 
385 ~ 390 395 400 


Cys Tyr Ala His His Leu Ser Ser Pro Leu Met Arg His lie Ser Asn 
405 410 415 


Pro Ser His Asp Asn Glu Ala Ala Leu Arg Gin Leu Leu Glu Arg val 
420 425 430 
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Gly Cys Glu Asp Asp Leu Thr Lys Glu Ala Ser Asp Ser Ala Thr Ala 
435 440 445 


Ser Glu Cys Asp Leu Asn Asp Asp Ser Ser lie Thr Phe Ala val His 
450 455 460 

Gly Trp Glu Asn Leu Leu Ser Lys Ala Lys lie Asp Ala Ala Glu Arg 
465 470 475 480 

Lys Arg Val Tyr Leu Glu His Leu Ser Lys Arg Ser Leu Thr Ser Leu 
485 490 495 

Gly Arg Cys lie Arg Glu Gin Arg Gin Glu Leu Glu Lys Thr Leu Arg 
500 505 510 

Val Asn Val Tyr Gly Glu Ala Leu Leu Gin Thr Phe Val Ser Met Gin 

515 ' 520 525 

Asn Gly Phe Gly Ala Arg Asn val Phe Leu Ala Lys val Ser Gin Ala 
530 535 540 

Gly Cys lie lie Asp Asn Arg lie Gin Glu Ala Ala Phe Asp Ala His 
545 550 ~ 555 560 

Arg Phe lie Arg Asn Thr Leu Val Arg His Thr Val Asp Ala Ala Met 
565 570 575 

Leu Pro Ala Leu Thr His Lys Phe Phe Glu Leu Val Asn Gly Pro Leu 
580 585 590 

Phe Asn His Asp Glu His Arg Phe Ala Gin Pro Pro Asn Thr Ala Leu 
595 600 605 

Phe Phe Thr Val Glu Asn Val Gly Leu Phe Pro His Leu Lys Glu Glu 
610 615 620 

Leu Ala Lys Phe Met Gly Gly val val Gly Ser Asn Trp Leu Leu Ser 
625 630 635 640 

Pro Phe Arg Gly Phe Tyr Cys Phe Ser Gly Val Glu Gly Val Thr Phe 
645 650 655 

Ala Gin Arg Leu Ala Trp Lys Tyr lie Arg Glu Leu Val Phe Ala Thr 
660 665 670 


Thr Leu Phe Thr Ser Val Phe His Cys Gly Glu val Arg Leu Cys Arg 
675 680 685 
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Val Asp Arg Leu Gly Lys Asp Pro Arg Gly Cys Thr Ser Gin Pro Lys 
690 695 " 700 

Gly lie Gly Ser Ser His Gly Pro Leu Asp Gly lie Tyr Leu Thr Tyr 
705 710 715 720 

Glu Glu Thr Cys Pro Leu val Ala lie lie Gin Ser Gly Glu Thr Gly 
725 730 735 

lie Asp Gin Asn Thr Val Val lie Tyr Asp Ser Asp Val Phe Ser Leu 
740 745 750 

Leu Tyr Thr Leu Met Gin Arg Leu Ala Pro Asp Ser Thr Asp Pro Ala 
755 760 765 

Phe Ser 
770 


<210> 23 
<211> 868 
<212> PRT 

<213> Varicella zoster 
<400> 23 

Met Phe Val Thr Ala Val Val Ser Val Ser Pro Ser Ser Phe Tyr Glu 
15 10 15 

Ser Leu Gin Val Glu Pro Thr Gin Ser Glu Asp lie Thr Arg Ser Ala 
20 25 30 


His Leu Gly Asp Gly Asp Glu lie Arg Glu Ala lie His Lys Ser Gin 

35 40 ' 45 

Asp Ala Glu Thr Lys Pro Thr Phe Tyr Val Cys Pro Pro Pro Thr Gly 
50 55 60 

Ser Thr lie Val Arg Leu Glu Pro Thr Arg Thr Cys Pro Asp Tyr His 
65 70 75 80 

Leu Gly Lys Asn Phe Thr Glu Gly lie Ala Val Val Tyr Lys Glu Asn 
85 90 95 

lie Ala Ala Tyr Lys Phe Lys Ala Thr Val Tyr Tyr Lys Asp Val lie 
100 105 110 


Val Ser Thr Ala Trp Ala Gly Ser Ser Tyr Thr Gin lie Thr Asn Arg 
115 120 125 
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Tyr Ala Asp Arg Val Pro lie Pro Val Ser Glu lie Thr Asp Thr lie 
130 135 140 

Asp Lys Phe Gly Lys Cys Ser Ser Lys Ala Thr Tyr Val Arg Asn Asn 
145 150 155 160 

His Lys Val Glu Ala Phe Asn Glu Asp Lys Asn Pro Gin Asp Met Pro 
165 170 175 

Leu lie Ala Ser Lys Tyr Asn Ser Val Gly Ser Lys Ala Trp His Thr 
180 185 190 

Thr Asn Asp Thr Tyr Met Val Ala Gly Thr Pro Gly Thr Tyr Arg Thr 
195 200 205 

Gly Thr Ser Val Asn Cys lie lie Glu Glu val Glu Ala Arg Ser lie 
210 215 220 

Phe Pro Tyr Asp Ser Phe Gly Leu Ser Thr Gly Asp lie lie Tyr Met 
225 230 235 240 

Ser Pro Phe Phe Gly Leu Arg Asp Gly Ala Tyr Arg Glu His Ser Asn 
245 " 250 255 

Tyr Ala Met Asp Arg Phe His Gin Phe Glu Gly Tyr Arg Gin Arg Asp 
260 265 270 

Leu Asp Thr Arg Ala Leu Leu Glu Pro Ala Ala Arg Asn Phe Leu val 
275 280 285 

Thr Pro His Leu Thr Val Gly Trp Asn Trp Lys Pro Lys Arg Thr Glu 
290 295 300 

Val Cys Ser Leu Val Lys Trp Arg Glu Val Glu Asp Val Val Arg Asp 
305 310 ' 315 320 


Glu Tyr Ala His Asn Phe Arg Phe Thr Met Lys Thr Leu Ser Thr Thr 

325 330 335 


Phe lie Ser Glu Thr Asn Glu Phe Asn Leu Asn Gin lie His Leu Ser 
340 345 350 

Gin Cys Val Lys Glu Glu Ala Arg Ala lie lie Asn Arg lie Tyr Thr 
355 360 365 

Thr Arg Tyr Asn Ser Ser His Val Arg Thr Gly Asp lie Gin Thr Tyr 
370 375 380 
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Leu Ala Arg Gly Gly Phe val Val Val Phe Gin Pro Leu Leu Ser Asn 
385 390 395 400 

Ser Leu Ala Arg Leu Tyr Leu Gin Glu Leu Val Arg Glu Asn Thr Asn 
405 410 415 

His Ser Pro Gin Lys His Pro Thr Arg Asn Thr Arg Ser Arg Arg Ser 
420 425 " 430 

Val Pro Val Glu Leu Arg Ala Asn Arg Thr lie Thr Thr Thr Ser Ser 
435 440 445 

val Glu Phe Ala Met Leu Gin Phe Thr Tyr Asp His lie Gin Glu His 
450 455 460 

Val Asn Glu Met Leu Ala Arg lie Ser Ser Ser Trp Cys Gin Leu Gin 
465 470 475 480 

Asn Arg Glu Arg Ala Leu Trp Ser Gly Leu Phe Pro lie Asn Pro Ser 
485 490 495 

Ala Leu Ala Ser Thr lie Leu Asp Gin Arg Val Lys Ala Arg lie Leu 
500 505 ' 510 

Gly Asp val lie Ser val Ser Asn Cys Pro Glu Leu Gly Ser Asp Thr 
515 520 525 

Arg lie lie Leu Gin Asn Ser Met Arg val Ser Gly Ser Thr Thr Arg 
530 535 " 540 

Cys Tyr Ser Arg Pro Leu lie Ser lie val Ser Leu Asn Gly Ser Gly 
545 " 550 555 560 

Thr Val Glu Gly Gin Leu Gly Thr Asp Asn Glu Leu lie Met Ser Arg 
565 570 575 

Asp Leu Leu Glu Pro Cys val Ala Asn His Lys Arg Tyr Phe Leu Phe 
580 585 590 

Gly His His Tyr Val Tyr Tyr Glu Asp Tyr Arg Tyr Val Arg Glu lie 
595 600 605 


Ala Val His Asp Val Gly Met lie Ser Thr Tyr Val Asp Leu Asn Leu 
610 615 620 


Thr Leu Leu Lys Asp Arg Glu Phe Met Pro Leu Gin Val Tyr Thr Arg 
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625 630 635 640 


Asp Glu Leu Arg Asp Thr Gly Leu Leu Asp Tyr Ser Glu lie Gin Arg 
645 650 655 


Arg Asn Gin Met His Ser Leu Arg Phe Tyr Asp lie Asp Lys Val Val 
660 665 670 


Gin Tyr Asp Ser Gly Thr Ala lie Met Gin Gly Met Ala Gin Phe Phe 
675 680 ' 685 


Gin Gly Leu Gly Thr Ala Gly Gin Ala Val Gly His Val Val Leu Gly 
690 ' 695 700 


Ala Thr Gly Ala Leu Leu Ser Thr val His Gly Phe Thr Thr Phe Leu 
705 710 715 720 


Ser Asn Pro Phe Gly Ala Leu Ala val Gly Leu Leu val Leu Ala Gly 
725 730 735 


Leu val Ala Ala Phe Phe Ala Tyr Arg Tyr val Leu Lys Leu Lys Thr 
740 745 750 


Ser Pro Met Lys Ala Leu Tyr Pro Leu Thr Thr Lys Gly Leu Lys Gin 
755 760 765 


Leu Pro Glu Gly Met Asp Pro Phe Ala Glu Lys Pro Asn Ala Thr Asp 
770 775 780 


Thr Pro lie Glu Glu lie Gly Asp Ser Gin Asn Thr Glu Pro Ser Val 
785 790 795 800 


Asn Ser Gly Phe Asp Pro Asp Lys Phe Arg Glu Ala Gin Glu Met lie 
805 810 815 


Lys Tyr Met Thr Leu Val Ser Ala Ala Glu Arg Gin Glu Ser Lys Ala 
820 825 830 


Arg Lys Lys Asn Lys Thr Ser Ala Leu Leu Thr Ser Arg Leu Thr Gly 
835 840 845 


Leu Ala Leu Arg Asn Arg Arg Gly Tyr Ser Arg Val Arg Thr Glu Asn 
850 ~ 855 ' 860 


Val Thr Gly Val 
865 
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<210> 24 
<211> 143 
<212> PRT 

<213> Varicella zoster 
<400> 24 

Met Glu Ser Ser Asn lie Asn Ala Leu Gin Gin Pro Ser Ser lie Ala 
15 10 15 


His His Pro Ser Lys Gin Cys Ala Ser Ser Leu Asn Glu Thr Val Lys 
20 25 30 


Asp Ser Pro Pro Ala lie Tyr Glu Asp Arg Leu Glu His Thr Pro Val 
35 40 45 


Gin Leu Pro Arg Asp Gly Thr Pro Arg Asp val Cys Ser val Gly Gin 
50 55 60 


Leu Thr Cys Arg Ala Cys Ala Thr Lys Pro Phe Arg Leu Asn Arg Asp 
65 ~ 70 75 80 


Ser Gin Tyr Asp Tyr Leu Asn Thr Cys Pro Gly Gly Arg His lie Ser 
85 90 95 


Leu Ala Leu Glu lie lie Thr Gly Arg Trp val Cys lie Pro Arg val 
100 105 110 


Phe Pro Asp Thr Pro Glu Glu Lys Trp Met Ala Pro Tyr lie lie Pro 

115 120 125 

Asp Arg Glu Gin Pro Ser Ser Gly Asp Glu Asp Ser Asp Thr Asp 

130 135 140 


<210> 25 

<211> 341 

<212> PRT 

<213> Varicella zoster 

<400> 25 

Met Ser Thr Asp Lys Thr Asp Val Lys Met Gly Val Leu Arg lie Tyr 
1 5 10 15 

Leu Asp Gly Ala Tyr Gly lie Gly Lys Thr Thr Ala Ala Glu Glu Phe 

20 25 30 

Leu His His Phe Ala lie Thr Pro Asn Arg lie Leu Leu lie Gly Glu 
35 40 45 

Pro Leu Ser Tyr Trp Arg Asn Leu Ala Gly Glu Asp Ala lie Cys Gly 
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50 55 60 


lie Tyr Gly Thr Gin Thr Arg Arg Leu Asn Gly Asp Val Ser Pro Glu 
65 70 75 80 


Asp Ala Gin Arg Leu Thr Ala His Phe Gin Ser Leu Phe Cys Ser Pro 
85 90 95 


His Ala lie Met His Ala Lys lie Ser Ala Leu Met Asp Thr Ser Thr 
100 ' 105 110 


Ser Asp Leu val Gin Val Asn Lys Glu Pro Tyr Lys lie Met Leu Ser 
115 120 125 

Asp Arg His Pro lie Ala Ser Thr lie Cys Phe Pro Leu Ser Arg Tyr 
130 135 140 


Leu val Gly Asp Met Ser Pro Ala Ala Leu Pro Gly Leu Leu Phe Thr 
145 150 155 160 


Leu Pro Ala Glu Pro Pro Gly Thr Asn Leu val val Cys Thr val Ser 
165 170 ' 175 


Leu Pro Ser His Leu Ser Arg Val Ser Lys Arg Ala Arg Pro Gly Glu 
180 185 " 190 


Thr Val Asn Leu Pro Phe Val Met Val Leu Arg Asn Val Tyr lie Met 
195 200 205 


Leu lie Asn Thr lie lie Phe Leu Lys Thr Asn Asn Trp His Ala Gly 
210 215 220 


Trp Asn Thr Leu Ser Phe Cys Asn Asp val Phe Lys Gin Lys Leu Gin 
225 230 235 240 


Lys Ser Glu Cys lie Lys Leu Arg Glu val Pro Gly lie Glu Asp Thr 
245 250 255 


Leu Phe Ala val Leu Lys Leu Pro Glu Leu Cys Gly Glu Phe Gly Asn 
260 265 270 


lie Leu Pro Leu Trp Ala Trp Gly Met Glu Thr Leu Ser Asn Cys Ser 
275 280 285 


Arg Ser Met Ser Pro Phe Val Leu Ser Leu Glu Gin Thr Pro Gin His 
290 295 300 


Page 191 


591508037SeqLi stAug2010 
Ala Ala Gin Glu Leu Lys Thr Leu Leu Pro Gin Met Thr Pro Ala Asn 
305 310 315 320 

Met Ser Ser Gly Ala Trp Asn lie Leu Lys Glu Leu val Asn Ala val 
325 330 335 

Gin Asp Asn Thr Ser 
340 


<210> 26 
<211> 841 
<212> PRT 

<213> Varicella zoster 
<400> 26 

Met Phe Ala Leu val Leu Ala val val lie Leu Pro Leu Trp Thr Thr 
15 10 15 


Ala Asn Lys Ser Tyr Val Thr Pro Thr Pro Ala Thr Arg Ser lie Gly 
20 25 30 


His Met Ser Ala Leu Leu Arg Glu Tyr Ser Asp Arg Asn Met Ser Leu 
35 40 ' 45 


Lys Leu Glu Ala Phe Tyr Pro Thr Gly Phe Asp Glu Glu Leu lie Lys 
50 55 60 


Ser Leu His Trp Gly Asn Asp Arg Lys His val Phe Leu val lie val 
65 70 75 80 


Lys val Asn Pro Thr Thr His Glu Gly Asp val Gly Leu val lie Phe 
85 90 95 


Pro Lys Tyr Leu Leu Ser Pro Tyr His Phe Lys Ala Glu His Arg Ala 
100 105 110 


Pro Phe Pro Ala Gly Arg Phe Gly Phe Leu Ser His Pro Val Thr Pro 
115 " 120 125 


Asp Val Ser Phe Phe Asp Ser Ser Phe Ala Pro Tyr Leu Thr Thr Gin 
130 135 140 


His Leu val Ala Phe Thr Thr Phe Pro Pro Asn Pro Leu val Trp His 
145 150 155 160 


Leu Glu Arg Ala Glu Thr Ala Ala Thr Ala Glu Arg Pro Phe Gly Val 
165 170 175 
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Ser Leu Leu Pro Ala Arg Pro Thr Val Pro Lys Asn Thr lie Leu Glu 
180 185 190 

His Lys Ala His Phe Ala Thr Trp Asp Ala Leu Ala Arg His Thr Phe 
195 200 205 

Phe Ser Ala Glu Ala lie lie Thr Asn Ser Thr Leu Arg lie His val 
210 215 220 

Pro Leu Phe Gly Ser Val Trp Pro lie Arg Tyr Trp Ala Thr Gly Ser 
225 230 235 240 

Val Leu Leu Thr Ser Asp Ser Gly Arg Val Glu Val Asn lie Gly Val 
245 250 255 

Gly Phe Met Ser Ser Leu lie Ser Leu Ser Ser Gly Pro Pro lie Glu 
260 265 270 

Leu lie val val Pro His Thr val Lys Leu Asn Ala val Thr Ser Asp 
275 280 285 

Thr Thr Trp Phe Gin Leu Asn Pro Pro Gly Pro Asp Pro Gly Pro Ser 
290 295 300 

Tyr Arg val Tyr Leu Leu Gly Arg Gly Leu Asp Met Asn Phe Ser Lys 
305 ' 310 315 320 

His Ala Thr Val Asp lie Cys Ala Tyr Pro Glu Glu Ser Leu Asp Tyr 

325 330 335 


Arg Tyr His Leu Ser Met Ala His Thr Glu Ala Leu Arg Met Thr Thr 
340 345 350 

Lys Ala Asp Gin His Asp lie Asn Glu Glu Ser Tyr Tyr His lie Ala 

355 360 365 

Ala Arg lie Ala Thr Ser lie Phe Ala Leu Ser Glu Met Gly Arg Thr 
370 375 380 

Thr Glu Tyr Phe Leu Leu Asp Glu lie Val Asp val Gin Tyr Gin Leu 
385 390 395 400 

Lys Phe Leu Asn Tyr lie Leu Met Arg lie Gly Ala Gly Ala His Pro 
405 410 415 


Asn Thr lie Ser Gly Thr Ser Asp Leu lie Phe Ala Asp Pro Ser Gin 
420 425 430 
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Leu His Asp Glu Leu Ser Leu Leu Phe Gly Gin val Lys Pro Ala Asn 
435 440 445 

Val Asp Tyr Phe lie Ser Tyr Asp Glu Ala Arg Asp Gin Leu Lys Thr 
450 455 460 

Ala Tyr Ala Leu Ser Arg Gly Gin Asp His Val Asn Ala Leu Ser Leu 
465 470 475 480 

Ala Arg Arg Val lie Met Ser lie Tyr Lys Gly Leu Leu Val Lys Gin 
485 490 495 

Asn Leu Asn Ala Thr Glu Arg Gin Ala Leu Phe Phe Ala Ser Met lie 
500 505 510 

Leu Leu Asn Phe Arg Glu Gly Leu Glu Asn Ser Ser Arg val Leu Asp 
515 520 525 

Gly Arg Thr Thr Leu Leu Leu Met Thr Ser Met Cys Thr Ala Ala His 
530 535 540 

Ala Thr Gin Ala Ala Leu Asn lie Gin Glu Gly Leu Ala Tyr Leu Asn 
545 550 555 560 

Pro Ser Lys His Met Phe Thr lie Pro Asn val Tyr Ser Pro Cys Met 
565 570 575 

Gly Ser Leu Arg Thr Asp Leu Thr Glu Glu lie His val Met Asn Leu 
580 585 590 

Leu Ser Ala lie Pro Thr Arg Pro Gly Leu Asn Glu val Leu His Thr 
595 600 605 

Gin Leu Asp Glu Ser Glu lie Phe Asp Ala Ala Phe Lys Thr Met Met 
610 615 620 


lie Phe Thr Thr Trp Thr Ala Lys Asp Leu His lie Leu His Thr His 
625 630 635 640 


Val Pro Glu Val Phe Thr Cys Gin Asp Ala Ala Ala Arg Asn Gly Glu 
645 650 " 655 

Tyr Val Leu lie Leu Pro Ala Val Gin Gly His Ser Tyr Val lie Thr 
660 665 670 

Arg Asn Lys Pro Gin Arg Gly Leu Val Tyr Ser Leu Ala Asp Val Asp 
675 680 685 
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Val Tyr Asn Pro lie Ser Val Val Tyr Leu Ser Arg Asp Thr Cys Val 
690 695 700 

Ser Glu His Gly val lie Glu Thr val Ala Leu Pro His Pro Asp Asn 
705 710 715 720 

Leu Lys Glu Cys Leu Tyr Cys Gly Ser val Phe Leu Arg Tyr Leu Thr 
725 730 735 

Thr Gly Ala lie Met Asp lie lie lie lie Asp Ser Lys Asp Thr Glu 
740 745 750 

Arg Gin Leu Ala Ala Met Gly Asn Ser Thr lie Pro Pro Phe Asn Pro 
755 760 765 

Asp Met His Gly Asp Asp Ser Lys Ala Val Leu Leu Phe Pro Asn Gly 
770 775 780 

Thr Val Val Thr Leu Leu Gly Phe Glu Arg Arg Gin Ala lie Arg Met 
785 790 795 800 

Ser Gly Gin Tyr Leu Gly Ala Ser Leu Gly Gly Ala Phe Leu Ala val 
805 810 815 

Val Gly Phe Gly lie lie Gly Trp Met Leu Cys Gly Asn Ser Arg Leu 
820 825 830 

Arg Glu Tyr Asn Lys lie Pro Leu Thr 
835 840 

<210> 27 

<211> 240 

<212> PRT 

<213> Varicella zoster 

<400> 27 

Met Asn Pro Pro Gin Ala Arg Val Ser Glu Gin Thr Lys Asp Leu Leu 
1 5 10 15 


Ser val Met val Asn Gin His Pro Glu Glu Asp Ala Lys val Cys Lys 

20 25 30 

Ser Ser Asp Asn Ser Pro Leu Tyr Asn Thr Met val Met Leu Ser Tyr 

35 40 45 

Gly Gly Asp Thr Asp Leu Leu Leu Ser Ser Ala Cys Thr Arg Thr Ser 
50 55 60 
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Thr Val Asn Arg Ser Ala Phe Thr Gin His Ser Val Phe Tyr lie lie 
65 70 75 80 

Ser Thr Val Leu lie Gin Pro lie Cys Cys lie Phe Phe Phe Phe Tyr 
85 90 95 

Tyr Lys Ala Thr Arg Cys Met Leu Leu Phe Thr Ala Gly Leu Leu Leu 
100 105 110 

Thr lie Leu His His Phe Arg Leu lie lie Met Leu Leu Cys val Tyr 
115 120 125 

Arg Asn lie Arg Ser Asp Leu Leu Pro Leu Ser Thr Ser Gin Gin Leu 
130 135 140 

Leu Leu Gly lie lie val val Thr Arg Thr Met Leu Phe Cys lie Thr 
145 150 " 155 160 

Ala Tyr Tyr Thr Leu Phe lie Asp Thr Arg val Phe Phe Leu lie Thr 
165 170 175 

Gly His Leu Gin Ser Glu val lie Phe Pro Asp Ser val Ser Lys lie 
180 185 190 

Leu Pro Val Ser Trp Gly Pro Ser Pro Ala Val Leu Leu Val Met Ala 
195 200 205 

Ala val lie Tyr Ala Met Asp Cys Leu val Asp Thr val Ser Phe lie 
210 215 220 

Gly Pro Arg Val Trp Val Arg Val Met Leu Lys Thr Ser lie Ser Phe 
225 230 235 240 

<210> 28 
<211> 1396 
<212> PRT 

<213> Varicella zoster 
<400> 28 

Met Thr Thr Val Ser Cys Pro Ala Asn Val lie Thr Thr Thr Glu Ser 
15 10 15 

Asp Arg lie Ala Gly Leu Phe Asn lie Pro Ala Gly lie lie Pro Thr 

20 25 30 

Gly Asn val Leu Ser Thr lie Glu val Cys Ala His Arg Cys lie Phe 
35 40 45 
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Asp Phe Phe Lys Gin lie Arg Ser Asp Asp Asn Ser Leu Tyr Ser Ala 
50 55 60 

Gin Phe Asp lie Leu Leu Gly Thr Tyr Cys Asn Thr Leu Asn Phe val 
65 70 75 80 

Arg Phe Leu Glu Leu Gly Leu Ser val Ala Cys lie Cys Thr Lys Phe 
85 90 95 

Pro Glu Leu Ala Tyr Val Arg Asp Gly Val lie Gin Phe Glu Val Gin 
100 105 110 

Gin Pro Met lie Ala Arg Asp Gly Pro His Pro val Asp Gin Pro val 
115 " 120 125 

His Asn Tyr Met Val Lys Arg lie His Lys Arg Ser Leu Ser Ala Ala 
130 135 140 

Phe Ala lie Ala Ser Glu Ala Leu Ser Leu Leu Ser Asn Thr Tyr Val 
145 150 155 160 

Asp Gly Thr Glu lie Asp Ser Ser Leu Arg lie Arg Ala lie Gin Gin 
165 170 " 175 

Met Ala Arg Asn Leu Arg Thr Val Leu Asp Ser Phe Glu Arg Gly Thr 
180 185 190 

Ala Asp Gin Leu Leu Gly val Leu Leu Glu Lys Ala Pro Pro Leu Ser 
195 200 205 

Leu Leu Ser Pro lie Asn Lys Phe Gin Pro Glu Gly His Leu Asn Arg 
210 215 220 

Val Ala Arg Ala Ala Leu Leu Ser Asp Leu Lys Arg Arg val Cys Ala 
225 ~ 230 235 240 

Asp Met Phe Phe Met Thr Arg His Ala Arg Glu Pro Arg Leu lie Ser 
245 " 250 255 

Ala Tyr Leu Ser Asp Met Val Ser Cys Thr Gin Pro Ser Val Met Val 
260 265 270 

Ser Arg lie Thr His Thr Asn Thr Arg Gly Arg Gin Val Asp Gly Val 
275 280 285 

Leu val Thr Thr Ala Thr Leu Lys Arg Gin Leu Leu Gin Gly lie Leu 
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290 295 300 


Gin lie Asp Asp Thr Ala Ala Asp Val Pro Val Thr Tyr Gly Glu Met 
305 310 315 320 


Val Leu Gin Gly Thr Asn Leu Val Thr Ala Leu Val Met Gly Lys Ala 

325 330 335 


Val Arg Gly Met Asp Asp val Ala Arg His Leu Leu Asp lie Thr Asp 
340 345 350 


Pro Asn Thr Leu Asn lie Pro Ser lie Pro Pro Gin Ser Asn Ser Asp 

355 360 365 


Ser Thr Thr Ala Gly Leu Pro Val Asn Ala Arg Val Pro Ala Asp Leu 

370 375 380 

Val lie Val Gly Asp Lys Leu val Phe Leu Glu Ala Leu Glu Arg Arg 

385 390 395 400 


Val Tyr Gin Ala Thr Arg Val Ala Tyr Pro Leu lie Gly Asn lie Asp 
405 410 415 


lie Thr Phe lie Met Pro Met Gly val Phe Gin Ala Asn Ser Met Asp 
420 425 430 


Arg Tyr Thr Arg His Ala Gly Asp Phe Ser Thr val Ser Glu Gin Asp 
435 " 440 445 

Pro Arg Gin Phe Pro Pro Gin Gly lie Phe Phe Tyr Asn Lys Asp Gly 
450 455 460 


lie Leu Thr Gin Leu Thr Leu Arg Asp Ala Met Gly Thr lie Cys His 
465 470 475 480 


Ser Ser Leu Leu Asp val Glu Ala Thr Leu val Ala Leu Arg Gin Gin 
485 490 495 


His Leu Asp Arg Gin Cys Tyr Phe Gly Val Tyr Val Ala Glu Gly Thr 
500 505 510 


Glu Asp Thr Leu Asp Val Gin Met Gly Arg Phe Met Glu Thr Trp Ala 
515 520 525 


Asp Met Met Pro His His Pro His Trp val Asn Glu His Leu Thr lie 
530 535 540 
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Leu Gin Phe lie Ala Pro Ser Asn Pro Arg Leu Arg Phe Glu Leu Asn 
545 550 555 560 

Pro Ala Phe Asp Phe Phe val Ala Pro Gly Asp val Asp Leu Pro Gly 
565 570 575 

Pro Gin Arg Pro Pro Glu Ala Met Pro Thr Val Asn Ala Thr Leu Arg 
580 585 590 

lie lie Asn Gly Asn lie Pro val Pro Leu Cys Pro lie Ser Phe Arg 
595 ' 600 605 

Asp Cys Arg Gly Thr Gin Leu Gly Leu Gly Arg His Thr Met Thr Pro 
610 615 620 

Ala Thr lie Lys Ala Val Lys Asp Thr Phe Glu Asp Arg Ala Tyr Pro 
625 630 635 ~ 640 

Thr lie Phe Tyr Met Leu Glu Ala val lie His Gly Asn Glu Arg Asn 
645 650 655 

Phe Cys Ala Leu Leu Arg Leu Leu Thr Gin Cys lie Arg Gly Tyr Trp 
660 665 ' 670 

Glu Gin Ser His Arg val Ala Phe val Asn Asn Phe His Met Leu Met 
675 680 685 

Tyr lie Thr Thr Tyr Leu Gly Asn Gly Glu Leu Pro Glu val Cys lie 
690 695 700 


Asn lie Tyr Arg Asp Leu Leu Gin His Val Arg Ala Leu Arg Gin Thr 
705 710 715 720 

lie Thr Asp Phe Thr lie Gin Gly Glu Gly His Asn Gly Glu Thr Ser 
725 730 735 

Glu Ala Leu Asn Asn lie Leu Thr Asp Asp Thr Phe lie Ala Pro lie 
740 745 750 

Leu Trp Asp Cys Asp Ala Leu lie Tyr Arg Asp Glu Ala Ala Arg Asp 
755 760 765 

Arg Leu Pro Ala lie Arg Val Ser Gly Arg Asn Gly Tyr Gin Ala Leu 
770 775 780 


His Phe Val Asp Met Ala Gly His Asn Phe Gin Arg Arg Asp Asn Val 
785 790 ' 795 800 
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Leu lie His Gly Arg Pro val Arg Gly Asp Thr Gly Gin Gly lie Pro 
805 810 815 

lie Thr Pro His His Asp Arg Glu Trp Gly lie Leu Ser Lys lie Tyr 
820 ' 825 ' 830 

Tyr Tyr lie Val lie Pro Ala Phe Ser Arg Gly Ser Cys Cys Thr Met 
835 840 845 

Gly Val Arg Tyr Asp Arg Leu Tyr Pro Ala Leu Gin Ala Val lie Val 
850 855 860 

Pro Glu lie Pro Ala Asp Glu Glu Ala Pro Thr Thr Pro Glu Asp Pro 
865 870 875 880 

Arg His Pro Leu His Ala His Gin Leu Val Pro Asn Ser Leu Asn val 
885 890 895 

Tyr Phe His Asn Ala His Leu Thr val Asp Gly Asp Ala Leu Leu Thr 
900 905 910 

Leu Gin Glu Leu Met Gly Asp Met Ala Glu Arg Thr Thr Ala lie Leu 
915 920 92 5 

Val Ser Ser Ala Pro Asp Ala Gly Ala Ala Thr Ala Thr Thr Arg Asn 
930 935 940 

Met Arg lie Tyr Asp Gly Ala Leu Tyr His Gly Leu lie Met Met Ala 
945 " 950 ' 955 960 

Tyr Gin Ala Tyr Asp Glu Thr lie Ala Thr Gly Thr Phe Phe Tyr Pro 
965 970 975 

Val Pro Val Asn Pro Leu Phe Ala Cys Pro Glu His Leu Ala Ser Leu 
980 985 990 

Arg Gly Met Thr Asn Ala Arg Arg Val Leu Ala Lys Met Val Pro Pro 
995 1000 1005 

lie Pro Pro Phe Leu Gly Ala Asn His His Ala Thr lie Arg Gin 
1010 1015 1020 

Pro Val Ala Tyr His Val Thr His Ser Lys Ser Asp Phe Asn Thr 
1025 1030 1035 

Leu Thr Tyr Ser Leu Leu Gly Gly Tyr Phe Lys Phe Thr Pro lie 
1040 1045 1050 
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Ser Leu Thr His Gin Leu Arg Thr Gly Phe His Pro Gly lie Ala 
1055 1060 1065 


Phe Thr Val Val Arg Gin Asp Arg Phe Ala Thr Glu Gin Leu Leu 
1070 1075 1080 


Tyr Ala Glu Arg Ala Ser Glu Ser Tyr Phe Val Gly Gin lie Gin 
1085 1090 ' 1095 


Val His His His Asp Ala lie Gly Gly val Asn Phe Thr Leu Thr 
1100 1105 1110 


Gin Pro Arg Ala His Val Asp Leu Gly Val Gly Tyr Thr Ala Val 
1115 ~ 1120 1125 


Cys Ala Thr Ala Ala Leu Arg Cys Pro Leu Thr Asp Met Gly Asn 
1130 1135 1140 


Thr Ala Gin Asn Leu Phe Phe Ser Arg Gly Gly val Pro Met Leu 
1145 1150 1155 


His Asp Asn Val Thr Glu Ser Leu Arg Arg lie Thr Ala Ser Gly 
1160 1165 " 1170 


Gly Arg Leu Asn Pro Thr Glu Pro Leu Pro lie Phe Gly Gly Leu 
1175 1180 1185 


Arg Pro Ala Thr Ser Ala Gly lie Ala Arg Gly Gin Ala Ser Val 
1190 1195 1200 


Cys Glu Phe Val Ala Met Pro Val Ser Thr Asp Leu Gin Tyr Phe 
1205 1210 1215 


Arg Thr Ala Cys Asn Pro Arg Gly Arg Ala Ser Gly Met Leu Tyr 
1220 1225 1230 


Met Gly Asp Arg Asp Ala Asp lie Glu Ala lie Met Phe Asp His 
1235 1240 1245 


Thr Gin Ser Asp Val Ala Tyr Thr Asp Arg Ala Thr Leu Asn Pro 
1250 1255 ' 1260 


Trp Ala Ser Gin Lys His Ser Tyr Gly Asp Arg Leu Tyr Asn Gly 
1265 1270 1275 


Thr Tyr Asn Leu Thr Gly Ala Ser Pro lie Tyr Ser Pro Cys Phe 
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1280 1285 1290 


Lys Phe Phe Thr Pro Ala Glu Val Asn Thr Asn Cys Asn Thr Leu 
1295 1300 1305 


Asp Arg Leu Leu Met Glu Ala Lys Ala Val Ala Ser Gin Ser Ser 
1310 1315 1320 


Thr Asp Thr Glu Tyr Gin Phe Lys Arg Pro Pro Gly Ser Thr Glu 
1325 1330 1335 


Met Thr Gin Asp Pro Cys Gly Leu Phe Gin Glu Ala Tyr Pro Pro 
1340 1345 1350 


Leu Cys Ser Ser Asp Ala Ala Met Leu Arg Thr Ala His Ala Gly 
1355 1360 1365 


Glu Thr Gly Ala Asp Glu val His Leu Ala Gin Tyr Leu lie Arg 
1370 1375 1380 


Asp Ala Ser Pro Leu Arg Gly Cys Leu Pro Leu Pro Arg 
1385 1390 1395 


<210> 29 

<211> 316 

<212> PRT 

<213> Varicella zoster 

<400> 29 

Met Ala Met Pro Phe Glu lie Glu val Leu Leu Pro Gly Glu Leu Ser 
1 5 10 15 

Pro Ala Glu Thr Ser Ala Leu Gin Lys Cys Glu Gly Lys lie lie Thr 
20 25 30 

Phe Ser Thr Leu Arg His Arg Ala Ser Leu val Asp lie Ala Leu Ser 
35 40 45 

Ser Tyr Tyr lie Asn Gly Ala Pro Pro Asp Thr Leu Ser Leu Leu Glu 
50 55 60 

Ala Tyr Arg Met Arg Phe Ala Ala Val lie Thr Arg Val lie Pro Gly 
65 70 75 80 

Lys Leu Leu Ala His Ala lie Gly val Gly Thr Pro Thr Pro Gly Leu 
85 90 95 

Phe lie Gin Asn Thr Ser Pro Val Asp Leu Cys Asn Gly Asp Tyr lie 
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100 105 110 


Cys Leu Leu Pro Pro val Phe Gly Ser Ala Asp Ser lie Arg Leu Asp 
115 120 125 


Ser Val Gly Leu Glu lie val Phe Pro Leu Thr lie Pro Gin Thr Leu 
130 135 140 


Met Arg Glu lie lie Ala Lys Val Val Ala Arg Ala Val Glu Arg Thr 
145 150 155 160 


Ala Ala Gly Ala Gin lie Leu Pro His Glu val Leu Arg Gly Ala Asp 
165 170 175 


Val lie Cys Tyr Asn Gly Arg Arg Tyr Glu Leu Glu Thr Asn Leu Gin 
180 185 190 


His Arg Asp Gly Ser Asp Ala Ala lie Arg Thr Leu val Leu Asn Leu 
195 200 205 


Met Phe Ser lie Asn Glu Gly Cys Leu Leu Leu Leu Ala Leu lie Pro 
210 215 220 


Thr Leu Leu val Gin Gly Ala His Asp Gly Tyr val Asn Leu Leu lie 
225 230 235 240 


Gin Thr Ala Asn Cys Val Arg Glu Thr Gly Gin Leu lie Asn lie Pro 
245 250 255 


Pro Met Pro Arg lie Gin Asp Gly His Arg Arg Phe Pro lie Tyr Glu 

260 265 ' ~ 270 


Thr lie Ser Ser Trp lie Ser Thr Ser Ser Arg Leu Gly Asp Thr Leu 
275 280 285 


Gly Thr Arg Ala lie Leu Arg Val Cys Val Phe Asp Gly Pro Ser Thr 
290 295 * 300 


Val His Pro Gly Asp Arg Thr Ala Val lie Gin Val 
305 310 315 


<210> 30 
<211> 676 
<212> PRT 

<213> Varicella zoster 
<400> 30 

Met Glu Ala His Leu Ala Asn Glu Thr Lys His Ala Leu Trp His Asn 
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10 15 


Asp His Thr Lys Gly Leu Leu His val val lie Pro Asn Ala Gly Leu 

20 ' 25 30 


lie Ala Ala Gly lie Asp Pro Ala Leu Leu lie Leu Lys Lys Pro Gly 
35 40 45 


Gin Arg Phe Lys Val Gl u Val Gin Thr Arg Tyr His Ala Thr Gly Gin 
50 55 60 


Cys Glu Pro Trp Cys Gin Val Phe Ala Ala Tyr lie Pro Asp Asn Ala 
65 70 75 80 


Leu Thr Asn Leu Leu lie Pro Lys Thr Glu Pro Phe val Ser His val 
85 90 95 


Phe Ser Ala Thr His Asn Ser Gly Gly Leu lie Leu Ser Leu Pro val 
100 105 110 


Tyr Leu Ser Pro Gly Leu Phe Phe Asp Ala Phe Asn Val Val Ala lie 
115 120 125 


Arg lie Asn Thr Gly Asn Arg Lys His Arg Asp lie Cys lie Met Tyr 
130 135 140 

Ala Glu Leu lie Pro Asn Gly Thr Arg Tyr Phe Ala Asp Gly Gin Arg 

145 150 155 160 


Val Leu Leu Leu Cys Lys Gin Leu lie Ala Tyr lie Arg Cys Thr Pro 
165 170 175 


Arg Leu Ala Ser Ser lie Lys lie Tyr Ala Glu His Met Val Ala Ala 
180 185 190 


Met Gly Glu Ser His Thr Ser Asn Gly Asp Asn lie Gly Pro val Ser 
195 200 205 


Ser lie lie Asp Leu Asp Arg Gin Leu Thr Ser Gly Gly lie Asp Asp 

210 215 220 

Ser Pro Ala Glu Thr Arg lie Gin Glu Asn Asn Arg Asp Val Leu Glu 

225 230 235 240 


Leu lie Lys Arg Ala Val Asn lie Val Asn Ser Arg His Pro Val Arg 
245 250 255 
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Pro Ser Ser Ser Arg Val Ala Ser Gly Leu Leu Gin Ser Ala Lys Gly 
260 " 265 270 

His Gly Ala Gin Thr Ser Asn Thr Asp Pro lie Asn Asn Gly Ser Phe 
275 280 285 

Asp Gly val Leu Glu Pro Pro Gly Gin Gly Arg Phe Thr Gly Lys Lys 
290 295 300 

Asn Asn Ser Ser Ala Ser lie Pro Pro Leu Gin Asp val Leu Leu Phe 
305 310 315 320 

Thr Pro Ala Ser Thr Glu Pro Gin Ser Leu Met Glu Trp Phe Asp lie 

325 330 335 

Cys Tyr Ala Gin Leu Val Ser Gly Asp Thr Pro Ala Asp Phe Trp Lys 
340 345 350 

Arg Arg Pro Leu Ser lie val Pro Arg His Tyr Ala Glu Ser Pro Ser 
355 360 365 

Pro Leu lie Val Val Ser Tyr Asn Gly Ser Ser Ala Trp Gly Gly Arg 
370 375 " 380 

lie Thr Gly Ser Pro lie Leu Tyr His Ser Ala Gin Ala lie lie Asp 

385 390 ' 395 400 

Ala Ala Cys lie Asn Ala Arg val Asp Asn Pro Gin Ser Leu His Val 
405 410 415 

Thr Ala Arg Gin Glu Leu Val Ala Arg Leu Pro Phe Leu Ala Asn val 
420 425 430 

Leu Asn Asn Gin Thr Pro Leu Pro Ala Phe Lys Pro Gly Ala Glu Met 
435 440 445 

Phe Leu Asn Gin Val Phe Lys Gin Ala Cys Val Thr Ser Leu Thr Gin 
450 455 460 

Gly Leu lie Thr Glu Leu Gin Thr Asn Pro Thr Leu Gin Gin Leu Met 
465 470 475 480 

Glu Tyr Asp lie Ala Asp Ser Ser Gin Thr Val lie Asp Glu lie Val 
485 490 495 


Ala Arg Thr Pro Asp Leu lie Gin Thr lie Val Ser Val Leu Thr Glu 
500 505 510 
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Met Ser Met Asp Ala Phe Tyr Asn Ser Ser Leu Met Tyr Ala Val Leu 
515 520 525 

Ala Tyr Leu Ser Ser Val Tyr Thr Arg Pro Gin Gly Gly Gly Tyr lie 
530 535 " 540 

Pro Tyr Leu His Ala Ser Phe Pro Cys Trp Leu Gly Asn Arg Ser lie 
545 550 555 560 

Tyr Leu Phe Asp Tyr Tyr Asn Ser Gly Gly Glu lie Leu Lys Leu Ser 
565 570 575 

Lys val Pro val Pro val Ala Leu Glu Lys Val Gly lie Gly Asn Ser 
580 585 590 

Thr Gin Leu Arg Gly Lys Phe lie Arg Ser Ala Asp lie val Asp lie 
595 ' 600 605 

Gly lie Cys Ser Lys Tyr Leu Pro Gly Gin Cys Tyr Ala Tyr lie Cys 
610 615 620 

Leu Gly Phe Asn Gin Gin Leu Gin Ser lie Leu val Leu Pro Gly Gly 
625 630 635 640 

Phe Ala Ala Cys Phe Cys lie Thr Asp Thr Leu Gin Ala Ala Leu Pro 
645 650 655 

Ala Ser Leu lie Gly Pro lie Leu Asp Arg Phe Cys Phe Ser lie Pro 
660 665 670 


Asn Pro His Lys 
675 


<210> 31 
<211> 363 
<212> PRT 

<213> Varicella zoster 
<400> 31 

Met Glu Leu Gin Arg lie Phe Pro Leu Tyr Thr Ala Thr Gly Ala Ala 
15 10 15 

Arg Lys Leu Thr Pro Glu Ala Val Gin Arg Leu Cys Asp Ala Leu Thr 
20 25 30 


Leu Asp Met Gly Leu Trp Lys Ser lie Leu Thr Asp Pro Arg val Lys 
35 40 45 
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lie Met Arg Ser Thr Ala Phe lie Thr Leu Arg lie Ala Pro Phe lie 
50 55 60 

Pro Leu Gin Thr Asp Thr Thr Asn lie Ala Val Val Val Ala Thr lie 
65 70 75 80 

Tyr lie Thr Arg Pro Arg Gin Met Asn Leu Pro Pro Lys Thr Phe His 
85 " 90 95 

Val lie Val Asn Phe Asn Tyr Glu Val Ser Tyr Ala Met Thr Ala Thr 
100 105 110 

Leu Arg lie Tyr Pro Val Glu Asn lie Asp His Val Phe Gly Ala Thr 
115 120 125 

Phe Lys Asn Pro lie Ala Tyr Pro Leu Pro Thr Ser lie Pro Asp Pro 
130 135 140 

Arg Ala Asp Pro Thr Pro Ala Asp Leu Thr Pro Thr Pro Asn Leu Ser 
145 150 155 160 

Asn Tyr Leu Gin Pro Pro Arg Leu Pro Lys Asn Pro Tyr Ala Cys Lys 
165 " 170 175 

Val lie Ser Pro Gly Val Trp Trp Ser Asp Glu Arg Arg Arg Leu Tyr 
180 185 190 

Val Leu Ala Met Glu Pro Asn Leu lie Gly Leu Cys Pro Ala Gly Trp 
195 200 205 

His Ala Arg lie Leu Gly Ser val Leu Asn Arg Leu Leu Ser His Ala 
210 " 215 220 

Asp Gly Cys Asp Glu Cys Asn His Arg val His val Gly Ala Leu Tyr 
225 ^ 230 ' 235 240 


Ala Leu Pro His val Thr Asn His Ala Glu Gly Cys val Cys Trp Ala 
245 250 255 


Pro Cys Met Trp Arg Lys Ala Gly Gin Arg Glu Leu Lys Val Glu Val 
260 265 270 

Asp lie Gly Ala Thr Gin Val Leu Phe Val Asp Val Thr Thr Cys lie 
275 280 285 

Arg lie Thr Ser Thr Lys Asn Pro Arg lie Thr Ala Asn Leu Gly Asp 
290 295 " 300 
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Val lie Ala Gly Thr Asn Ala Ser Gly Leu Ser Val Pro Val Asn Ser 
305 310 315 320 

Ser Gly Trp Gin Leu Tyr Met Phe Gly Glu Thr Leu Ser Arg Ala lie 

325 330 335 

lie Asn Gly Cys Gly Leu Leu Gin Arg lie Cys Phe Pro Glu Thr Gin 
340 345 350 

Arg Leu Ser Gly Glu Pro Glu Pro Thr Thr Thr 

355 360 

<210> 32 

<211> 199 

<212> PRT 

<213> Varicella zoster 

<400> 32 

Met Ser Gly His Thr Pro Thr Tyr Ala Ser His Arg Arg Asn Arg val 
1 5 10 15 

Lys Leu Val Glu Ala His Asn Arg Ala Gly Leu Phe Lys Glu Arg Thr 
20 25 30 

Leu Asp Leu lie Arg Gly Gly Ala Ser Val Gin Asp Pro Ala Phe val 
35 40 45 

Tyr Ala Phe Thr Ala Ala Lys Glu Ala Cys Ala Asp Leu Asn Asn Gin 
50 55 60 

Leu Arg Ser Ala Ala Arg lie Ala Ser Val Glu Gin Lys lie Arg Asp 
65 70 75 80 

lie Gin Ser Lys val Glu Glu Gin Thr Ser lie Gin Gin lie Leu Asn 
85 90 95 

Thr Asn Arg Arg Tyr lie Ala Pro Asp Phe lie Arg Gly Leu Asp Lys 
100 105 ~ 110 


Thr Glu Asp Asp Asn Thr Asp Asn lie Asp Arg Leu Glu Asp Ala Val 

115 120 125 

Gly Pro Asn lie Glu His Glu Asn His Thr Trp Phe Gly Glu Asp Asp 

130 135 140 

Glu Ala Leu Leu Thr Gin Trp Met Leu Thr Thr His Pro Pro Thr Ser 

145 150 155 160 
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Lys Tyr Leu Gin Leu Gin Asp Leu Cys Val Pro Thr Thr lie Pro Thr 
165 170 175 

Asp Met Asn Gin Met Gin Pro Gin Pro lie Ser Lys Asn Glu Asn Pro 
180 185 190 

Pro Thr Pro His Thr Asp Val 
195 

<210> 33 
<211> 551 
<212> PRT 

<213> Varicella zoster 
<400> 33 

Met Ala Arg Ser Gly Leu Asp Arg lie Asp lie Ser Pro Gin Pro Ala 
15 ~ 10 15 

Lys Lys lie Ala Arg Val Gly Gly Leu Gin His Pro Phe val Lys Thr 
20 25 30 

Asp lie Asn Thr lie Asn val Glu His His Phe lie Asp Thr Leu Gin 
35 40 45 

Lys Thr Ser Pro Asn Met Asp Cys Arg Gly Met Thr Ala Gly lie Phe 
50 55 ' 60 

lie Arg Leu Ser His Met Tyr Lys lie Leu Thr Thr Leu Glu Ser Pro 
65 70 ' 75 80 

Asn Asp Val Thr Tyr Thr Thr Pro Gly Ser Thr Asn Ala Leu Phe Phe 
85 90 95 

Lys Thr Ser Thr Gin Pro Gin Glu Pro Arg Pro Glu Glu Leu Ala Ser 
100 105 110 


Lys Leu Thr Gin Asp Asp lie Lys Arg lie Leu Leu Thr lie Glu Ser 
115 120 ~ 125 


Glu Thr Arg Gly Gin Gly Asp Asn Ala lie Trp Thr Leu Leu Arg Arg 

130 135 140 

Asn Leu lie Thr Ala Ser Thr Leu Lys Trp Ser Val Ser Gly Pro Val 

145 150 155 160 

lie Pro Pro Gin Trp Phe Tyr His His Asn Thr Thr Asp Thr Tyr Gly 

165 170 175 
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Asp Ala Ala Ala Met Ala Phe Gly Lys Thr Asn Glu Pro Ala Ala Arg 
180 185 190 

Ala lie val Glu Ala Leu Phe lie Asp Pro Ala Asp lie Arg Thr Pro 
195 200 205 

Asp His Leu Thr Pro Glu Ala Thr Thr Lys Phe Phe Asn Phe Asp Met 
210 215 220 

Leu Asn Thr Lys Ser Pro Ser Leu Leu val Gly Thr Pro Arg lie Gly 
225 230 235 ' 240 

Thr Tyr Glu Cys Gly Leu Leu lie Asp val Arg Thr Gly Leu lie Gly 
245 250 255 

Ala Ser Leu Asp val Leu val Cys Asp Arg Asp Pro Leu Thr Gly Thr 
260 265 ' 270 

Leu Asn Pro His Pro Ala Glu Thr Asp lie Ser Phe Phe Glu lie Lys 
275 280 285 

Cys Arg Ala Lys Tyr Leu Phe Asp Pro Asp Asp Lys Asn Asn Pro Leu 
290 295 300 

Gly Arg Thr Tyr Thr Thr Leu lie Asn Arg Pro Thr Met Ala Asn Leu 
305 310 315 320 

Arg Asp Phe Leu Tyr Thr lie Lys Asn Pro Cys Val Ser Phe Phe Gly 
325 330 335 

Pro Ser Ala Asn Pro Ser Thr Arg Glu Ala Leu lie Thr Asp His Val 
340 345 350 

Glu Trp Lys Arg Leu Gly Phe Lys Gly Gly Arg Ala Leu Thr Glu Leu 

355 360 365 

Asp Ala His His Leu Gly Leu Asn Arg Thr lie Ser Ser Arg Val Trp 
370 375 380 

Val Phe Asn Asp Pro Asp lie Gin Lys Gly Thr lie Thr Thr lie Ala 
385 390 395 400 


Trp Ala Thr Gly Asp Thr Ala Leu Gin lie Pro Val Phe Ala Asn Pro 
405 410 415 


Arg His Ala Asn Phe Lys Gin lie Ala Val Gin Thr Tyr Val Leu Ser 

Page 210 


591508037SeqLi stAug2010 
420 425 430 


Gly Tyr Phe Pro Ala Leu Lys Leu Arg Pro Phe Leu val Thr Phe lie 
435 440 445 

Gly Arg Val Arg Arg Pro His Glu Val Gly Val Pro Leu Arg Val Asp 
450 " 455 460 


Thr Gin Ala Ala Ala lie Tyr Glu Tyr Asn Trp Pro Thr lie Pro Pro 
465 470 475 480 


His Cys Ala val Pro Val lie Ala Val Leu Thr Pro lie Glu val Asp 
485 490 495 


Val Pro Arg Val Thr Gin lie Leu Lys Asp Thr Gly Asn Asn Ala lie 

500 505 510 

Thr Ser Ala Leu Arg Ser Leu Arg Trp Asp Asn Leu His Pro Ala Val 
515 520 525 


Glu Glu Glu Ser val Asp Cys Ala Asn Gly Thr Thr Ser Leu Leu Arg 
530 535 540 


Ala Thr Glu Lys Pro Leu Leu 
545 550 


<210> 34 

<211> 835 

<212> PRT 

<213> Varicella zoster 

<400> 34 

Met Ser Pro Asn Thr Gly Glu Ser Asn Ala Ala Val Tyr Ala Ser Ser 
1 5 10 15 

Thr Gin Leu Ala Arg Ala Leu Tyr Gly Gly Asp Leu Val Ser Trp lie 
20 25 30 

Lys His Thr His Pro Gly lie Ser Leu Glu Leu Gin Leu Asp val Pro 
35 40 45 

Val Lys Leu lie Lys Pro Gly Met Ser Gin Thr Arg Pro Val Thr Val 
50 55 60 

Val Arg Ala Pro Met Gly Ser Gly Lys Thr Thr Ala Leu Leu Glu Trp 
65 70 75 80 

Leu Gin His Ala Leu Lys Ala Asp lie Ser val Leu val val Ser Cys 
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90 95 


Arg Arg Ser Phe Thr Gin Thr Leu lie Gin Arg Phe Asn Asp Ala Gly 
100 105 110 


Leu Ser Gly Phe Val Thr Tyr Leu Thr Ser Glu Thr Tyr lie Met Gly 
115 120 125 


Phe Lys Arg Leu lie val Gin Leu Glu Ser Leu His Arg val Ser Ser 
130 ~ 135 140 


Glu Ala lie Asp Ser Tyr Asp Val Leu lie Leu Asp Glu val Met Ser 
145 150 155 160 


Val lie Gly Gin Leu Tyr Ser Pro Thr Met Arg Arg Leu Ser Ala Val 
165 170 175 


Asp Ser Leu Leu Tyr Arg Leu Leu Asn Arg Cys Ser Gin lie lie Ala 
180 185 190 


Met Asp Ala Thr Val Asn Ser Gin Phe lie Asp Leu lie Ser Gly Leu 
195 200 205 


Arg Gly Asp Glu Asn lie His Thr lie Val Cys Thr Tyr Ala Gly val 
210 215 220 


Gly Phe Ser Gly Arg Thr Cys Thr lie Leu Arg Asp Met Gly lie Asp 
225 230 235 240 


Thr Leu Val Arg Val lie Lys Arg Ser Pro Glu His Glu Asp val Arg 
245 250 255 


Thr lie His Gin Leu Arg Gly Thr Phe Phe Asp Glu Leu Ala Leu Arg 
260 265 270 


Leu Gin Cys Gly His Asn lie Cys lie Phe Ser Ser Thr Leu Ser Phe 
275 280 285 


Ser Glu Leu val Ala Gin Phe Cys Ala lie Phe Thr Asp Ser lie Leu 
290 295 300 


lie Leu Asn Ser Thr Arg Pro Leu Cys Asn val Asn Glu Trp Lys His 
305 310 J 315 320 


Phe Arg Val Leu Val Tyr Thr Thr Val Val Thr Val Gly Leu Ser Phe 

325 330 335 
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Asp Met Ala His Phe His Ser Met Phe Ala Tyr lie Lys Pro Met Ser 
340 345 350 

Tyr Gly Pro Asp Met Val Ser Val Tyr Gin Ser Leu Gly Arg Val Arg 
355 360 365 

Leu Leu Leu Leu Asn Gl u val Leu Met Tyr val Asp Gly Ser Arg Thr 
370 375 380 

Arg Cys Gly Pro Leu Phe Ser Pro Met Leu Leu Asn Phe Thr lie Ala 
385 390 395 400 

Asn Lys Phe Gin Trp Phe Pro Thr His Thr Gin lie Thr Asn Lys Leu 
405 410 415 

Cys Cys Ala Phe Arg Gin Arg Cys Ala Asn Ala Phe Thr Arg Ser Asn 
420 425 430 

Thr His Leu Phe Ser Arg Phe Lys Tyr Lys His Leu Phe Glu Arg Cys 
435 " 440 445 

Ser Leu Trp Ser Leu Ala Asp Ser lie Asn lie Leu Gin Thr Leu Leu 
450 455 460 

Ala Ser Asn Gin lie Leu val val Leu Asp Gly Met Gly Pro lie Thr 
465 470 475 480 

Asp Val Ser Pro val Gin Phe Cys Ala Phe lie His Asp Leu Arg His 
485 490 495 


Ser Ala Asn Ala Val Ala Ser Cys Met Arg Ser Leu Arg Gin Asp Asn 
500 505 ' 510 

Asp Ser Cys Leu Thr Asp Phe Gly Pro Ser Gly Phe Met Ala Asp Asn 

515 520 525 

lie Thr Ala Phe Met Glu Lys Tyr Leu Met Glu Ser lie Asn Thr Glu 
530 535 540 

Glu Gin lie Lys Val Phe Lys Ala Leu Ala Cys Pro lie Glu Gin Pro 

545 550 555 560 

Arg Leu Val Asn Thr Ala lie Leu Gly Ala Cys lie Arg lie Pro Glu 
565 570 ~ 575 


Ala Leu Glu Ala Phe Asp Val Phe Gin Lys lie Tyr Thr His Tyr Ala 
580 585 ' 590 
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Ser Gly Trp Phe Pro val Leu Asp Lys Thr Gly Glu Phe Ser lie Ala 
595 600 605 


Thr lie Thr Thr Ala Pro Asn Leu Thr Thr His Trp Glu Leu Phe Arg 
610 615 620 

Arg Cys Ala Tyr lie Ala Lys Thr Leu Lys Trp Asn Pro Ser Thr Glu 
625 630 635 640 

Gly Cys val Thr Gin Val Leu Asp Thr Asp lie Asn Thr Leu Phe Asn 
645 650 655 

Gin His Gly Asp Ser Leu Ala Gin Leu lie Phe Glu val Met Arg Cys 
660 665 670 

Asn Val Thr Asp Ala Lys lie lie Leu Asn Arg Pro Val Trp Arg Thr 
675 680 ' 685 

Thr Gly Phe Leu Asp Gly Cys His Asn Gin Cys Phe Arg Pro lie Pro 
690 695 700 

Thr Lys His Glu Tyr Asn lie Ala Leu Phe Arg Leu lie Trp Glu Gin 
705 710 715 720 

Leu Phe Gly Ala Arg Val Thr Lys Ser Thr Gin Thr Phe Pro Gly Ser 

725 ' 730 735 

Thr Arg Val Lys Asn Leu Lys Lys Lys Asp Leu Glu Thr Leu Leu Asp 
740 745 750 

Ser lie Asn Val Asp Arg Ser Ala Cys Arg Thr Tyr Arg Gin Leu Tyr 
755 " 760 " 765 

Asn Leu Leu Met Ser Gin Arg His Ser Phe Ser Gin Gin Arg Tyr Lys 
770 775 780 


lie Thr Ala Pro Ala Trp Ala Arg His Val Tyr Phe Gin Ala His Gin 
785 790 795 800 


Met His Leu Ala Pro His Ala Glu Ala Met Leu Gin Leu Ala Leu Ser 
805 810 815 

Glu Leu Ser Pro Gly Ser Trp Pro Arg lie Asn Gly Ala Val Asn Phe 
820 825 830 

Glu Ser Leu 

835 
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<210> 35 
<211> 771 
<212> PRT 

<213> Varicella zoster 
<400> 35 

Met Asp Ala Thr Gin lie Thr Leu Val Arg Glu Ser Gly His lie Cys 
15 10 15 

Ala Ala Ser lie Tyr Thr Ser Trp Thr Gin Ser Gly Gin Leu Thr Gin 

20 25 30 

Asn Gly Leu Ser val Leu Tyr Tyr Leu Leu Cys Lys Asn Ser Cys Gly 
35 40 45 

Lys Tyr Val Pro Lys Phe Ala Glu lie Thr Val Gin Gin Glu Asp Leu 
50 55 60 

Cys Arg Tyr Ser Arg His Gly Gly Ser Val Ser Ala Ala Thr Phe Ala 
65 70 75 80 

Ser lie Cys Arg Ala Ala Ser Ser Ala Ala Leu Asp Ala Trp Pro Leu 
85 90 95 

Glu Pro Leu Gly Asn Ala Asp Thr Trp Arg Cys Leu His Gly Thr Ala 
100 105 110 

Leu Ala Thr Leu Arg Arg Val Leu Gly Phe Lys Ser Phe Tyr Ser Pro 
115 120 125 

Val Thr Phe Glu Thr Asp Thr Asn Thr Gly Leu Leu Leu Lys Thr lie 
130 135 ' 140 

Pro Asp Glu His Ala Leu Asn Asn Asp Asn Thr Pro Ser Thr Gly Val 
145 150 155 160 


Leu Arg Ala Asn Phe Pro Val Ala lie Asp Val Ser Ala Val Ser Ala 
165 170 175 

Cys Asn Ala His Thr Gin Gly Thr Ser Leu Ala Tyr Ala Arg Leu Thr 

180 185 190 

Ala Leu Lys Ser Asn Gly Asp Thr Gin Gin Gin Thr Pro Leu Asp Val 
195 200 205 

Glu Val lie Thr Pro Lys Ala Tyr lie Arg Arg Lys Tyr Lys Ser Thr 
210 215 " 220 
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Phe Ser Pro Pro lie Gl u Arg Glu Gly Gin Thr Ser Asp Leu Phe Asn 
225 230 235 240 

Leu Glu Glu Arg Arg Leu Val Leu Ser Gly Asn Arg Ala lie Val Val 
245 250 255 

Arg Val Leu Leu Pro Cys Tyr Phe Asp Cys Leu Thr Thr Asp Ser Thr 
260 265 270 

Val Thr Ser Ser Leu Ser lie Leu Ala Thr Tyr Arg Leu Trp Tyr Ala 
275 280 285 

Ala Ala Phe Gly Lys Pro Gly Val Val Arg Pro lie Phe Ala Tyr Leu 
290 295 300 

Gly Pro Glu Leu Asn Pro Lys Gly Glu Asp Arg Asp Tyr Phe Cys Thr 
305 310 315 320 

Val Gly Phe Pro Gly Trp Thr Thr Leu Arg Thr Gin Thr Pro Ala Val 

325 330 335 

Glu Ser lie Arg Thr Ala Thr Glu Met Tyr Met Glu Thr Asp Gly Leu 
340 345 350 

Trp Pro Val Thr Gly lie Gin Ala Phe His Tyr Leu Ala Pro Trp Gly 
355 360 365 

Gin His Pro Pro Leu Pro Pro Arg Val Gin Asp Leu lie Gly Gin lie 

370 375 " 380 

Pro Gin Asp Thr Gly His Ala Asp Ala Thr val Asn Trp Asp Ala Gly 
385 390 395 400 

Arg lie Ser Thr Val Phe Lys Gin Pro Val Gin Leu Gin Asp Arg Trp 
405 410 415 

Met Ala Lys Phe Asp Phe Ser Ala Phe Phe Pro Thr lie Tyr Cys Ala 
420 425 430 

Met Phe Pro Met His Phe Arg Leu Gly Lys lie val Leu Ala Arg Met 
435 440 445 


Arg Arg Gly Met Gly Cys Leu Lys Pro Ala Leu val Ser Phe Phe Gly 
450 455 460 


Gly Leu Arg His lie Leu Pro Ser lie Tyr Lys Ala lie lie Phe lie 
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465 470 475 480 


Ala Asn Glu lie Ser Leu Cys val Glu Gin Thr Ala Leu Glu Gin Gly 
485 490 495 


Phe Ala lie Cys Thr Tyr lie Lys Asp Gly Phe Trp Gly lie Phe Thr 
500 505 510 


Asp Leu His Thr Arg Asn Val Cys Ser Asp Gin Ala Arg Cys Ser Ala 
515 520 525 


Leu Asn Leu Ala Ala Thr Cys Glu Arg Ala Val Thr Gly Leu Leu Arg 
530 535 540 


lie Gin Leu Gly Leu Asn Phe Thr Pro Ala Met Glu Pro val Leu Arg 
545 550 555 560 


Val Glu Gly Val Tyr Thr His Ala Phe Thr Trp Cys Thr Thr Gly Ser 
565 570 575 


Trp Leu Trp Asn Leu Gin Thr Asn Thr Pro Pro Asp Leu val Gly val 

580 585 590 

Pro Trp Arg Ser Gin Ala Ala Arg Asp Leu Lys Glu Arg Leu Ser Gly 

595 600 605 


Leu Leu Cys Thr Ala Thr Lys lie Arg Glu Arg lie Gin Glu Asn Cys 
610 615 620 


lie Trp Asp His val Leu Tyr Asp lie Trp Ala Gly Gin val val Glu 
625 630 635 640 


Ala Ala Arg Lys Thr Tyr Val Asp Phe Phe Glu His Val Phe Asp Arg 
645 650 655 


Arg Tyr Thr Pro Val Tyr Trp Ser Leu Gin Glu Gin Asn Ser Glu Thr 
660 665 670 


Lys Ala lie Pro Ala Ser Tyr Leu Thr Tyr Gly His Met Gin Asp Lys 
675 680 685 


Asp Tyr Lys Pro Arg Gin lie lie Met Val Arg Asn Pro Asn Pro His 
690 695 700 


Gly Pro Pro Thr Val Val Tyr Trp Glu Leu Leu Pro Ser Cys Ala Cys 
705 710 715 720 


Page 217 


591508037SeqLi stAug2010 
lie Pro Pro lie Asp Cys Ala Ala His Leu Lys Pro Leu lie His Thr 
725 730 735 

Phe val Thr lie lie Asn His Leu Leu Asp Ala His Asn Asp Phe Ser 
740 745 750 

Ser Pro Ser Leu Lys Phe Thr Asp Asp Pro Leu Ala Ser Tyr Asn Phe 
755 760 765 

Leu Phe Leu 
770 


<210> 36 
<211> 881 
<212> PRT 

<213> Varicella zoster 
<400> 36 

Met Lys Arg Ser lie Ser val Asp Ser Ser Ser Pro Lys Asn val Phe 
15 10 15 


Asn Pro Glu Thr Pro Asn Gly Phe Asp Asp Ser Val Tyr Leu Asn Phe 
20 25 30 


Thr Ser Met His Ser lie Gin Pro lie Leu Ser Arg lie Arg Glu Leu 
35 40 45 


Ala Ala lie Thr lie Pro Lys Glu Arg val Pro Arg Leu Cys Trp Phe 
50 55 ~ 60 


Lys Gin Leu Leu Glu Leu Gin Ala Pro Pro Glu Met Gin Arg Asn Glu 
65 70 75 " 80 


Leu Pro Phe Ser val Tyr Leu lie Ser Gly Asn Ala Gly Ser Gly Lys 
85 90 95 


Ser Thr Cys lie Gin Thr Leu Asn Glu Ala lie Asp Cys lie lie Thr 
100 105 110 


Gly Ser Thr Arg Val Ala Ala Gin Asn Val His Ala Lys Leu Ser Thr 
115 120 125 


Ala Tyr Ala Ser Arg Pro lie Asn Thr lie Phe His Glu Phe Gly Phe 
130 135 140 


Arg Gly Asn His lie Gin Ala Gin Leu Gly Arg Tyr Ala Tyr Asn Trp 
145 150 155 160 
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Thr Thr Thr Pro Pro Ser lie Glu Asp Leu Gin Lys Arg Asp lie Val 
165 170 175 

Tyr Tyr Trp Glu Val Leu lie Asp lie Thr Lys Arg Val Phe Gin Met 
180 185 190 

Gly Asp Asp Gly Arg Gly Gly Thr Ser Thr Phe Lys Thr Leu Trp Ala 
195 " ' 200 205 

lie Glu Arg Leu Leu Asn Lys Pro Thr Gly Ser Met Ser Gly Thr Ala 
210 215 220 

Phe lie Ala Cys Gly Ser Leu Pro Ala Phe Thr Arg Ser Asn val lie 
225 ' 230 235 240 

val lie Asp Glu Ala Gly Leu Leu Gly Arg His lie Leu Thr Ala val 

245 ' 250 255 

Val Tyr Cys Trp Trp Leu Leu Asn Ala lie Tyr Gin Ser Pro Gin Tyr 
260 265 270 

lie Asn Gly Arg Lys Pro val lie Val Cys Val Gly Ser Pro Thr Gin 
275 280 285 

Thr Asp Ser Leu Glu Ser His Phe Gin His Asp Met Gin Arg Ser His 
290 295 300 

val Thr Pro Ser Glu Asn lie Leu Thr Tyr lie lie Cys Asn Gin Thr 
305 310 315 320 


Leu Arg Gin Tyr Thr Asn lie Ser His Asn Trp Ala lie Phe lie Asn 

325 330 335 

Asn Lys Arg Cys Gin Glu Asp Asp Phe Gly Asn Leu Leu Lys Thr Leu 
340 345 350 

Glu Tyr Gly Leu Pro lie Thr Glu Ala His Ala Arg Leu Val Asp Thr 

355 360 365 

Phe Val Val Pro Ala Ser Tyr lie Asn Asn Pro Ala Asn Leu Pro Gly 
370 375 380 

Trp Thr Arg Leu Tyr Ser Ser His Lys Glu Val Ser Ala Tyr Met Ser 
385 390 395 400 


Lys Leu His Ala His Leu Lys Leu Ser Lys Asn Asp His Phe Ser val 
405 410 415 
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Phe Ala Leu Pro Thr Tyr Thr Phe lie Arg Leu Thr Ala Phe Asp Glu 
420 425 430 

Tyr Arg Lys Leu Thr Gly Gin Pro Gly Leu Ser Val Glu His Trp lie 

435 440 445 

Arg Ala Asn Ser Gly Arg Leu His Asn Tyr Ser Gin Ser Arg Asp His 
450 ' 455 ' 460 

Asp Met Gly Thr Val Lys Tyr Glu Thr His Ser Asn Arg Asp Leu lie 
465 470 475 ~' 480 

Val Ala Arg Thr Asp lie Thr Tyr Val Leu Asn Ser Leu Val Val Val 
485 490 495 

Thr Thr Arg Leu Arg Lys Leu val lie Gly Phe Ser Gly Thr Phe Gin 
500 505 ' 510 

Ser Phe Ala Lys val Leu Arg Asp Asp Ser Phe val Lys Ala Arg Gly 

515 520 525 

Glu Thr Ser lie Glu Tyr Ala Tyr Arg Phe Leu Ser Asn Leu lie Phe 
530 535 540 

Gly Gly Leu lie Asn Phe Tyr Asn Phe Leu Leu Asn Lys Asn Leu His 
545 550 555 560 

Pro Asp Lys Val Ser Leu Ala Tyr Lys Arg Leu Ala Ala Leu Thr Leu 
565 570 575 

Glu Leu Leu Ser Gly Thr Asn Lys Ala Pro Leu His Glu Ala Ala val 
580 585 590 

Asn Gly Ala Gly Ala Gly lie Asp Cys Asp Gly Ala Ala Thr Ser Ala 

595 600 605 


Asp Lys Ala Phe Cys Phe Thr Lys Ala Pro Glu Ser Lys Val Thr Ala 
610 615 620 


Ser lie Pro Glu Asp Pro Asp Asp val lie Phe Thr Ala Leu Asn Asp 

625 630 635 640 

Glu Val lie Asp Leu Val Tyr Cys Gin Tyr Glu Phe Ser Tyr Pro Lys 

645 650 655 


Ser Ser Asn Glu val His Ala Gin Phe Leu Leu Met Lys Ala lie Tyr 
660 665 670 
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Asp Gly Arg Tyr Ala lie Leu Ala Glu Leu Phe Glu Ser Ser Phe Thr 
675 680 685 

Thr Ala Pro Phe Ser Ala Tyr Val Asp Asn Val Asn Phe Asn Gly Ser 
690 695 700 

Glu Leu Leu lie Gly Asn val Arg Gly Gly Leu Leu Ser Leu Ala Leu 
705 710 " 715 720 

Gin Thr Asp Thr Tyr Thr Leu Leu Gly Tyr Thr Phe Ala Pro Val Pro 
725 730 735 

Val Phe Val Glu Glu Leu Thr Arg Lys Lys Leu Tyr Arg Glu Thr Thr 
740 745 750 

Glu Met Leu Tyr Ala Leu His Val Pro Leu Met val Leu Gin Asp Gin 
755 760 765 

His Gly Phe val Ser lie val Asn Ala Asn val Cys Glu Phe Thr Glu 
770 775 780 

Ser lie Glu Asp Ala Glu Leu Ala Met Ala Thr Thr val Asp Tyr Gly 
785 790 795 800 

Leu Ser Ser Lys Leu Ala Met Thr lie Ala Arg Ser Gin Gly Leu Ser 
805 810 815 

Leu Glu Lys Val Ala lie Cys Phe Thr Ala Asp Lys Leu Arg Leu Asn 
820 825 830 

Ser Val Tyr Val Ala Met Ser Arg Thr Val Ser Ser Arg Phe Leu Lys 
835 840 845 

Met Asn Leu Asn Pro Leu Arg Glu Arg Tyr Glu Lys Ser Ala Glu lie 
850 855 860 

Ser Asp His lie Leu Ala Ala Leu Arg Asp Pro Asn val His val val 
865 870 875 880 


Tyr 


<210> 37 

<211> 278 

<212> PRT 

<213> Varicella zoster 
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<400> 37 

Met Phe Cys Thr Ser Pro Ala Thr Arg Gly Asp Ser Ser Glu Ser Lys 
15 10 15 

Pro Gly Ala Ser Val Asp Val Asn Gly Lys Met Glu Tyr Gly Ser Ala 
20 25 30 

Pro Gly Pro Leu Asn Gly Arg Asp Thr Ser Arg Gly Pro Gly Ala Phe 
35 40 45 

Cys Thr Pro Gly Trp Glu lie His Pro Ala Arg Leu val Glu Asp lie 
50 55 60 

Asn Arg Val Phe Leu Cys lie Ala Gin Ser Ser Gly Arg val Thr Arg 
65 70 75 80 

Asp Ser Arg Arg Leu Arg Arg lie Cys Leu Asp Phe Tyr Leu Met Gly 
85 90 95 

Arg Thr Arg Gin Arg Pro Thr Leu Ala Cys Trp Glu Glu Leu Leu Gin 
100 ' 105 110 

Leu Gin Pro Thr Gin Thr Gin Cys Leu Arg Ala Thr Leu Met Glu Val 
115 120 12 5 

Ser His Arg Pro Pro Arg Gly Glu Asp Gly Phe lie Glu Ala Pro Asn 
130 135 140 

Val Pro Leu His Arg Ser Ala Leu Glu Cys Asp val Ser Asp Asp Gly 
145 150 155 160 

Gly Glu Asp Asp Ser Asp Asp Asp Gly Ser Thr Pro Ser Asp val lie 
165 170 175 

Glu Phe Arg Asp Ser Asp Ala Glu Ser Ser Asp Gly Glu Asp Phe lie 
180 185 190 

val Glu Glu Glu Ser Glu Glu Ser Thr Asp Ser Cys Glu Pro Asp Gly 
195 200 205 

Val Pro Gly Asp Cys Tyr Arg Asp Gly Asp Gly Cys Asn Thr Pro Ser 
210 215 220 

Pro Lys Arg Pro Gin Arg Ala lie Glu Arg Tyr Ala Gly Ala Glu Thr 
225 230 235 240 

Ala Glu Tyr Thr Ala Ala Lys Ala Leu Thr Ala Leu Gly Glu Gly Gly 
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245 250 255 


Val Asp Trp Lys Arg Arg Arg His Glu Ala Pro Arg Arg His Asp lie 
260 " 265 270 


Pro Pro Pro His Gly Val 
275 


<210> 38 

<211> 180 

<212> PRT 

<213> Varicella zoster 

<400> 38 

Met Asn Leu Cys Gly Ser Arg Gly Glu His Pro Gly Gly Glu Tyr Ala 
1 5 10 15 

Gly Leu Tyr Cys Thr Arg His Asp Thr Pro Ala His Gin Ala Leu Met 
20 25 30 

Asn Asp Ala Glu Arg Tyr Phe Ala Ala Ala Leu Cys Ala lie Ser Thr 
35 ~ 40 45 

Glu Ala Tyr Glu Ala Phe lie His Ser Pro Ser Glu Arg Pro Cys Ala 
50 55 60 

Ser Leu Trp Gly Arg Ala Lys Asp Ala Phe Gly Arg Met Cys Gly Glu 
65 70 75 80 

Leu Ala Ala Asp Arg Gin Arg Pro Pro Ser Val Pro Pro lie Arg Arg 
85 90 95 

Ala Val Leu Ser Leu Leu Arg Glu Gin Cys Met Pro Asp Pro Gin Ser 
100 105 110 

His Leu Glu Leu Ser Glu Arg Leu lie Leu Met Ala Tyr Trp Cys Cys 
115 120 125 

Leu Gly His Ala Gly Leu Pro Thr lie Gly Leu Ser Pro Asp Asn Lys 
130 135 140 

Cys lie Arg Ala Glu Leu Tyr Asp Arg Pro Gly Gly lie Cys His Arg 
145 150 155 160 

Leu Phe Asp Ala Tyr Leu Gly Cys Gly Ser Leu Gly Val Pro Arg Thr 
165 170 175 


Tyr Glu Arg Ser 
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<210> 39 

<211> 393 

<212> PRT 

<213> Varicella zoster 

<400> 39 

Met Asn Asp Val Asp Ala Thr Asp Thr Phe Val Gly Gin Gly Lys Phe 
1 5 10 15 

Arg Gly Ala lie Ser Thr Ser Pro Ser His lie Met Gin Thr Cys Gly 
20 25 30 

Phe lie Gin Gin Met Phe Pro val Glu Met Ser Pro Gly lie Glu Ser 
35 40 45 

Glu Asp Asp Pro Asn Tyr Asp Val Asn Met Asp lie Gin Ser Phe Asn 
50 55 60 

lie Phe Asp Gly val His Glu Thr Glu Ala Glu Ala Ser Val Ala Leu 
65 70 75 80 

Cys Ala Glu Ala Arg val Gly lie Asn Lys Ala Gly Phe val lie Leu 
85 90 95 

Lys Thr Phe Thr Pro Gly Ala Glu Gly Phe Ala Phe Ala Cys Met Asp 
100 105 110 

Ser Lys Thr Cys Glu His val val lie Lys Ala Gly Gin Arg Gin Gly 
115 120 125 

Thr Ala Thr Glu Ala Thr Val Leu Arg Ala Leu Thr His Pro Ser Val 
130 135 140 

Val Gin Leu Lys Gly Thr Phe Thr Tyr Asn Lys Met Thr Cys Leu lie 
145 150 155 160 

Leu Pro Arg Tyr Arg Thr Asp Leu Tyr Cys Tyr Leu Ala Ala Lys Arg 
165 170 175 

Asn Leu Pro lie Cys Asp lie Leu Ala lie Gin Arg Ser val Leu Arg 
180 185 190 

Ala Leu Gin Tyr Leu His Asn Asn Ser lie lie His Arg Asp lie Lys 
195 200 205 

Ser Glu Asn lie Phe lie Asn His Pro Gly Asp val Cys val Gly Asp 
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210 215 220 


Phe Gly Ala Ala Cys Phe Pro Val Asp lie Asn Ala Asn Arg Tyr Tyr 
225 230 235 240 


Gly Trp Ala Gly Thr lie Ala Thr Asn Ser Pro Glu Leu Leu Ala Arg 
245 250 255 


Asp Pro Tyr Gly Pro Ala Val Asp lie Trp Ser Ala Gly lie Val Leu 
260 265 270 


Phe Glu Met Ala Thr Gly Gin Asn Ser Leu Phe Glu Arg Asp Gly Leu 
275 ' 280 285 


Asp Gly Asn Cys Asp Ser Glu Arg Gin lie Lys Leu lie lie Arg Arg 
290 295 " 300 


Ser Gly Thr His Pro Asn Glu Phe Pro lie Asn Pro Thr Ser Asn Leu 

305 310 315 320 

Arg Arg Gin Tyr lie Gly Leu Ala Lys Arg Ser Ser Arg Lys Pro Gly 

325 330 335 


Ser Arg Pro Leu Trp Thr Asn Leu Tyr Glu Leu Pro lie Asp Leu Glu 
340 345 350 


Tyr Leu lie Cys Lys Met Leu Ser Phe Asp Ala Arg His Arg Pro Ser 
355 360 365 


Ala Glu Val Leu Leu Asn His Ser val Phe Gin Thr Leu Pro Asp Pro 
370 375 380 


Tyr Pro Asn Pro Met Glu Val Gly Asp 
385 390 


<210> 40 

<211> 354 

<212> PRT 

<213> Varicella zoster 

<400> 40 

Met Phe Leu lie Gin Cys Leu lie Ser Ala val lie Phe Tyr lie Gin 
1 5 10 15 

val Thr Asn Ala Leu lie Phe Lys Gly Asp His val Ser Leu Gin val 
20 25 30 

Asn Ser Ser Leu Thr Ser lie Leu lie Pro Met Gin Asn Asp Asn Tyr 
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35 40 45 


Thr Glu lie Lys Gly Gin Leu val Phe lie Gly Glu Gin Leu Pro Thr 
50 55 60 


Gly Thr Asn Tyr Ser Gly Thr Leu Glu Leu Leu Tyr Ala Asp Thr Val 
65 70 75 80 


Ala Phe Cys Phe Arg Ser Val Gin Val lie Arg Tyr Asp Gly Cys Pro 
85 90 95 


Arg lie Arg Thr Ser Ala Phe lie Ser Cys Arg Tyr Lys His Ser Trp 
100 105 110 


His Tyr Gly Asn Ser Thr Asp Arg lie Ser Thr Glu Pro Asp Ala Gly 
115 120 125 


Val Met Leu Lys lie Thr Lys Pro Gly lie Asn Asp Ala Gly val Tyr 
130 ' 135 140 


Val Leu Leu val Arg Leu Asp His Ser Arg Ser Thr Asp Gly Phe lie 
145 150 155 160 


Leu Gly val Asn val Tyr Thr Ala Gly Ser His His Asn lie His Gly 
165 170 175 


Val lie Tyr Thr Ser Pro Ser Leu Gin Asn Gly Tyr Ser Thr Arg Ala 
180 185 190 


Leu Phe Gin Gin Ala Arg Leu Cys Asp Leu Pro Ala Thr Pro Lys Gly 
195 200 205 


Ser Gly Thr Ser Leu Phe Gin His Met Leu Asp Leu Arg Ala Gly Lys 
210 215 220 


Ser Leu Glu Asp Asn Pro Trp Leu His Glu Asp Val Val Thr Thr Glu 
225 230 235 240 


Thr Lys Ser Val Val Lys Glu Gly lie Glu Asn His Val Tyr Pro Thr 
245 250 255 


Asp Met Ser Thr Leu Pro Glu Lys Ser Leu Asn Asp Pro Pro Glu Asn 
260 265 270 


Leu Leu lie lie lie Pro lie val Ala Ser val Met lie Leu Thr Ala 
275 280 285 
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Met Val lie Val lie Val lie Ser Val Lys Arg Arg Arg lie Lys Lys 
290 295 300 

His Pro lie Tyr Arg Pro Asn Thr Lys Thr Arg Arg Gly lie Gin Asn 
305 310 315 320 

Ala Thr Pro Glu Ser Asp Val Met Leu Glu Ala Ala lie Ala Gin Leu 

325 330 335 

Ala Thr lie Arg Glu Glu Ser Pro Pro His Ser Val Val Asn Pro Phe 
340 345 350 

Val Lys 


<210> 41 
<211> 623 
<212> PRT 

<213> Varicella zoster 
<400> 41 

Met Gly Thr val Asn Lys Pro Val Val Gly Val Leu Met Gly Phe Gly 
15 10 15 


lie lie Thr Gly Thr Leu Arg lie Thr Asn Pro Val Arg Ala Ser Val 

20 25 30 


Leu Arg Tyr Asp Asp Phe His Thr Asp Glu Asp Lys Leu Asp Thr Asn 
35 40 45 


Ser Val Tyr Glu Pro Tyr Tyr His Ser Asp His Ala Glu Ser Ser Trp 
50 55 60 


Val Asn Arg Gly Glu Ser Ser Arg Lys Ala Tyr Asp His Asn Ser Pro 
65 " 70 75 80 


Tyr lie Trp Pro Arg Asn Asp Tyr Asp Gly Phe Leu Glu Asn Ala His 
85 90 95 


Glu His His Gly val Tyr Asn Gin Gly Arg Gly lie Asp Ser Gly Glu 
100 105 110 


Arg Leu Met Gin Pro Thr Gin Met Ser Ala Gin Glu Asp Leu Gly Asp 
115 120 125 


Asp Thr Gly lie His val lie Pro Thr Leu Asn Gly Asp Asp Arg His 
130 135 140 
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Lys lie Val Asn Val Asp Gin Arg Gin Tyr Gly Asp Val Phe Lys Gly 
145 150 155 160 

Asp Leu Asn Pro Lys Pro Gin Gly Gin Arg Leu lie Glu Val Ser Val 
165 170 175 

Glu Glu Asn His Pro Phe Thr Leu Arg Ala Pro lie Gin Arg lie Tyr 
180 185 190 

Gly Val Arg Tyr Thr Glu Thr Trp Ser Phe Leu Pro Ser Leu Thr Cys 
195 200 205 

Thr Gly Asp Ala Ala Pro Ala lie Gin His lie Cys Leu Lys His Thr 
210 215 220 

Thr Cys Phe Gin Asp val Val Val Asp Val Asp Cys Ala Glu Asn Thr 
225 230 235 240 

Lys Glu Asp Gin Leu Ala Glu lie Ser Tyr Arg Phe Gin Gly Lys Lys 
245 250 ~ 255 

Glu Ala Asp Gin Pro Trp lie Val val Asn Thr Ser Thr Leu Phe Asp 
260 265 270 

Glu Leu Glu Leu Asp Pro Pro Glu lie Glu Pro Gly val Leu Lys val 
275 280 285 

Leu Arg Thr Glu Lys Gin Tyr Leu Gly Val Tyr lie Trp Asn Met Arg 
290 295 300 

Gly Ser Asp Gly Thr Ser Thr Tyr Ala Thr Phe Leu Val Thr Trp Lys 
305 310 315 320 

Gly Asp Glu Lys Thr Arg Asn Pro Thr Pro Ala Val Thr Pro Gin Pro 

325 330 335 

Arg Gly Ala Glu Phe His Met Trp Asn Tyr His Ser His val Phe Ser 
340 345 350 

Val Gly Asp Thr Phe Ser Leu Ala Met His Leu Gin Tyr Lys lie His 

355 360 365 

Glu Ala Pro Phe Asp Leu Leu Leu Glu Trp Leu Tyr val Pro lie Asp 
370 375 380 


Pro Thr Cys Gin Pro Met Arg Leu Tyr Ser Thr Cys Leu Tyr His Pro 
385 390 395 400 
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Asn Ala Pro Gin Cys Leu Ser His Met Asn Ser Gly Cys Thr Phe Thr 
405 410 415 

Ser Pro His Leu Ala Gin Arg Val Ala Ser Thr Val Tyr Gin Asn Cys 
420 ' 425 430 

Glu His Ala Asp Asn Tyr Thr Ala Tyr Cys Leu Gly lie Ser His Met 
435 440 445 

Glu Pro Ser Phe Gly Leu lie Leu His Asp Gly Gly Thr Thr Leu Lys 
450 455 460 

Phe Val Asp Thr Pro Glu Ser Leu Ser Gly Leu Tyr Val Phe Val Val 
465 470 475 480 

Tyr Phe Asn Gly His Val Glu Ala Val Ala Tyr Thr Val Val Ser Thr 
485 490 495 

Val Asp His Phe Val Asn Ala lie Glu Glu Arg Gly Phe Pro Pro Thr 
500 505 " 510 

Ala Gly Gin Pro Pro Ala Thr Thr Lys Pro Lys Glu lie Thr Pro Val 
515 520 ' 525 

Asn Pro Gly Thr Ser Pro Leu Leu Arg Tyr Ala Ala Trp Thr Gly Gly 
530 535 ' 540 

Leu Ala Ala val val Leu Leu Cys Leu Val lie Phe Leu lie Cys Thr 
545 550 555 560 

Ala Lys Arg Met Arg Val Lys Ala Tyr Arg Val Asp Lys Ser Pro Tyr 
565 570 575 

Asn Gin Ser Met Tyr Tyr Ala Gly Leu Pro val Asp Asp Phe Glu Asp 
580 585 590 


Ser Glu Ser Thr Asp Thr Glu Glu Glu Phe Gly Asn Ala lie Gly Gly 
595 600 605 


Ser His Gly Gly Ser Ser Tyr Thr Val Tyr lie Asp Lys Thr Arg 
610 615 620 


<210> 42 
<211> 1310 
<212> PRT 

<213> Varicella zoster 
<400> 42 
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Met Asp Thr Pro Pro Met Gin Arg Ser Thr Pro Gin Arg Ala Gly Ser 
1 5 10 15 

Pro Asp Thr Leu Glu Leu Met Asp Leu Leu Asp Ala Ala Ala Ala Ala 
20 25 30 

Ala Glu His Arg Ala Arg Val Val Thr Ser Ser Gin Pro Asp Asp Leu 
35 40 45 

Leu Phe Gly Glu Asn Gly val Met val Gly Arg Glu His Glu lie val 
50 55 60 

Ser lie Pro Ser val Ser Gly Leu Gin Pro Glu Pro Arg Thr Glu Asp 
65 70 75 80 

Val Gly Glu Glu Leu Thr Gin Asp Asp Tyr Val Cys Glu Asp Gly Gin 
85 90 95 

Asp Leu Met Gly Ser Pro val lie Pro Leu Ala Glu Val Phe His Thr 
100 105 110 

Arg Phe Ser Glu Ala Gly Ala Arg Glu Pro Thr Gly Ala Asp Arg Ser 
115 120 125 

Leu Glu Thr Val Ser Leu Gly Thr Lys Leu Ala Arg Ser Pro Lys Pro 
130 135 ' 140 

Pro Met Asn Asp Gly Glu Thr Gly Arg Gly Thr Thr Pro Pro Phe Pro 
145 150 155 160 

Gin Ala Phe Ser Pro Val Ser Pro Ala Ser Pro Val Gly Asp Ala Ala 
165 170 175 

Gly Asn Asp Gin Arg Glu Asp Gin Arg Ser lie Pro Arg Gin Thr Thr 
180 185 190 


Arg Gly Asn Ser Pro Gly Leu Pro Ser Val Val His Arg Asp Arg Gin 
195 200 205 


Thr Gin Ser lie Ser Gly Lys Lys Pro Gly Asp Glu Gin Ala Gly His 

210 215 220 

Ala His Ala Ser Gly Asp Gly Val Val Leu Gin Lys Thr Gin Arg Pro 

225 230 235 240 

Ala Gin Gly Lys Ser Pro Lys Lys Lys Thr Leu Lys Val Lys Val Pro 

245 250 255 
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Leu Pro Ala Arg Lys Pro Gly Gly Pro Val Pro Gly Pro Val Glu Gin 
260 265 270 

Leu Tyr His Val Leu Ser Asp Ser Val Pro Ala Lys Gly Ala Lys Ala 
275 280 285 

Asp Leu Pro Phe Glu Thr Asp Asp Thr Arg Pro Arg Lys His Asp Ala 
290 295 300 

Arg Gly lie Thr Pro Arg Val Pro Gly Arg Ser Ser Gly Gly Lys Pro 
305 310 315 320 

Arg Ala Phe Leu Ala Leu Pro Gly Arg Ser His Ala Pro Asp Pro lie 
325 330 335 

Glu Asp Asp Ser Pro Val Glu Lys Lys Pro Lys Ser Arg Glu Phe Val 
340 345 350 

Ser Ser Ser Ser Ser Ser Ser Ser Trp Gly Ser Ser Ser Glu Asp Glu 
355 360 365 

Asp Asp Glu Pro Arg Arg Val Ser Val Gly Ser Glu Thr Thr Gly Ser 
370 ~ 375 380 

Arg Ser Gly Arg Glu His Ala Pro Ser Pro Ser Asn Ser Asp Asp Ser 
385 390 395 400 

Asp Ser Asn Asp Gly Gly Ser Thr Lys Gin Asn lie Gin Pro Gly Tyr 
405 ' 410 415 

Arg Ser lie Ser Gly Pro Asp Pro Arg lie Arg Lys Thr Lys Arg Leu 
420 425 430 

Ala Gly Glu Pro Gly Arg Gin Arg Gin Lys Ser Phe Ser Leu Pro Arg 
435 440 445 

Ser Arg Thr Pro lie lie Pro Pro Val Ser Gly Pro Leu Met Met Pro 
450 455 460 

Asp Gly Ser Pro Trp Pro Gly Ser Ala Pro Leu Pro Ser Asn Arg Val 
465 470 475 480 


Arg Phe Gly Pro Ser Gly Glu Thr Arg Glu Gly His Trp Glu Asp Glu 
485 490 495 


Ala Val Arg Ala Ala Arg Ala Arg Tyr Glu Ala Ser Thr Glu Pro Val 
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500 505 510 


Pro Leu Tyr Val Pro Gl u Leu Gly Asp Pro Ala Arg Gin Tyr Arg Ala 
515 520 525 


Leu lie Asn Leu lie Tyr Cys Pro Asp Arg Asp Pro lie Ala Trp Leu 
530 535 540 


Gin Asn Pro Lys Leu Thr Gly Val Asn Ser Ala Leu Asn Gin Phe Tyr 
545 550 555 560 


Gin Lys Leu Leu Pro Pro Gly Arg Ala Gly Thr Ala Val Thr Gly Ser 
565 570 575 


Val Ala Ser Pro Val Pro His Val Gly Glu Ala Met Ala Thr Gly Glu 
580 585 590 


Ala Leu Trp Ala Leu Pro His Ala Ala Ala Ala Val Ala Met Ser Arg 
595 600 605 


Arg Tyr Asp Arg Ala Gin Lys His Phe lie Leu Gin Ser Leu Arg Arg 
610 " 615 620 


Ala Phe Ala Ser Met Ala Tyr Pro Glu Ala Thr Gly Ser Ser Pro Ala 
625 630 635 " 640 


Ala Arg lie Ser Arg Gly His Pro Ser Pro Thr Thr Pro Ala Thr Gin 
645 650 655 


Ala Pro Asp Pro Gin Pro Ser Ala Ala Ala Arg Ser Leu Ser Val Cys 
660 665 " 670 


Pro Pro Asp Asp Arg Leu Arg Thr Pro Arg Lys Arg Lys Ser Gin Pro 
675 ' 680 685 


Val Glu Ser Arg Ser Leu Leu Asp Lys lie Arg Glu Thr Pro Val Ala 
690 695 700 

Asp Ala Arg Val Ala Asp Asp His Val Val Ser Lys Ala Lys Arg Arg 

705 " 710 715 720 


Val Ser Glu Pro Val Thr lie Thr Ser Gly Pro Val Val Asp Pro Pro 
725 730 735 


Ala Val lie Thr Met Pro Leu Asp Gly Pro Ala Pro Asn Gly Gly Phe 
740 745 750 
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Arg Arg lie Pro Arg Gly Ala Leu His Thr Pro Val Pro Ser Asp Gin 
755 " 760 765 

Ala Arg Lys Ala Tyr Cys Thr Pro Glu Thr lie Ala Arg Leu Val Asp 
770 ' 775 780 

Asp Pro Leu Phe Pro Thr Ala Trp Arg Pro Ala Leu Ser Phe Asp Pro 
785 790 795 800 

Gly Ala Leu Ala Glu lie Ala Ala Arg Arg Pro Gly Gly Gly Asp Arg 

805 810 815 

Arg Phe Gly Pro Pro Ser Gly Val Glu Ala Leu Arg Arg Arg Cys Ala 
820 825 830 

Trp Met Arg Gin lie Pro Asp Pro Glu Asp val Arg Leu Leu lie lie 
835 840 845 

Tyr Asp Pro Leu Pro Gly Glu Asp lie Asn Gly Pro Leu Glu Ser Thr 
850 855 860 

Leu Ala Thr Asp Pro Gly Pro Ser Trp Ser Pro Ser Arg Gly Gly Leu 
865 870 875 ~ 880 

Ser Val val Leu Ala Ala Leu Ser Asn Arg Leu Cys Leu Pro Ser Thr 

885 890 895 

His Ala Trp Ala Gly Asn Trp Thr Gly Pro Pro Asp Val Ser Ala Leu 
900 ' 905 910 

Asn Ala Arg Gly val Leu Leu Leu Ser Thr Arg Asp Leu Ala Phe Ala 
915 920 925 

Gly Ala Val Glu Tyr Leu Gly Ser Arg Leu Ala Ser Ala Arg Arg Arg 
930 ' 935 ' 940 

Leu Leu val Leu Asp Ala val Ala Leu Glu Arg Trp Pro Arg Asp Gly 
945 950 955 960 

Pro Ala Leu Ser Gin Tyr His Val Tyr Val Arg Ala Pro Ala Arg Pro 

965 970 ' 975 

Asp Ala Gin Ala Val Val Arg Trp Pro Asp Ser Ala Val Thr Glu Gly 
980 985 990 

Leu Ala Arg Ala Val Phe Ala Ser Ser Arg Thr Phe Gly Pro Ala Ser 
995 1000 ~ 1005 
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Phe Ala Arg lie Glu Thr Ala Phe Ala Asn Leu Tyr Pro Gly Glu 
1010 1015 1020 


Gin Pro Leu Cys Leu Cys Arg Gly Gly Asn Val Ala Tyr Thr Val 
1025 1030 1035 


Cys Thr Arg Ala Gly Pro Lys Thr Arg Val Pro Leu Ser Pro Arg 
1040 ~ 1045 " 1050 


Glu Tyr Arg Gin Tyr Val Leu Pro Gly Phe Asp Gly Cys Lys Asp 
1055 1060 1065 


Leu Ala Arg Gin Ser Arg Gly Leu Gly Leu Gly Ala Ala Asp Phe 
1070 ~ 1075 1080 


Val Asp Glu Ala Ala His Ser His Arg Ala Ala Asn Arg Trp Gly 
1085 1090 1095 


Leu Gly Ala Ala Leu Arg Pro Val Phe Leu Pro Glu Gly Arg Arg 
1100 1105 1110 


Pro Gly Ala Ala Gly Pro Glu Ala Gly Asp Val Pro Thr Trp Ala 
1115 1120 112 5 


Arg Val Phe Cys Arg His Ala Leu Leu Glu Pro Asp Pro Ala Ala 
1130 1135 1140 


Glu Pro Leu val Leu Pro Pro val Ala Gly Arg Ser val Ala Leu 
1145 1150 ' 1155 


Tyr Ala Ser Ala Asp Glu Ala Arg Asn Ala Leu Pro Pro lie Pro 
1160 1165 1170 


Arg Val Met Trp Pro Pro Gly Phe Gly Ala Ala Glu Thr Val Leu 
1175 1180 1185 


Glu Gly Ser Asp Gly Thr Arg Phe val Phe Gly His His Gly Gly 
1190 1195 1200 


Ser Glu Arg Pro Ser Glu Thr Gin Ala Gly Arg Gin Arg Arg Thr 
1205 " 1210 1215 


Ala Asp Asp Arg Glu His Ala Leu Glu Leu Asp Asp Trp Glu val 
1220 1225 1230 

Gly Cys Glu Asp Ala Trp Asp Ser Glu Glu Gly Gly Gly Asp Asp 
1235 1240 1245 
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Gly Asp Ala Pro Gly Ser Ser Phe Gly Val Ser lie Val Ser Val 
1250 1255 ' 1260 

Ala Pro Gly Val Leu Arg Asp Arg Arg Val Gly Leu Arg Pro Ala 
1265 1270 1275 

Val Lys Val Glu Leu Leu Ser Ser Ser Ser Ser Ser Glu Asp Glu 
1280 1285 1290 

Asp Asp Val Trp Gly Gly Arg Gly Gly Arg Ser Pro Pro Gin Ser 
1295 1300 1305 

Arg Gly 
1310 

<210> 43 

<211> 1002 

<212> DNA 

<213> Varicella zoster 
<220> 

<221> CDS 

<222> (1) . . (1002) 

<400> 43 

atg cat tta aag cct acc aga ttt ttc cac gca aac caa ccg cca atg 48 
Met His Leu Lys Pro Thr Arg Phe Phe His Ala Asn Gin Pro Pro Met 
1 5 10 15 

ccg cat tea tac gag atg gag gac tta tgc ttc gac gac atg caa tat 96 
Pro His Ser Tyr Glu Met Glu Asp Leu Cys Phe Asp Asp Met Gin Tyr 
20 25 30 

cgc tgg tct ccc teg aac aca ccc tat cga agt atg tct agg cga tat 144 
Arg Trp Ser Pro Ser Asn Thr Pro Tyr Arg Ser Met Ser Arg Arg Tyr 
35 40 45 

aaa tec gta tct egg age ggg cct teg atg cgt gta cgc tec aga acg 192 
Lys Ser Val Ser Arg Ser Gly Pro Ser Met Arg Val Arg Ser Arg Thr 
50 55 60 

cca tgc cgc cgt caa acc att cga gga aaa ctt atg tea aag gag egg 240 
Pro Cys Arg Arg Gin Thr lie Arg Gly Lys Leu Met Ser Lys Glu Arg 
65 ~ 70 75 80 

tct gtg tac cgc cat tat ttt aat tac ate gca agg tec ccc cca gaa 288 
Ser Val Tyr Arg His Tyr Phe Asn Tyr lie Ala Arg Ser Pro Pro Glu 
85 90 95 

gaa eta get acc gtt aga ggc tta ate gtg cca att att aag acg acc 336 
Glu Leu Ala Thr Val Arg Gly Leu lie Val Pro lie lie Lys Thr Thr 
100 105 110 

cct gtc acc ctt ccg ttt aac ttg ggt cag aca gtg gcg gat aac tgc 384 
Pro Val Thr Leu Pro Phe Asn Leu Gly Gin Thr Val Ala Asp Asn Cys 
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115 120 125 

ctg teg tta tec gga atg ggt tat cat tta ggt etc gga ggt tat tgt 
Leu Ser Leu Ser Gly Met Gly Tyr His Leu Gly Leu Gly Gly Tyr Cys 
130 ' 135 140 


432 


ccg aca tgc act gca tct gga gaa ccg cgt eta tgt cga acc gat egg 480 
Pro Thr Cys Thr Ala Ser Gly Glu Pro Arg Leu Cys Arg Thr Asp Arg 
145 150 155 160 

gcg get ctg ata eta gca tat gtt cag cag ctt aac aac ata tac gaa 528 
Ala Ala Leu lie Leu Ala Tyr Val Gin Gin Leu Asn Asn lie Tyr Glu 
165 ' 170 175 

tat cgt gtg ttt ctt gca tec att ttg gcg eta tea gac cga gee aac 576 
Tyr Arg Val Phe Leu Ala Ser lie Leu Ala Leu Ser Asp Arg Ala Asn 
180 185 190 

atg caa gca gcg tec get gaa ccc eta ttg teg age gta ttg gca caa 624 
Met Gin Ala Ala Ser Ala Glu Pro Leu Leu Ser Ser val Leu Ala Gin 
195 200 205 

ccg gaa tta ttt ttt atg tat cat att atg agg gag ggg ggc atg cga 672 
Pro Glu Leu Phe Phe Met Tyr His lie Met Arg Glu Gly Gly Met Arg 
210 215 220 

gat ata cgc gta ctt ttt tat cgt gat gga gat gec gga ggg ttt atg 720 
Asp lie Arg Val Leu Phe Tyr Arg Asp Gly Asp Ala Gly Gly Phe Met 
225 230 235 240 

atg tat gtt ata ttt ccg ggg aaa tct gtt cac etc cat tac aga eta 768 
Met Tyr val lie Phe Pro Gly Lys Ser Val His Leu His Tyr Arg Leu 
245 250 255 

ate gat cat ata cag gee gcg tgt egg ggg tat aaa ata gtc gca cac 816 
lie Asp His lie Gin Ala Ala Cys Arg Gly Tyr Lys lie val Ala His 
260 265 270 

gtt tgg cag aca aca ttt tta ctg teg gta tgt cgc aac cca gaa caa 864 
Val Trp Gin Thr Thr Phe Leu Leu Ser Val Cys Arg Asn Pro Glu Gin 
275 280 285 

caa aca gag act gtg gtg cca tec att gga aca teg gac gtt tac tgt 912 
Gin Thr Glu Thr Val Val Pro Ser lie Gly Thr Ser Asp Val Tyr Cys 
290 295 300 

aaa atg tgt gac ctt aac ttt gat gga gaa ttg ctt ttg gaa tac aaa 960 
Lys Met Cys Asp Leu Asn Phe Asp Gly Glu Leu Leu Leu Glu Tyr Lys 
305 310 315 320 

aga etc tac gca tta ttt gat gac ttt gtt cct cct egg tga 1002 
Arg Leu Tyr Ala Leu Phe Asp Asp Phe Val Pro Pro Arg 
325 330 

<210> 44 
<211> 333 
<212> PRT 

<213> Varicella zoster 
<400> 44 

Met His Leu Lys Pro Thr Arg Phe Phe His Ala Asn Gin Pro Pro Met 
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10 15 


Pro His Ser Tyr Glu Met Glu Asp Leu Cys Phe Asp Asp Met Gin Tyr 
20 25 30 


Arg Trp Ser Pro Ser Asn Thr Pro Tyr Arg Ser Met Ser Arg Arg Tyr 
35 40 45 


Lys Ser Val Ser Arg Ser Gly Pro Ser Met Arg Val Arg Ser Arg Thr 
50 ~ 55 60 


Pro Cys Arg Arg Gin Thr lie Arg Gly Lys Leu Met Ser Lys Glu Arg 
65 70 75 80 


Ser Val Tyr Arg His Tyr Phe Asn Tyr lie Ala Arg Ser Pro Pro Glu 
85 90 95 


Glu Leu Ala Thr Val Arg Gly Leu lie Val Pro lie lie Lys Thr Thr 
100 105 110 


Pro Val Thr Leu Pro Phe Asn Leu Gly Gin Thr Val Ala Asp Asn Cys 
115 120 125 


Leu Ser Leu Ser Gly Met Gly Tyr His Leu Gly Leu Gly Gly Tyr Cys 

130 135 140 

Pro Thr Cys Thr Ala Ser Gly Glu Pro Arg Leu Cys Arg Thr Asp Arg 

145 150 155 160 


Ala Ala Leu lie Leu Ala Tyr Val Gin Gin Leu Asn Asn lie Tyr Glu 

165 170 175 

Tyr Arg Val Phe Leu Ala Ser lie Leu Ala Leu Ser Asp Arg Ala Asn 

180 185 190 


Met Gin Ala Ala Ser Ala Glu Pro Leu Leu Ser Ser val Leu Ala Gin 
195 200 205 


Pro Glu Leu Phe Phe Met Tyr His lie Met Arg Glu Gly Gly Met Arg 
210 215 220 


Asp lie Arg Val Leu Phe Tyr Arg Asp Gly Asp Ala Gly Gly Phe Met 
225 230 235 240 


Met Tyr Val lie Phe Pro Gly Lys Ser val His Leu His Tyr Arg Leu 
245 250 255 
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lie Asp His lie Gin Ala Ala Cys Arg Gly Tyr Lys lie Val Ala His 
260 265 270 


Val Trp Gin Thr Thr Phe Leu Leu Ser Val Cys Arg Asn Pro Glu Gin 
275 280 285 

Gin Thr Glu Thr Val Val Pro Ser lie Gly Thr Ser Asp Val Tyr Cys 
290 295 300 

Lys Met Cys Asp Leu Asn Phe Asp Gly Glu Leu Leu Leu Glu Tyr Lys 
305 310 315 320 

Arg Leu Tyr Ala Leu Phe Asp Asp Phe Val Pro Pro Arg 
325 330 

<210> 45 
<211> 1533 
<212> DNA 

<213> Varicella zoster 
<220> 

<221> CDS 

<222> CD-. (1533) 

<400> 45 

atg gat get gac gac aca ccc ccc aac etc caa ata tct cca act gca 48 

Met Asp Ala Asp Asp Thr Pro Pro Asn Leu Gin lie Ser Pro Thr Ala 
15 10 15 

gqa cct ttg cgt tec cac cac aat acc gac gqa cat gaa cca aat gca 96 
Gly Pro Leu Arg Ser His His Asn Thr Asp Gly His Glu Pro Asn Ala 
20 25 30 

acc gca gec gat cag caa gaa cga gaa tec acc aac ccc aca cac gqa 144 
Thr Ala Ala Asp Gin Gin Glu Arg Glu Ser Thr Asn Pro Thr His Gly 
35 40 45 

tgt gta aat cat cca tgg gee aat ccg tea act gca aca tgc atg gaa 192 
Cys Val Asn His Pro Trp Ala Asn Pro Ser Thr Ala Thr Cys Met Glu 
50 55 60 

tea cca gaa cga tea caa cag aca age tta ttt tta tta aag cac gqc 240 
Ser Pro Glu Arg Ser Gin Gin Thr Ser Leu Phe Leu Leu Lys His Gly 
65 70 75 80 

tta acg aga gat cca ata cat caa cgc gaa agg gtq gac gtt ttt cca 288 
Leu Thr Arg Asp Pro lie His Gin Arg Glu Arg Val Asp Val Phe Pro 
85 90 95 

caa ttt aac aaa ccc cca tgg gtt ttt aga att tec aaa tta tec cgt 336 
Gin Phe Asn Lys Pro Pro Trp Val Phe Arg lie Ser Lys Leu Ser Arg 
100 105 110 

tta att gta ccc ate ttc acg etc aat gaa cag tta tgt ttt tct aaa 384 
Leu lie val Pro lie Phe Thr Leu Asn Glu Gin Leu Cys Phe Ser Lys 
115 120 125 
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tta cag att cga gat aga ccc agg ttt gcg gga egg gga acg tat ggg 432 

Leu Gin lie Arg Asp Arg Pro Arg Phe Ala Gly Arg Gly Thr Tyr Gly 
130 135 " 140 

cgt gtt cat ata tac cca teg tea aaa ata get gta aaa ace atg gac 480 

Arg Val His lie Tyr Pro Ser Ser Lys lie Ala Val Lys Thr Met Asp 
145 150 155 160 

agt cgt gtt ttt aat aga gag tta att aac gcg att tta gcg agt gag 528 

Ser Arg Val Phe Asn Arg Glu Leu lie Asn Ala lie Leu Ala Ser Glu 

165 170 175 

ggt tct ata cga gca ggg gaa agg eta ggt att tct age ata gtt tgc 576 

Gly Ser lie Arg Ala Gly Glu Arg Leu Gly lie Ser Ser lie val Cys 
180 185 190 

ctt tta ggt ttt teg tta caa acc aaa cag eta ctg ttt ccg gca tac 624 

Leu Leu Gly Phe Ser Leu Gin Thr Lys Gin Leu Leu Phe Pro Ala Tyr 
195 200 205 

gac atg gat atg gat gaa tac att gtt cgc ctg tec aga egg ttg aca 672 

Asp Met Asp Met Asp Glu Tyr lie Val Arg Leu Ser Arg Arg Leu Thr 
210 215 220 

ata cct gat cac ata gac aga aaa att gec cat gta ttt tta gat ttg 720 

lie Pro Asp His lie Asp Arg Lys lie Ala His val Phe Leu Asp Leu 
225 230 235 240 

get caa gcg ttg acg ttt tta aat cga acg tgc ggc ctg acc cac eta 768 

Ala Gin Ala Leu Thr Phe Leu Asn Arg Thr Cys Gly Leu Thr His Leu 

245 250 ' 255 

gat gtg aaa tgt ggc aat att ttt ctt aac gtc gac aac ttt gec teg 816 

Asp Val Lys Cys Gly Asn lie Phe Leu Asn val Asp Asn Phe Ala Ser 
260 265 270 

ttg gaa ata acc aca gca gta ate gga gac tat age eta gta aca tta 864 

Leu Glu lie Thr Thr Ala Val lie Gly Asp Tyr Ser Leu val Thr Leu 
275 280 285 

aat acg tat tec ctt tgt act cga gcg ata ttt gaa gtt gga aat cca 912 

Asn Thr Tyr Ser Leu Cys Thr Arg Ala lie Phe Glu val Gly Asn Pro 
290 295 ~ 300 

tec cac ccg gag cac gta eta cgc gta ccc egg gat gca teg cag atg 960 

Ser His Pro Glu His Val Leu Arg Val Pro Arg Asp Ala Ser Gin Met 
305 310 315 320 

tea ttt cgt ttg gtg ttg agt cat gga aca aac caa ccc cct gaa ate 1008 

Ser Phe Arg Leu val Leu Ser His Gly Thr Asn Gin Pro Pro Glu lie 

325 330 335 

ttg ctt gat tat att aat gga acg ggc ctt act aaa tat act gga acc 1056 

Leu Leu Asp Tyr lie Asn Gly Thr Gly Leu Thr Lys Tyr Thr Gly Thr 
340 345 350 

ttg ccc caa aga gtt gga ctt gcg att gat ctt tat gca ttg ggc caa 1104 

Leu Pro Gin Arg Val Gly Leu Ala lie Asp Leu Tyr Ala Leu Gly Gin 
355 360 365 

gca etc tta gaa gtt ate ctg eta gga cgt ctt ccc gga caa ctg ccc 1152 

Ala Leu Leu Glu val lie Leu Leu Gly Arg Leu Pro Gly Gin Leu Pro 
370 375 " 380 
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att tea gta cat egg acc ccg cat tat cac tac tac ggt cat aag tta 1200 
lie Ser Val His Arg Thr Pro His Tyr His Tyr Tyr Gly His Lys Leu 
385 390 395 400 

tea cca gat ttg gcg ctt gat acg ctg gca tat cga tgt gtc ctg gcg 1248 
Ser Pro Asp Leu Ala Leu Asp Thr Leu Ala Tyr Arg Cys val Leu Ala 
405 410 415 

cca tat ata etc cca tct gac ate ccc ggg gac tta aat tat aat ccc 1296 
Pro Tyr lie Leu Pro Ser Asp lie Pro Gly Asp Leu Asn Tyr Asn Pro 
420 425 430 

ttt ata cac gec gga gag ctg aac acc cgt att tec egg aat tct tta 1344 
Phe lie His Ala Gly Gl u Leu Asn Thr Arg lie Ser Arg Asn Ser Leu 
435 440 445 

cgc egg ata ttc cag tgt cac gca gtg cgt tac gqc gta acg cac tea 1392 
Arg Arg lie Phe Gin Cys His Ala Val Arg Tyr Gly Val Thr His Ser 
450 455 460 

aag ctt ttc gaa gqc ata cgc att ccg gec tea tta tac cca gec act 1440 
Lys Leu Phe Glu Gly lie Arg lie Pro Ala Ser Leu Tyr Pro Ala Thr 
465 470 475 480 

gtt gtt aca teg ttg ttg tgt cac gat aat tea gaa ata cgc teg gat 1488 
val Val Thr Ser Leu Leu Cys His Asp Asn Ser Glu lie Arg Ser Asp 
485 ' 490 495 

cac cct tta tta tgg cac gat egg gat tgg ata gga teg aca taa 1533 
His Pro Leu Leu Trp His Asp Arg Asp Trp lie Gly Ser Thr 
500 505 510 

<210> 46 
<211> 510 
<212> PRT 

<213> Varicella zoster 
<400> 46 

Met Asp Ala Asp Asp Thr Pro Pro Asn Leu Gin lie Ser Pro Thr Ala 
15 10 15 

Gly Pro Leu Arg Ser His His Asn Thr Asp Gly His Glu Pro Asn Ala 
20 25 30 

Thr Ala Ala Asp Gin Gin Glu Arg Glu Ser Thr Asn Pro Thr His Gly 
35 40 45 

Cys Val Asn His Pro Trp Ala Asn Pro Ser Thr Ala Thr Cys Met Glu 
50 55 60 

Ser Pro Glu Arg Ser Gin Gin Thr Ser Leu Phe Leu Leu Lys His Gly 
65 70 75 80 

Leu Thr Arg Asp Pro lie His Gin Arg Glu Arg Val Asp Val Phe Pro 
85 90 ' 95 
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Gin Phe Asn Lys Pro Pro Trp Val Phe Arg lie Ser Lys Leu Ser Arg 
100 105 110 

Leu lie val Pro lie Phe Thr Leu Asn Glu Gin Leu Cys Phe Ser Lys 
115 120 125 

Leu Gin lie Arg Asp Arg Pro Arg Phe Ala Gly Arg Gly Thr Tyr Gly 
130 135 ' 140 

Arg Val His lie Tyr Pro Ser Ser Lys lie Ala Val Lys Thr Met Asp 
145 150 155 160 

Ser Arg Val Phe Asn Arg Glu Leu lie Asn Ala lie Leu Ala Ser Glu 
165 " 170 175 

Gly Ser lie Arg Ala Gly Glu Arg Leu Gly lie Ser Ser lie val Cys 
180 185 190 

Leu Leu Gly Phe Ser Leu Gin Thr Lys Gin Leu Leu Phe Pro Ala Tyr 
195 200 205 

Asp Met Asp Met Asp Glu Tyr lie Val Arg Leu Ser Arg Arg Leu Thr 
210 215 ' 220 

lie Pro Asp His lie Asp Arg Lys lie Ala His val Phe Leu Asp Leu 
225 230 235 240 

Ala Gin Ala Leu Thr Phe Leu Asn Arg Thr Cys Gly Leu Thr His Leu 
245 250 255 

Asp Val Lys Cys Gly Asn lie Phe Leu Asn val Asp Asn Phe Ala Ser 
260 265 270 

Leu Glu lie Thr Thr Ala Val lie Gly Asp Tyr Ser Leu Val Thr Leu 
275 280 285 

Asn Thr Tyr Ser Leu Cys Thr Arg Ala lie Phe Glu Val Gly Asn Pro 

290 295 ~ 300 

Ser His Pro Glu His Val Leu Arg Val Pro Arg Asp Ala Ser Gin Met 
305 310 315 320 


Ser Phe Arg Leu val Leu Ser His Gly Thr Asn Gin Pro Pro Glu lie 

325 330 335 


Leu Leu Asp Tyr lie Asn Gly Thr Gly Leu Thr Lys Tyr Thr Gly Thr 
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345 350 


Leu Pro Gin Arg Val Gly Leu Ala lie Asp Leu Tyr Ala Leu Gly Gin 

355 360 365 

Ala Leu Leu Glu val lie Leu Leu Gly Arg Leu Pro Gly Gin Leu Pro 
370 375 " 380 

lie Ser Val His Arg Thr Pro His Tyr His Tyr Tyr Gly His Lys Leu 
385 390 395 400 

Ser Pro Asp Leu Ala Leu Asp Thr Leu Ala Tyr Arg Cys val Leu Ala 
405 410 415 

Pro Tyr lie Leu Pro Ser Asp lie Pro Gly Asp Leu Asn Tyr Asn Pro 
420 425 430 

Phe lie His Ala Gly Glu Leu Asn Thr Arg lie Ser Arg Asn Ser Leu 
435 440 445 

Arg Arg lie Phe Gin Cys His Ala val Arg Tyr Gly Val Thr His Ser 
450 455 460 

Lys Leu Phe Glu Gly lie Arg lie Pro Ala Ser Leu Tyr Pro Ala Thr 
465 470 475 480 

Val Val Thr Ser Leu Leu Cys His Asp Asn Ser Glu lie Arg Ser Asp 
485 490 495 

His Pro Leu Leu Trp His Asp Arg Asp Trp lie Gly Ser Thr 
500 505 510 

<210> 47 
<211> 246 
<212> DNA 

<213> Varicella zoster 
<220> 

<221> CDS 

<222> (1)..(246) 

<400> 47 

atg gga caa tct tea tec age ggt cga gga gga ate tgt gga ttg tgc 48 

Met Gly Gin Ser Ser Ser Ser Gly Arg Gly Gly lie Cys Gly Leu Cys 

1 5 10 15 

aaa egg tac aac gag ctt gtt acg tgc aac gga gaa acc gtt get ttg 96 
Lys Arg Tyr Asn Glu Leu Val Thr Cys Asn Gly Glu Thr Val Ala Leu 
20 25 30 

aac tea gag ttc ttt gaa gac ttt gac ttt gat gag aat gta aca gag 144 
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Asn Ser Glu Phe Phe Gl u Asp Phe Asp Phe Asp Glu Asn val Thr Glu 
35 40 45 

gac gcc gat aaa tec aca caa cgc cgc cca cga gtg ate gat gta aca 192 
Asp Ala Asp Lys Ser Thr Gin Arg Arg Pro Arg Val lie Asp Val Thr 
50 55 60 

cca aaa cga aaa cct teg gga aag age tec cat tec aaa tgc gca aaa 240 
Pro Lys Arg Lys Pro Ser Gly Lys Ser Ser His Ser Lys Cys Ala Lys 
65 70 75 80 

tgt taa 246 
Cys 


<210> 48 

<211> 81 

<212> PRT 

<213> Varicella zoster 

<400> 48 

Met Gly Gin Ser Ser Ser Ser Gly Arg Gly Gly lie Cys Gly Leu Cys 
1 5 10 15 


Lys Arg Tyr Asn Glu Leu val Thr Cys Asn Gly Glu Thr Val Ala Leu 
20 25 30 


Asn Ser Glu Phe Phe Glu Asp Phe Asp Phe Asp Glu Asn val Thr Glu 
35 40 45 


Asp Ala Asp Lys Ser Thr Gin Arg Arg Pro Arg Val lie Asp Val Thr 
50 55 ~ 60 


Pro Lys Arg Lys Pro Ser Gly Lys Ser Ser His Ser Lys Cys Ala Lys 
65 70 75 " 80 


Cys 


<210> 49 

<211> 735 

<212> DNA 

<213> Varicella zoster 
<220> 

<221> CDS 

<222> (1)..(735) 

<400> 49 

atg aaa aat ccg cag aaa tta gcg ate aca ttc ttg ccg etc tac gtg 48 
Met Lys Asn Pro Gin Lys Leu Ala lie Thr Phe Leu Pro Leu Tyr val 
15 10 15 


ate cca acg tac acg ttg tgt att aaa gca ttg tat aaa aac acg cat 
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lie Pro Thr Tyr Thr Leu Cys lie Lys Ala Leu Tyr Lys Asn Thr His 
20 25 30 

gcg ggc ttg ctg ttc tea ttt eta ggt ttt gtc tta aat aca ccc gec 144 

Ala Gly Leu Leu Phe Ser Phe Leu Gly Phe val Leu Asn Thr Pro Ala 
35 40 45 

atg age ate tct gga ccc cca acg acg ttt att tta tat agg tta cat 192 

Met Ser lie Ser Gly Pro Pro Thr Thr Phe lie Leu Tyr Arg Leu His 
50 55 60 

ggg gtt agg egg gtt ctt cac tgg act tta ccg gat cat gaa caa aca 240 

Gly Val Arg Arg Val Leu His Trp Thr Leu Pro Asp His Glu Gin Thr 
65 70 75 80 

etc tac gca ttt acg ggt ggg tea aga tea atg gcg gtg aag acg gac 288 

Leu Tyr Ala Phe Thr Gly Gly Ser Arg Ser Met Ala Val Lys Thr Asp 

85 90 95 

get cga tgt gat aca atg age ggt ggt atg ate gtc ctt caa cac ace 336 

Ala Arg Cys Asp Thr Met Ser Gly Gly Met lie Val Leu Gin His Thr 
100 105 110 

cat aca gtg acc ctg eta ace ata gac tgt tct act gac ttt tea tea 384 

His Thr Val Thr Leu Leu Thr lie Asp Cys Ser Thr Asp Phe Ser Ser 
115 120 125 

tac gca ttt acg cac egg gat ttc cac tta cag gac aaa ccc cac gca 432 

Tyr Ala Phe Thr His Arg Asp Phe His Leu Gin Asp Lys Pro His Ala 
130 135 140 

aca ttt gcg atg ccg ttt atg tec tgg gtc ggt tct gac cca aca tct 480 

Thr Phe Ala Met Pro Phe Met Ser Trp Val Gly Ser Asp Pro Thr Ser 
145 150 155 160 

cag ctg tac agt aat gtg ggg ggg gta eta tec gta ata acg gaa gat 528 

Gin Leu Tyr Ser Asn vat Gly Gly val Leu Ser val lie Thr Glu Asp 

165 170 175 

gac eta tec atg tgt ate tea att gtt ata tac ggt tta egg gta aac 576 

Asp Leu Ser Met Cys lie Ser lie val lie Tyr Gly Leu Arg val Asn 
180 185 190 

aga cct gac gat cag acc aca cca aca cca acc ccg cac cag tat aca 624 

Arg Pro Asp Asp Gin Thr Thr Pro Thr Pro Thr Pro His Gin Tyr Thr 
195 200 205 

teg caa agg egg cag cct gaa acc aac tgt cct tct tea cca caa ccg 672 

Ser Gin Arg Arg Gin Pro Glu Thr Asn Cys Pro Ser Ser Pro Gin Pro 
210 " 215 220 

gec ttt ttc aca tea gac gac gac gtt ctt teg tta ata tta egg gac 720 

Ala Phe Phe Thr Ser Asp Asp Asp val Leu Ser Leu lie Leu Arg Asp 
225 230 235 240 

gec gca aac gcg taa 735 
Ala Ala Asn Ala 


<210> 50 
<211> 244 
<212> PRT 
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<213> Varicella zoster 
<400> 50 

Met Lys Asn Pro Gin Lys Leu Ala lie Thr Phe Leu Pro Leu Tyr Val 
1 5 10 15 

lie Pro Thr Tyr Thr Leu Cys lie Lys Ala Leu Tyr Lys Asn Thr His 
20 25 30 

Ala Gly Leu Leu Phe Ser Phe Leu Gly Phe val Leu Asn Thr Pro Ala 
35 40 45 

Met Ser lie Ser Gly Pro Pro Thr Thr Phe lie Leu Tyr Arg Leu His 
50 55 60 

Gly Val Arg Arg Val Leu His Trp Thr Leu Pro Asp His Glu Gin Thr 
65 70 75 80 

Leu Tyr Ala Phe Thr Gly Gly Ser Arg Ser Met Ala Val Lys Thr Asp 
85 90 95 

Ala Arg Cys Asp Thr Met Ser Gly Gly Met lie Val Leu Gin His Thr 
100 105 110 

His Thr Val Thr Leu Leu Thr lie Asp Cys Ser Thr Asp Phe Ser Ser 
115 120 ' 12 5 

Tyr Ala Phe Thr His Arg Asp Phe His Leu Gin Asp Lys Pro His Ala 
130 135 140 


Thr Phe Ala Met Pro Phe Met Ser Trp val Gly Ser Asp Pro Thr Ser 
145 150 155 160 

Gin Leu Tyr Ser Asn Val Gly Gly Val Leu Ser val lie Thr Glu Asp 
165 " 170 175 

Asp Leu Ser Met Cys lie Ser lie val lie Tyr Gly Leu Arg val Asn 
180 185 190 

Arg Pro Asp Asp Gin Thr Thr Pro Thr Pro Thr Pro His Gin Tyr Thr 
195 200 205 


Ser Gin Arg Arg Gin Pro Glu Thr Asn Cys Pro Ser Ser Pro Gin Pro 
210 215 220 


Ala Phe Phe Thr Ser Asp Asp Asp val Leu Ser Leu lie Leu Arg Asp 
225 230 235 240 
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Ala Ala Asn Ala 


<210> 51 

<211> 124884 

<212> DNA 

<213> Varicella zoster 


<220> 

<221> CDS 

<222> (5569). .(6405) 

<220> 

<221> CDS 

<222> (6553). .(7095) 

<220> 

<221> CDS 

<222> (12245). .(12553) 
<220> 

<221> CDS 

<222> (15752). .(19684) 
<220> 

<221> CDS 

<222> (20400). .(21803) 
<220> 

<221> CDS 

<222> (23666). .(24583) 
<220> 

<221> CDS 

<222> (25259). .(25474) 
<220> 

<221> CDS 

<222> (31035). .(32030) 
<220> 

<221> CDS 

<222> (54592). .(56217) 

<220> 

<221> CDS 

<222> (60132). .(60908) 

<220> 

<221> CDS 

<222> (60975) .. (62714) 
<220> 

<221> CDS 

<222> (62747). .(64564) 

<220> 

<221> CDS 

<222> (74249). .(77833) 
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<221> CDS 

<222> (80267). .(80737) 

<220> 

<221> CDS 

<222> (80864). .(81673) 

<220> 

<221> CDS 

<222> (81747). .(82454) 

<220> 

<221> CDS 

<222> (94410). .(95861) 

<220> 

<221> CDS 

<222> (96040). .(98367) 
<220> 

<221> CDS 

<222> (98392). .(99312) 
<220> 

<221> CDS 

<222> (101091). .(102317) 
<220> 

<221> CDS 

<222> (102407). .(103627) 
<220> 

<221> CDS 

<222> (103772). .(105454) 
<220> 

<221> CDS 

<222> (114218) .. (115408) 
<220> 

<221> CDS 

<222> (116308). .(119559) 

<220> 

<221> CDS 

<222> (119611). .(120633) 

<220> 

<221> CDS 

<222> (120744). .(122102) 

<220> 

<221> CDS 

<222> (122438). .(122977) 

<220> 

<221> CDS 

<222> (123970) .. (124296) 

<400> 51 

cctctcccgg ggtccgccgg gcgcccagaa accggggggg ggttattttc gggggggggt 
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ccgcccgcac agacagacag acactttttt 

CdLdddddCC 


y 1. 1. c c y c 1. 1. 1. 

CdCCddCddC 

aaacagtccg 

cgcgccagtg 

gcgctcacga 

gaaaaggagg 

iou 

ggac tccg ll 

acccccgact 

ctgcgggggg 

ctcctccccc 

cgcgccctcc 

ccacacatcg 


-I— s— s— +- s— /~i -I— s— s— +- 

llc teg llcl 

c 99 a 99 ac 9 a 

ggacgaggac 

aacagctcca 

ccttgaccgc 

c ggg c g caaa 

JUU 

cccdcccyyc 

ggtctcgcag 

cacacccggg 

gccaccgaca 

cgatgctcac 

cccaaaggat 

JDU 

gaccccggrg 

cy tccccy tc 

gtccccgccc 

ccctcctcgc 

tgtcccacgc 



cccacc llcc 

aatcgtccag 

ctccaaagcg 

tgttctctgt 

cgtctgcggt 

s^i S— /^i S— S— r~* S— 4~ r°\ 

gcgccgctgt 

Ann 

s— /~i s— s— s— s— /~i s— s— +- 

cgccccgcct 

/~i /~i /~i 4~ 4~ 4~ /— 4~ /"i ^ 

gggtttctga 

cggccgttcc 

gagcccccgt 

ggtgtccgaa 

cacgaaccgr 


/~i -I— -I— s— s— /~i -I— s— /~i s— 

gttccgtcgc 

tcccc Lccaa 

caccgtctcc 

gcggccccaa 

aacegggegg 

S— S— -\ S— -\ 4~ 4~ 4~ 

ccacarracr 


ctgggaatcg 

ggggg a ggg c 

attccgagcc 

tcgtccgccg 

aegcatacag 

cgccaccgac 


cgaccggcca 

c gggLgg aa g 

cacgagtggt 

tetgeggcag 

ggtcgggttc 

cagcagggcg 


tggcggcaaa 

acaccc Lege 

ccaggtgggt 

acgtcgccgg 

cctccggccc 

ggcggccccc 

/ ou 

ggtc Lccg lc 

cctcgggaag 

gaagacgggt 

egaagegegg 

cacccaggcc 

/— /— -\ 4~ /~a 4~ 4~ 4~ 

ecategg l l l 

OHV 

gctgcgcggi: 

ggctargrgc 

cgcctcgtcc 

acaaagtegg 

ctgccccgag 

CCCCdydCCC 

yuu 

cgagactgtc 

gcgcgaggrc 

cttgcaaccg 

tcaaaacccg 

geagcaegta 

c ty ccy y td l 


tcacggggcg 

a cagggggac 

gcgggtcttg 

gggcccgcgc 

gggtacacac 

ggrg Tzargcg 


cLCy ItCCCaC 

cy cy y CdCda 

acacaggggt 

tgttcgcccg 

ggtacaggtt 

y y edddcy cd 

iuou 

/-•J +- /— ■ +- s— /-*J +- ~\ s— 

grcrcgatac 

gagcaaaac l 

cgctggccca 

aaggtgcgcg 

aegatgeaaa 

cacggcccgg 


/— /-^ —i /~i 4~~ /~ /"~ 4~~ 4~~ 

gegagLcett 

ccy cy dccy c 

cgagtctggc 

categgaega 

cggcctgggc 

gtccggrcgc 


gccggggccc 

ggacgracac 

gtgatactga 

gaeaaagegg 

gtccatccct 

gggccaccrc 


tc 9 a 999 cca 

f— f— /-A f— /-A 4"- f~ f~ -~\ -~l 

ccgcgrccaa 

caccagcaac 

cggcgccggg 

cagaggecaa 

ccgcgagccr 


agaracrcga 

cggccccggc 

aaaggecagg 

tetegggteg 

acagtaataa 

aacgccccgg 

i 3sn 

ycyrrcdddy 

cggacacgtc 

cggcgggccg 

gtccagttcc 

cggcccaggc 

atgagtgctc 


99 ca 99 caca 

dccy y iiaci 

cagggctgcc 

aggaccacag 

acagtccccc 

tegggargga 

IjUU 

ci.ccdi.ydcy 

y ccccy y dec 

tgtcgegagg 

gtgetctega 

gggggccgtt 

y dT_y T.CCT.CT. 


f f r\r\r\f ~± r~ r\ 

ccgggcaacg 

y di. c y i. dy di. 

gatcagaagc 

ctcacatcct 

ccgggtctgg 

y deccy ccy c 


atccaggcgc 

accrccgrcg 

cagcgcctcc 

actccgctgg 

gtggaccaaa 

c c g r c g g r c r 

i con 

ccrccgcccg 

gacgccgagc 

ggegatttec 

gccaaggcgc 

egggatcaaa 

gerragegea 

i 74n 

gggcgccagg 

ccgtgggaaa 

caatgggtcg 

tcgaccagac 

gggcgatggt 

ttcgggggta 

1800 

cagtacgcct 

tgcgagcctg 

gtccgacggg 

aceggggtat 

gcagggcccc 

ceggggaata 

1860 

cgccgaaatc 

ccccgtttgg 

ggccggtccg 

tcaagtggca 

tegttattae 

ggcgggggga 

1920 

tccaccacag 

ggcccgaggt 

gatggtcacg 

ggcteggata 

cccgcctctt 

ggccttggaa 

1980 
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accacatgai: 

s— rA +- r~~ +~ /~i r~~ y™ 

cgtctgcaac 

f— f— f~A f~A f~A f~- f~A 4~ /~ /~ ' 

ccgggcgtcc 

r-A s— s~a — \ s— /~a n n -\- n 

gcgacgggtg 

4~ 4~ r~ r~ 4~ ^ -1— 

tctcccraat 

s— 4~ 4~ n 4~ r~~ n n n 

cttgtcgagg 


aggcmctgc 

tctcgactgg 

ctgggacTtg 

r— /-a s~ 4~ 4~ rA r~~ 

cgcttgcgcg 

gagt Lcgraa 

— \ /— rt 4~ r~~ 4~ r~~ r~~ 

acgatcatcc 

^ ±w 

ggtggacaca 

cagaaagaga 

gcgtgcggcg 

rA s~ rA r~ f~A rA. r~ ^ 

gccgacggct 

gagggtcggg 

-»i rt r~~ r~~ 4~ n 4~ /~i 4~ n 

agcctgtgtg 

^ ±ou 

gccggggttg 

ttggagaagg 

gtgaccgcgg 

gagarccgcg 

ccgccggac l 

rt n n r~ r~~ r~~ n 4~ 4~ 

ggagcccgtt 

LLL\J 

gcctcggggt 

— \ 4~ /~i /~ /~ 4~ /~i /~ 4~ 

atgccatgct 

ggcaaaggct 

r~ ~i~ n r~ n n n r~ 

ctgcggagac 

Tcrgraggai: 

aaagrgtttt 


tgggcccggt 

cgtatcgacg 

gc tea tagcc 

acggccgcgg 

r~r~/~ir~rA\'t~rA\rA\rA\rA\ 

ccgcgtgggg 

gagagcccag 


d.gyyccT_ccc 

ccgtggccai: 

rA rA /— 4~ 4~ /— /— 4~ 

yyc l Lcycc l 

aca Lgcggaa 

S~rA\rA\rA\'^rA\'^f~rA\f~ 

c 999 a 9 ac 9 c 

"l _ "^y~y , |y~"l _ y~y~y~y~ 

Ld.cyc LCCCC 

i Ann 

giaacggcgg 

tacccgcccg 

icccgg iiggc 

aacaycti;!;!; 

ggtagaac tg 

g l rcagggcc 


gagttgacac 

/~ /~i /~i 4~ /— ^ /"i /— 4~ 4~ 

cggtcagcrr 

ggggttctgg 

— \ n r~~ r~~ ~\ 4~ /~ "H 

agccangcra 

4~ n n n 4~ r~ 4~ r~ 4~ 

raggg lc lc l 

grctggacag 

~> c;9r> 

tagatcaggi: 

taa Lcagcgc 

/"i /— rA rA 4~ 4~ /^l 4~ 

gcggtacrgT: 

4~ *^ /^i r~~ r~~ r\ r\ n +■ 

ctagccggat 

c rcccaac lc 

y~rtrty~"^y~y , i"l _ "^ 

cggcacgraa 

~> i;sn 

L. JOV 

agcggcacgg 

/~i 4~ 4~ /— /— /^i 4~ 4~ /^i 

grrccgr tga 

/~i rA /— 4~ rA 4~ *^ 

ggcctcgtaa 

/-^ — \ /-^ r~~ r~~ r~~ r\ r~~ r\ 

cgagcccgcg 

ccgc lc rcac 

agcc Lcarcc 


tcccag Lgac 

4~ /— 4~ /~ 4~ /^i r°\ 4~ 

CCLCLCLggL 

c Lccccggac 

/-^ n 4~ r~~ r~~ ~\ s ^ s~ s~ 

gg Lccaaacc 

gcaccc rg l l 

rA rA 4~ rA rA ~\ rA n 

ggatgggagg 


ggtgccgatc 

cgggccaagg 

gc l Lccg teg 

n n s— ~~\ 4~ r~~ ~\ ~\~ r\ ~\ 

ggca rca rga 

s~ rA\ rA\ s~ s~ s~ s~ rA\ 

gcggccccga 

/— -\ /— /— rA rA rA rA rA ^ 

caccggggga 


— 1 4— 4— — i 4— r~~ rA /-^ /-^ rA 

attatcgggg 

l lc tgga Leg 

cggcagggaa 

aa rga l l lc l 

/-^ 4— /— 4— /— 4— /-^ /-^ /— /-^ 

gtcrcrggcg 

ccccgg l lcc 

9S90 
COCK) 

cccgcaagac 

grrrggLCLL 

acgaa lcc lc 

ggatcgggac 

cgctgatgga 

4 - /~/~ii4 - i4 - /~/~/~ 

Lcgararccc 

9ssn 

rt/"i4 _ -Hrtrt^^^^ 

ggttggatat 

rrrgrrtcgt 

cgacccacca 

LCd.LLLyd.yL 

ccgda Lea. lc 

cgaarrrgac 


ggggaagggg 

cgtgttcgcg 

tccggacctg 

rA\ r— r— ^ rA\ ^ —\ ri 

crgcc rg rag 

i--t--t-/-^/--t--t-/-/- 
rrrcacrrcc 

Caccgaaacg 


cgccggggtt 

Catcy ICttC 

arccrccgar 

gacgatcccc 

acgacgagga 

a 9 a gg a ^gaa 


ycLCy cLcLcLCcLd. 

cLC t C cLC y cLC t 

crrrggcrrr 

rrcrccacty 

yycty icaic 

r~ -\- r~ ~\ ~\ -\- r~ CA CA CA 

ctcaatcggg 

31 9D 

4-y~4 _ rtrt4 _ rty~rt4 _ 

tctggtgcgt 

/~a /~i /~i 4- 4- 4- 

gggarcmcc 

cggcagggcc 

— \ — \ — \ — \ /-iy— 4-/— 

aaaaacgcrc 

4— -~> rA 4- 4- 4- r~ r- 

raggmrgcc 

y~ y~ y~ y~ rt"»y~ rt"» —> 

ccccgacgaa 

3i sn 

jloU 

cgtccaggga 

cgcgaggtgt 

4— — ^ 4- f~A f~A 

tataccccgg 

gcatcatg tt 

4— f— f— 4- 4- /~a 

tccttgggcg 

rt rt 4- ^ 4- y— ^ 4- s~ rt 

ggtatcatcg 

39/in 

rt 4- y~ 4- y~ — \ 

grcrcaaacg 

gcaggtccgc 

4- 4- 4- /~i 

cmTigccccc 

ttagcgggaa 

cgcrgrccga 

— > -*rtrt"»y~rt4-rtrt 

aaggacgtgg 

3 3nn 

4— — ^ y~ — ^ — \ 4- 4- n r~ +- 

racaarrgcr 

—\ /~A /~A /~A f~ 

caaccgggcc 

gggtacaggt 

ccaccgggn 

4~~ y^ y^ y-^ /~ /~a r~ r~ rA rA 

rccgcgccgg 

rt —% rt 4~~ rt rt rt r~ r~ 

9 a 9 t 999 acc 

jjDU 

rraaccrrca 

aagrcrrrTiTi 

cmcgggcrc 

4~ 4~ 4~~ 4~ rt rt 

TirTicccrgag 

s~ r~A n rA r~ r~ rA 4~ 4~ rA 

cgggccgttg 

—\ rt 4~~ 4~ 4~ 4~ s — 4~ rt rt 

agmmcrgg 

349n 

agaacracrc 

cgrcccccga 

rgcargcgca 

4~ rA ~~\ r~ r~ r~ rt r~ 4~ 4~ 

rgacccgcn 

y~i r~ 4~ /~ -~\ 4~ /~ r~ r~ 

gcrcarcgcc 

cggcmrrra 


cccgagatgg 

— \ +- /~A "~\ /~A +" +- +- « 

acrgagrrrg 

r c r g r c r c g a 

rggaccaccg 

— \ s~ y-i r~A r~ ~% ~% ~% r~ r~ 

acggcaaacc 

4-rtrt4-rt - ^ — \ 4- 4- 4- 

tggtgaattt 

0 J'tU 

cctctcgtcg 

tttgtcgggg 

tatagaccgc 

tggtcttccc 

gttgatcgtt 

cccggcggcg 

3600 

tctccaacag 

gagacgcggg 

ggatacaggg 

gagaaggcct 

gcgggaacgg 

aggggtcgta 

3660 

cctctgcccg 

tttccccatc 

gttcatcggt 

ggttttggag 

acctagcaag 

cttcgttccg 

3720 

agagagactg 

tctcaaggga 

gcgatcggct 

cctgttggtt 

ctcgcgcgcc 

ggcctccgag 

3780 

aatcgggtgt 

ggaagacctc 

ggccagcggg 

attacaggcg 

agcccattag 

atcctgaccg 

3840 
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-1— f— f— 4~~ f— /~i f— — \ -1— — \ 

tcctcgcata 

s— /~i 4~~ /~i 4~~ /~ /~i 4~~ /~ 

cgtagtcgtc 

591508037SeqLi stAug2010 
ttgtgttagc tcttcgccaa catcttccgt 

4~ /~ 4~ /~i /~i /~i 4~ 4~ /~ 4~ 

tctgggttct 


ggttgaagtc 

ccgatacgga 

gggaattgaa 

acgatctcgt 

gttcccgtcc 

caccatgacc 

jjDU 

/— /— /~i -i— -i— s— 4~~ s— 4~~ s— 

ccgttctctc 

caaatagtag 

atcgtcaggc 

tgactcgagg 

tgaccacccg 

r~* /~i s— s— s— 4~ /~i 4~ /~i 4~ 

ggccctgtgt 

HVJL.V) 

-I— s— /~i /~i /— /~i /~i s— s— /~i 

tcggcggccg 

ccgcggccgc 

gtccaacagg 

tccattaact 

ccaaagtatc 

a 99 c 9 acccc 

HVOV 

gcgcgttggg 

gtgtagagcg 

ctgcatcggc 

ggcgtatcca 

tcgcactggg 

rt +■ f% ^ 4-4-4- T n 

grgcLarT-T-cig 


acgtacccga 

/~i 4~ 4~ 4~ 4~ /~ /~ — \ 

gttTmccaaa 

cgctctcgca 

gccttcaaag 

gattgcgatt 

S— r~\ 4~ 4~ /~i /~i 4~ /~i 

gcggttggtg 


a 999 a 9 ttcc 

aacagtactt 

aaaacgtgtt 

gtgccccccc 

ctcgaccgca 

4 \4-4-4-/~/~4-/~/~ 


ccgtgtcgtc 

accgtgtaaa 

tattcttaat 

gataagacga 

tgtagtgatt 

ggacgagact 


c 9 a 99 c 999 a 

agttcatgga 

ccatagtatg 

cgtttaagga 

gagaccgctg 

gttggcgatg 


tacgcccggt 

gtc La Lrrcc 

gcatacctta 

caacatcata 

acaagggata 

ccagacargr 


/~i — \ — \ -I— -I— -I— /— — \ -I— +- 

gaatttcatt 

raca Largrr 

taaataacaa 

ccaatcatcg 

tgtgtctaca 

gacga tarar 

t jUU 

ddldldCaLa 

aacacaa l tg 

gggttgtctc 

acatgcaaaa 

catcttatat 

aacacggg l l 


/~i -1— 4— -1— s— s— *-\ s— /— /— 

gmmccaccc 

a Lccggca lc 

tagttaatca 

aatgcacgtc 

gacggtgtgt 

4h4h/~4/~4/~44h/~/~/~4h 

l tggg lccc l 


/— 4— r— /— 4— /— /-^ 4— ■ 

crccgrcg lc 

— \ 4~ 4~ *^ /^i 4~ 4~ /^i 

a rracg l teg 

cgcaatcaac 

aagcgtatac 

accaccaccc 

c tcccaacga 

HOOU 

4 — 1 » 4- /i 4- / 1 n n 

ttatgtcagg 

cggcacgaag 

cccgcgataa 

cccataaaat 

acacacgggg 

ttgtggtgtt 

Al AC\ 

cacgraaccc 

cccgccga rg 

gggagggggc 

gcggtacccc 

gccgatgggg 

agggggcgcg 

HOW 

graccccgcc 

gatggggagg 

gggcgcggta 

ccccgccgat 

ggggaggggg 

cgcggraccc 

HoOV 

cgccgatggg 

gagggggcgc 

ggtaccccgc 

cgatgtttat 

aaccataatt 

crcraaaccg 


4— 4- r~\ 4- —i /~j — i -» -» 

rrgragaaaa 

^_ _ _ _______ 

rcacaaaaaa 

atttattcaa 

aaacaagtcg 

aagaacttca 

4— —> 4- f~~ 4- —> r~\ r~\ t— 

rarcrgaggc 


argraaaccc 

/i 4~ 4~ /~i 4~ 4~~ 

gmcgcacTiTi 

cctggggtgg 

aatggggtgg 

ggtggggggg 

tgaaaaaggg 


999999 ttaa 

attgggcgtc 

cgcatgtctg 

tggtgtacgc 

caatcggata 

, — j/— 4-/— 4-4-4-4-ri 

cacrcrrrrg 

DD 

~\4 — /~4-/~i/~~\4 _ 4 _ /~ 

arcrgcamc 

gcacmcccg 

ttttttcact 

gtatgggttt 

tcatgttttg 

gcatgrgrcc 

jlDU 

aaccaccgrr 

/~/"i/""~*/""4 _ 4 _ 4 _ /""4 _ 

cgcacmTicTi 

ttctatatat 

atatatatat 

atatatatat 

araragagaa 


agagagagag 

4--l--l-/--l--l-n-l--l-/- 

rrrcrrgrTic 

gcgcgtgttc 

ccgcgatgtc 

gcggttttat 

nn/^n4-n4-n«/ , i 

ggggtgtggg 


/—I /->■ /—■ H — 1 — 1 — 1 — 

cgggctt l lc 

acagaanaLa 

tatattccaa 

atggagcggc 

aggcttttta 

aaat c g at i; i; 


gacgtgataa 

aaaaaaacac 

acggggcccc 

cccctttttt 

tggtgttata 

aaggcaaccc 

5400 

aatcgaaggt 

ctcccgcccc 

ggaatccccc 

attgccattt 

tacccaagta 

gccttattca 

5460 

tagatgtaaa 

cgtttgggtg 

tgtgttttgt 

tgtgcagggt 

tcgtccgatt 

cataacgcga 

5520 

cagcgtcgag 

tcggttttaa 

gggaaaaggt 

tactacggcc 

ccaaggac atg ttt tgc 
Met Phe Cys 

5577 


1 

acc tea ccg get acg egg ggc gac teg tec gag tea aaa ccc ggg gca 5625 
Thr Ser Pro Ala Thr Arg Gly Asp Ser Ser Glu Ser Lys Pro Gly Ala 
5 10 15 
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teg gtt gat gtt aac gga aag atg gaa tat gga tct gca cca gga ccc 

Ser Val Asp Val Asn Gly Lys Met Glu Tyr Gly Ser Ala Pro Gly Pro 

20 25 30 35 

ctg aac ggc egg gat acg teg egg ggc ccc ggc gcg ttt tgt act ccg 

Leu Asn Gly Arg Asp Thr Ser Arg Gly Pro Gly Ala Phe Cys Thr Pro 

40 ~ 45 50 

ggt tgg gag ate cac ccg gec agg etc gtt gag gac ate aac cgt gtt 

Gly Trp Glu lie His Pro Ala Arg Leu val Glu Asp lie Asn Arg val 

55 60 65 

ttt tta tgt att gca cag teg teg gga cgc gtc acg cga gat tea cga 

Phe Leu Cys lie Ala Gin Ser Ser Gly Arg Val Thr Arg Asp Ser Arg 

70 75 80 

aga ttg egg cgc ata tgc etc gac ttt tat eta atg ggt cgc ace aga 

Arg Leu Arg Arg lie Cys Leu Asp Phe Tyr Leu Met Gly Arg Thr Arg 
85 ' 90 95 

cag cgt ccc acg tta gcg tgc tgg gag gaa ttg tta cag ctt caa ccc 

Gin Arg Pro Thr Leu Ala Cys Trp Glu Glu Leu Leu Gin Leu Gin Pro 

100 ~ 105 110 115 

acc cag acg cag tgc tta cgc get act tta atg gaa gtq tec cat cga 

Thr Gin Thr Gin Cys Leu Arg Ala Thr Leu Met Glu Val Ser His Arg 

120 125 130 

ccc cct egg gqg gaa gac gag ttc att gag gcg ccg aat gtt cct ttg 

Pro Pro Arg Gly Glu Asp Gly Phe lie Glu Ala Pro Asn Val Pro Leu 

135 140 145 

cat agg age gca ctg gaa tgt gac gta tct gat gat ggt ggt gaa gac 

His Arg Ser Ala Leu Glu Cys Asp Val Ser Asp Asp Gly Gly Glu Asp 

150 155 160 

gat age gac gat gat gqg tct acg cca teg gat gta att gaa ttt egg 

Asp Ser Asp Asp Asp Gly Ser Thr Pro Ser Asp val lie Glu Phe Arg 
165 170 175 

gat tec gac gcg gaa tea teg gac gqg gaa gac ttt ata gtq gaa gaa 

Asp Ser Asp Ala Glu Ser Ser Asp Gly Glu Asp Phe lie val Glu Glu 

180 185 190 195 

gaa tea gag gag age acc gat tct tgt gaa cca gac gqg gta ccc ggc 

Glu Ser Glu Glu Ser Thr Asp Ser Cys Glu Pro Asp Gly val Pro Gly 

200 205 210 

gat tgt tat cga gac gqg gat gqg tgc aac acc ccg tec cca aag aga 

Asp Cys Tyr Arg Asp Gly Asp Gly Cys Asn Thr Pro Ser Pro Lys Arg 

215 220 225 

ccc cag cgt gee ate gag cga tac gcg ggt gca gaa acc gcg gaa tat 

Pro Gin Arg Ala lie Glu Arg Tyr Ala Gly Ala Glu Thr Ala Glu Tyr 

230 235 240 

aca gec gcg aaa gcg etc acc gcg ttg ggc gag gqg ggt gta gat tgg 

Thr Ala Ala Lys Ala Leu Thr Ala Leu Gly Glu Gly Gly val Asp Trp 
245 250 255 

aag cga cgt cga cac gaa gec ccg cgc egg cat gat ata ccg ccc ccc 

Lys Arg Arg Arg His Glu Ala Pro Arg Arg His Asp lie Pro Pro Pro 
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260 265 270 275 

cat ggc gtg tag tctttataaa taaatacaat ggtttggctc gtgtcttttt 6445 
His Gly val 


ttgatgtctg tctgtggggg agtggggtgt tgtggatatt agagggtaga gggtgctggt 6505 

ttgaacgtct ccattaaccc acggggtccc cacacgggcc gtgtggt atg aat etc 6561 

Met Asn Leu 
280 

tgc gga tec cgc ggt gag cac ccg ggc ggt gaa tat gec gga ctt tac 6609 

Cys Gly Ser Arg Gly Gl u His Pro Gly Gly Glu Tyr Ala Gly Leu Tyr 

285 290 295 

tgc aca cga cac gat acc ccc gcg cac cag get etc atg aac gac gec 6657 

Cys Thr Arg His Asp Thr Pro Ala His Gin Ala Leu Met Asn Asp Ala 
300 305 310 

gaa egg tac ttc gec gee gcg eta tgc gec ata tct acc gag gec tac 6705 

Glu Arg Tyr Phe Ala Ala Ala Leu Cys Ala lie Ser Thr Glu Ala Tyr 
315 320 325 

gag get ttt ata cac age ccc tec gag aga ccg tgc gcg agt ttg tgg 6753 

Glu Ala Phe lie His Ser Pro Ser Glu Arg Pro Cys Ala Ser Leu Trp 
330 335 340 345 

ggg agg gca aag gac gec ttc gga egg atg tgc gag gag etc gca gcg 6801 

Gly Arg Ala Lys Asp Ala Phe Gly Arg Met Cys Gly Glu Leu Ala Ala 

350 355 ' 360 

gat aga caa cgt cca ccc teg gtt ccg ccg ate cgc aga gcg gtg tta 6849 

Asp Arg Gin Arg Pro Pro Ser Val Pro Pro lie Arg Arg Ala Val Leu 

365 370 375 

teg tta tta cgc gag caa tgc atg ccg gat cca caa teg cat ctg gag 6897 

Ser Leu Leu Arg Glu Gin Cys Met Pro Asp Pro Gin Ser His Leu Glu 
380 385 390 

etc age gag egg ctg ata ttg atg gca tat tgg tgc tgt ttg gga cac 6945 

Leu Ser Glu Arg Leu lie Leu Met Ala Tyr Trp Cys Cys Leu Gly His 
395 400 405 

gee gga ctt ccg act att gga ttg teg ccc gat aat aaa tgc ate cgc 6993 

Ala Gly Leu Pro Thr lie Gly Leu Ser Pro Asp Asn Lys Cys lie Arg 
410 415 420 425 

gee gaa tta tat gac cgc ccc ggg gga att tgt cac agg ctt ttt gac 7041 

Ala Glu Leu Tyr Asp Arg Pro Gly Gly lie Cys His Arg Leu Phe Asp 

430 435 440 

gcg tac ctg ggc tgc ggg tec ctt gga gtc cca aga acc tac gag aga 7089 

Ala Tyr Leu Gly Cys Gly Ser Leu Gly Val Pro Arg Thr Tyr Glu Arg 

445 450 455 

tec tga caccccatcc ctttatatag aaaaaaaaaa taaatttaaa acatacaccg 7145 
Ser 


gataaaagcg tactgttttt tatttaaatt tacacgctcg gcgttgcccc ggttcggtga 7205 

tcaccgggtc ttatctatat acaccgtgta actcgaaccc ccgtgactcc ctccaatcgc 7265 
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gttaccaaac 

T_CT_T_CT_T_CCg 

tatccgtaga 

ttccgagrcc 

regaaaregt 

ccactggaag 

/ D£ _> 

gccagcgtaa 

4-^/-^4-/-i/-4-4-4- 

ggttatacgg 

ggac LTigrcr 

accc Latagg 

ctttaaccct 

73RC; 

/ JOJ 

cattcgttta 

gccgtacaga 

4-4 »-»-»-»-»4 < 4- 

tacgagaca t 

aaaag Lac ra 

ctgctgcaag 

/ ^TT J 

s— s— s— 4~~ s— s— /~i /~i -I— s— 

ccctccggtc 

catgcggcat 

atcgtagaag 

rggrgacgrt 

/— /— /i /i /i /i 4~ 4~ 4~ 

ccggggttta 

/~i /~i /~i /~i /~i 4~ 4~ 

c 99999 l:aai: 

7c;nc; 
/ jUj 

-I— -I— /— s— 4~~ 4~~ rA /~i /~i -I— 

ttccttgggt 

4~ 4~ ~~\ /~i 4~ /~i 4~ /~ /~i 

ttagtagtcg 

ccggtggcTig 

accggccgtt 

ggeggaaarc 

cacgctcrtc 

/ JOJ 

aattgcgttt 

cLC cLcLcLcLI. y cLL 

c Lac Lg Lgga 

Lacaacag rg 

targe racgg 

S— 4~ 4~ -\ /-^ — \ 4~ /^i 

crrcaacatg 

7K9 c; 

cccgttaaaa 

j__ ——— — —— _ — 

tacaccacaa 

cLcLcLC g L d. L eld. 

Lcccgacaaa 

etcregggrg 

L cLT_ C T_ cLC cLcl a. 

7KR c; 
/ Do J 

4~~ +- 4~~ — \ — \ /-j +- /-j 

ctttaacgtg 

gtgcccccgt 

s— f-* 4~ 4~ *^ /^i 4~ 

cgtg raaga l 

ragaccaaag 

c iiaggc iicca 

4- —\ 4~ rA /~a 4~ 4~ 

tatgagata l 

774 t: 

tcccagacaa 

tatgcggtgt 

ag l La lc Lgc 

a Lg l rcacaa 

l l l Lgaraca 

/— 4~ /^i 4~ /"H 4~ 4~ /^i /~ 

c rgrgcrrgc 

/ CUD 

aacacgctgg 

gcraaargrg 

gcgaggraaa 

Lg Lacaaccg 

/-^ -\ -\ 4~ 4~ /~ 4~ 4~ 

gaar LcaraL 

gagagaggca 

/ ODD 

-I— -I— /~i /~i /~i /~i -I— /~i /— 

ttggggtgcg 

l Lgggargar 

acaaacacg l 

agaa La raac 

/— /i /— -\ 4~ 4~ /~a /~a 4~ 4~ 

cgcar rgg l l 

gacargragg 


atcgatgggg 

— — — j_ — — — — — — 

aca tacaacc 

ac lc Laacag 

caaa Lcaaa l 

/i /i /— /i /— 4~ 4~ 4~ 

ggege l Lear 

g rare l rara 

7QR t; 
/ yoj 

ctgaaga cgc 

a l tgccaagc 

Laaacg La lc 

accaac rgaa 

aaracargcg 

-\ r-\ 4~ r°\ 4~ -\ 4~ 4~ 

a.g tgg iddi l 

OVHD 

ccacatatga 

aactcagccc 

4~~ 4~ 4~ /^i /^i 4~ 4~ /^i 

etc ttggttg 

— \ — \ « 4~ 4~ ^ 4~ 

aggag l tac t 

gegggegtag 

/-1/-14-4-4-/-4-4-/-14- 

ggtttcttgt 

o±U j 

rmmcarcc 

ccr l rccagg 

rgaccaaaaa 

eg tggegtag 

g ragacg rac 

carcggagcc 

SI 

gcgcarg l lc 

caaa rg raca 

cacccaagta 

-t--t-M-t--t--t--t--t-/--t- 

rrgrrrrtct 

g Lccgaag ra 

4— 4— 4— /— — > /— 

crrrcaagac 


acccggrrca 

atctcggggg 

/~a /~a +- /— 4— —\ ~\ 4- 4- 

gg lc raa l lc 

gag l rca rca 

aacagrgrgc 

rcgrgrrrac 

o/o J 

aacaarccac 

y-1 y-1 4~ 4~ /~1 /~1 4~ /~1 

ggttggtccg 

^ — i — t— ^ — ^ — i — i— ^ — i — i— 
c r r c c r r c r r 

aCCt iQadda 

egg raacrga 

4— 4- 4- f~~ /~a /~a /*— ^ 

rmcggccaa 


s— 4— y-i — \ 4— r~ 4— 4— 

crgarccrcr 

rtag tcit 1 1 1 

ccgcgccLcLtc 

— — — — 4_ — — _ — — 

CcLCcL ICCaCC 

— \ /— /— — > /— 4- /~ 4- 4- 

accacgrcm 

gaaagcargr 

S4nt; 

tgtatgLLLL 

a. a. a. C a. I. a. I. a. I. 

gctggatggc 

gggcgctgcg 

LC LCLLy LclL 

aggttaatga 

04D) 

cggcaaaaag 

4- —i — * y~1 4- /~ 4- 

crccaagrcr 

cggtgtaccg 

gacrccataa 

— > 4- f~~ f~~ /~A f~~ 4- /~A -> —> 

arcegcrgaa 

4— t— /~A /~A 4- /~1 /~ 

tcggtgcgcg 

fit:? t: 
ojZ 3 

taaagtaaac 

/-« « « 4— — \ 4- 4- 4- 4- 

gggtgatttt 

cttccactga 

— * 4— — \ — \ 4- /^h 

cacctcaatg 

— v /-« 4- 4- 4- 4- 

agtctttggc 

f~- 4— 4— /-vj /-vj 4— 4- 4- 

cttggggttt 

O JO J 

4- /~4 /~4 *~\ 4- 4- *~\ — \ /-a — \ 

rggarraaga 

rcrccrrraa 

acacgrcacc 

/i 4~ 4~ 4H /~i 4~ 

g ra rigacgi 

4— /~i /~a 4- /~ /~ -> f~~ -> 4- 

Lggrccacar 

■t-+- -a /- -a 4- 4- 4- +- 

macaarrrr 

fiK4 t: 
ODH J 

— \ 4~~ /■*! 4~~ 4~~ /■*! 4~~ —\ 

argrcrgrca 

4- s~ s~ s~ /~a 4~ 4~ 4~ —i 

rcgccgmTia 

aegtagggat 

aacgtggatg 

cccg rarcgr 

ccccaagarc 

O/Uj 

s— 4— 4~~ /~4 4~~ /■*! —\ 

crccrgrgca 

/^i 4~ 4~ 4~ /^i 4~ 

gacarmgrg 

4- /~\ /~\ /i 4~ 4~~ /~a ~~\ 4~ 

tgggttgcat 

4~~ ^ — /i 4^ — 4H /~ 

raaccgmcc 

ccgctatcga 

raccacggcc 

0 / D J 

ctgattatac 

accccatggt 

gttcgtgtgc 

gttctctaaa 

aatccatcat 

aatcattacg 

OOTC 

00£ J 

tggccatata 

taaggtgagt 

tatgategta 

cgcttttcgc 

gaagactctc 

cccgatttac 

8885 

ccatgaagac 

tccgcatgat 

ctgaatggta 

gtaaggctca 

tataeggagt 

ttgtatccag 

8945 

tttgtcttca 

tcggtgtgaa 

aatcatcgta 

tegcaagacg 

gatgetctga 

ccggattcgt 

9005 

tatacgcaac 

gttcccgtga 

taattccgaa 

ccccatcaat 

acccccacca 

caggtttatt 

9065 

aactgtcccc 

atattacagg 

cgaccctcgg 

aatatagtca 

cttaaaacca 

cgcaattcgc 

9125 
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ctgctctcgt gtataccagc teggecttta 

aggcttcata 

Q1 R c; 

dddCatCCCC 

geccaaatgt 

gggcgtgtta 

acttatagtt 

aggagattct 

taatccttcc 

Oil a c; 

ccLcatatca 

caacgegtaa 

teaaaacget 

aaataaaacg 

catatagttt 

atllddtdld 

jjUj 

aaatccggga 

taattagttc 

tatttaacaa 

aegggtttae 

aacggaatgt 

gggggggatt 

yjoj 

CTmcgcgaat 

cgmgctagi: 

tgtgcaatgg 

cggcctccaa 

catcacatcg 

gattctggtg 


tcgcammg 

4~ /~i /~ /~ /~ /~ "I - "H 

raigccccit 

cttgtttttg 

tatttgggcg 

ataaattgga 

rgrr ttaa 


mctacgtcg 

/— 4~ "I - — \ /— /~i /— 4~ +■ 

CIlddCgCIL 

attacaataa 

caataaccat 

ggcggtgagg 

arcargacag 


acgctactat 

— \ /-j /-j — \ — \ 4~ *^ *^ 4~~ 4~ 

aggaaraar l 

ataagtagat 

tttctggagg 

atcattaagg 

gact t t tegg 

you j 

gtaacgtgga 

s— —\ +- — \ 4~ ^ ^ 4~ 4~ 

catatccgtL 

ggatatacgt 

gattttctat 

cccctcctta 

acaaeggact 

yoDJ 

tagtttctgt 

cgtaacaacg 

tcctcatgta 

accaagggtt 

atcctctaac 

gat l tacegg 

y 1 £j 

cacgaagatc 

aagcatatgt 

tgaaacaggg 

aggtacegga 

ccctttgggt 

g tegegggra 

3/ OJ 

aatcacacaa 

acgagc l Lg l 

tgaaaaaggg 

ctcttgtaga 

atatccattc 

rgragagacg 

QUA ^ 

gagaagrgra 

ga Laaccccg 

tgaatgttgt 

gatgegagee 

cgctgtatat 

dCdLLLdCdC 


caagaargaa 

accareggrg 

gatctgetat 

ggtctaaccg 

aacaagaagt 

— — — J_— — — — — — 

aca tacacac 


cage arc am 

4— 4— 4— /^i /^i 4~ 

rdxrecegg l 

ttggtaattt 

tcaacattac 

accagcatcc 

ggctctgttg 


aLaL CCgat C 

cgt rgagr ra 

ccataatgcc 

acgaatgttt 

gtacctacac 


1 008 R 
1UUO J 

cgcrcgrrcr 

aatccgggga 

catccgtcgt 

atcttattac 

ttgtactgac 

eggaaacaaa 

1 Ol 4 ^ 

acgccaccgr 

atecgegrat 

aacagttcca 

gtgttccgct 

atagtttgtc 

ccggtaggta 

i o?o<; 

±\JL.\J J 

y-J 4— 4— y-i 4— 4— 

grrgcrcrcc 

aaraaagaca 

agctgtcctt 

ttatctctgt 

ataattatca 

4~ 4~ 4~~ 4~ /~a /~ ^ 4~ /~a /~a 

ittigcdtgg 


gaaraaggar 

agaegtgaga 

ctgctgttaa 

ettgeaaget 

cacgtggtcg 

ccemgaaga 

1 05? t: 

+- s~ — \ — \ — \ /-j 4~~ 4~~ 

reaaagegm 

s~i f~\ 4~~ 4~ 4~ /~a 4~ 

ggrcacrrgTi 

atgtaaaata 

taaeggcega 

tatcaaacat 

4— /~i -~> 4- 4- —> -~> — > — > 

rggarraaaa 

1 o^at; 

acarcgegar 

raaargaggc 

gcaccagtat 

acccaactac 

accgaagagc 

— > /-^ /— 4- f~~ 4- 4- /~i -\ 

agctctgtga 

1 Ozlzl R 

geegggggag 

gggacgcttt 

tcagcgctac 

tacaatgtta 

agaaaatgat 

cccgtgtttt 

±UdUd 

- l -4- / -^--4--4- ri -4--4- r1 

axecrrgrrg 

taatggggcg 

tgactctgta 

ttaagtttct 

attggttatg 

4J — |— —i 4J — 1 — 1— 4J— -1— 

1 ncct; 

IUjDj 

-1— -i/— i-i— —i4J — 1 — 1— 

ragrcirrrcd. 

— \ — \ — \ — \ 4- 4- /~i s~~ /~\ 

aaacamgcg 

cgtttgtacc 

etatttgect 

taacgggtta 

4— r~- /~i 4- 4- ^ 4- —> 

racgmaraa 

1 OK? t: 

— \ — \ — \ — i 4- 4- 4- —i 

acacaarrra 

racaararm 

tattaacagg 

cttaatgaat 

tttaatctcc 

aacrrccam 

1 OK8 1; 

— \ 4- 4- 4- 4- 

ggatttggat 

atggatcggg 

aagagtttgg 

aaaacagagt 

ggttaagcaa 

/— — \ /— /— 4- /~ 4- 4- 

caccrcrgcr 

1 074 1: 

gatggtcgat 

gaegrgegre 

aaacgataac 

atcttacata 

tcaaatactc 

caaarcaarr 

1 oaot; 

ggcaactcat 

atagatttgt 

ccacaatggc 

ctggatccgg 

gttttcgaga 

agaccgtttt 

10865 

gccaaaccaa 

tgtattgtcg 

acgaagattt 

gatgtagggt 

taatgggaaa 

ttcattggga 

10925 

tgagttccag 

ategtegtat 

aataagttta 

atttgacget 

cactgtcaca 

attgecatet 

10985 

aaaccgtctc 

gttcaaataa 

cgagttctgt 

cctgtagcca 

tttcaaataa 

tacaatcccg 

11045 
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gcactccata tgtccacggc aggtccatat ggatctctag ccaataactc aggagagttt 11105 

gtggcgattg ttccagccca gccataatac ctgttggcat taatatccac ggggaaacac 11165 

gctgctccaa agtctcccac acaaacatca cctgggtggt taataaatat attttcagat 11225 

tttatatcac ggtgaataat actgttatta tgaagatact gtaacgcgcg taatacagat 11285 

cgctgaattg ctaaaatgtc acatatgggg aggttgcgct ttgcagctag atagcagtat 11345 

aaatctgttc ggtaacgtgg taatataaga catgtcattt tgttatacgt aaacgttcct 11405 

ttaagctgta caacggatgg gtgggttaac gctcttaaca cggttgcctc ggtggccgtt 11465 

ccttgacgtt gacccgcttt aatgaccaca tgttcacatg ttttactgtc catacacgca 11525 

aacgcaaaac cttccgcccc tggtgtaaac gtttttaata ttacaaatcc cgctttatta 11585 

attccaacgc gtgcttctgc gcacaatgcc acagaggctt cggcttcagt ttcgtgtaca 11645 

ccatcaaata tattaaaaga ctgtatatcc atgttaacgt cataattggg atcatcctca 11705 

gattctatgc cgggcgacat ttcaactgga aacatctgtt gtataaaccc acatgtttgc 11765 

ataatatgtg acggtgatgt tgagatggcg ccacggaact ttccttgtcc aacaaaggtg 11825 

tctgttgcat caacgtcgtt cattatactt gtataccccg acttatgttg atagtgttaa 11885 

tgaaccaaaa acctgttgtc caacaactgt acaaaatata ctcaccgaca cacttataaa 11945 

gtgatccgat tataagaggg cggagataat gacaaaaagg ggaggggtta aacataactt 12005 

acaaatatgg atttgattgt tcctaggatt attaataatg tctacatgtt ttatttaata 12065 

ataacgtaag gtaactttac ctctttgtga gaatgtcggt atagctgaca acgtttatga 12125 

aaacgcgctt taaacgacct attgatgaat aatctagaat cttgcatgta tataaatatc 12185 

aaaaggtgtg gtattaaaca cttttaaact agcctgctgg ccttacaatc tggatttct 12244 

atg gcc gga caa aac acc atg gag ggt gag gcc gtg gcc tta ctg atg 12292 
Met Ala Gly Gin Asn Thr Met Glu Gly Glu Ala Vat Ala Leu Leu Met 
460 465 470 

gaa gcg gtg gta acc ccg cga gcg caa cca aat aat aca acg ata aca 12340 
Glu Ala Vat Val Thr Pro Arg Ala Gin Pro Asn Asn Thr Thr lie Thr 
475 480 " 485 490 

gcc ata caa ccg age cgt teg get gaa aag tgt tat tat agt gat age 12388 
Ala lie Gin Pro Ser Arg Ser Ala Glu Lys Cys Tyr Tyr Ser Asp Ser 
495 500 505 

gaa aat gaa acg gca gat gaa ttt ttg cgt cga att gga aaa tat caa 12436 
Glu Asn Glu Thr Ala Asp Glu Phe Leu Arg Arg lie Gty Lys Tyr Gin 
510 515 ' 520 

cat aaa ata tat cat cgt aaa aaa ttc tgt tat att acg eta ata att 12484 
His Lys lie Tyr His Arg Lys Lys Phe Cys Tyr lie Thr Leu lie lie 
525 530 535 

gtc ttt gta ttt get atg acg gga gcg gcc ttt gcc ttg gga tat ata 12532 
Val Phe Val Phe Ala Met Thr Gty Ala Ala Phe Ala Leu Gty Tyr lie 
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540 545 550 


acg tea caa ttt gtt gga taa gtggacgatt tcgaggactc ggaatctacg 12583 
Thr Ser Gin Phe Val Gly 
555 560 


gataeggaag 

aagagtttgg 

taacgegatt 

ggagggagtc 

aegggggtte 

gagttacacg 

12643 

gtgtatatag 

ataagacccg 

gtgatcaccg 

aaceggggea 

acgccgagcg 

tgtaaattta 

12703 

aataaaaaac 

agtacgcttt 

tatccggtgt 

atgttttaaa 

tttatttttt 

ttttctatat 

12763 

aaagggatgg 

ggtgtcagga 

tetctegtag 

gttcttggga 

ctccaaggga 

cccgcagccc 

12823 

aggtacgegt 

caaaaagect 

gtgacaaatt 

cccccggggc 

ggtcatataa 

tteggegegg 

12883 

atgeatttat 

tategggega 

caatccaata 

gtcggaagtc 

cggcgtgtcc 

caaacagcac 

12943 

caatatgeca 

tcaatatcag 

ccgctcgctg 

agctccagat 

gcgattgtgg 

ateeggcatg 

13003 

cattgctcgc 

gtaataacga 

taacaccgct 

ctgeggateg 

geggaacega 

gggtggacgt 

13063 

tgtctatccg 

ctgcgagctc 

cccgcacatc 

cgtccgaagg 

cgtcctttgc 

cctcccccac 

13123 

aaactcgcgc 

acggtctctc 

ggaggggctg 

tgtataaaag 

cctcgtaggc 

cteggtagat 

13183 

atggcgcata 

gcgcggcggc 

gaagtaccgt 

teggegtegt 

tcatgagagc 

ctggtgcgcg 

13243 

ggggtatcgt 

gtcgtgtgca 

gtaaagtccg 

gcatattcac 

cgcccgggtg 

ctcaccgcgg 

13303 

gatcegcaga 

gattcatacc 

acacggcccg 

tgtggggacc 

ccgtgggtta 

atggagacgt 

13363 

tcaaaccagc 

accctctacc 

ctctaatatc 

cacaacaccc 

cactccccca 

cagacagaca 

13423 

tcaaaaaaag 

acacgagcca 

aaccattgta 

tttatttata 

aagactacac 

gccatggggg 

13483 

ggeggtatat 

catgccggcg 

eggggctteg 

tgtcgacgtc 

gcttccaatc 

tacacccccc 

13543 

tcgcccaacg 

eggtgagege 

tttcgegget 

gtatattccg 

cggtttctgc 

acccgcgtat 

13603 

cgctcgatgg 

cacgctgggg 

tctctttggg 

gacggggtgt 

tgcacccatc 

cccgtctcga 

13663 

taacaatege 

cgggtacccc 

gtctggttca 

caagaategg 

tgctctcctc 

tgattcttct 

13723 

tccactataa 

agtcttcccc 

gtccgatgat 

tccgcgtcgg 

aatcccgaaa 

ttcaattaca 

13783 

tccgatggcg 

tagacccatc 

ategtegcta 

tcgtcttcac 

caccatcatc 

agataegtea 

13843 

cattccagtg 

cgctcctatg 

caaaggaaca 

ttcggcgcct 

caatgaaccc 

gtcttccccc 

13903 

cgagggggtc 

gatgggacac 

ttccattaaa 

gtagcgcgta 

ageactgegt 

ctgggtgggt 

13963 

tgaagctgta 

acaattcctc 

ccagcacgct 

aacgtgggac 

gctgtctggt 

gcgacccatt 

14023 

agataaaagt 

cgaggcatat 

gcgccgcaat 

cttcgtgaat 

ctcgcgtgac 

gcgtcccgac 

14083 

gactgtgcaa 

tacataaaaa 

aacacggttg 

atgtcctcaa 

cgagcctggc 

cgggtggatc 

14143 

tcccaacccg 

gagtacaaaa 

cgcgccgggg 

ccccgcgacg 

tatcccggcc 

gttcaggggt 

14203 

cctggtgcag 

atccatattc 

catctttccg 

ttaacatcaa 

ccgatgcccc 

gggttttgac 

14263 

teggacgagt 

cgccccgcgt 

ageeggtgag 

gtgeaaaaca tgtccttggg 
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ccttttccct 

raaaaccgac 

tcgacgctgt 

cgcgttatga 

ancggacgaa 

ccctgcacaa 

1 

caaaacacac 

acccaaacgt 

4_4_— — — 4_— 4_ — J_ 

ttacatctat 

gaataaggct 

acttgggtaa 

aatggcaatg 


ggggattccg 

gggcgggaga 

s— s— 4~ 4~ /~ /~i ^ 4~ 4~ /"i 

ccttcgatrg 

/-^ /-^ 4~ 4~ /^i 4 — 1 — 1- 

ggtTigccTTT 

— ———— — — — 

a raacaccaa 

aaaaaggggg 

X4 0U0 

gggccccgtg 

-■— rf^-i-l — 1 — 1 — 1 — 1 — 1 — 1 — i— 

T_ g T_ T_ T_ T_ T_ T_ T_ T_ 

4~ 4~ /— /— /^i 4~ /— 

tatcacg tea 

aa Lcgarrrr 

aaaaagccrg 

S— S— s— 4~ /~ /~ 4~ 4~ 

ccgctccati: 

±4 0 DO 

rggaararar 

-,4 »4-4-/~4-/-i4-/-i 

ararrcrgrg 

aaaagcccgc 

— — — — — — — — — — 

ccacacccca 

Laaaaccgcg 

acatcgcggg 

±4D^ 0 

aacacgcgcg 

clcLC clcig cLcLcLC 

-t- - — t- ^ — i— - — t- * — i — t- 

LC LCtatdta 

talalalala 

t_ ar ar ar a l a 

X4DO0 

tatatagaaa 

gaaagtgcga 

acggtgg tug 

gacacargcc 

ddddCa i_gaa 

— _ _ _ — _ j_ _ _ _ 
aacccaraca 

±4 / 40 

gtgaaaaaac 

gggaagtgcg 

aa Lgcaga lc 

aaaagagrgr 

arccgarrgg 

eg racaccac 

X40UO 

agacatgcgg 

y™ n /"/"/" ^ 4~ 4~~ 

acgcccaart 

4~ ^ s~- s~- s~- s~- s~- s~- s~- 

raaccccccc 

CCLLLLLCaC 

—————————— 

ccccccaccc 

CdCCCCdLIC 

X4OD0 

caccccagga 

agtgcgaacg 

/~i 4~ 4~ 4~ *^ /~ *^ 4~ /^i 

ggrtTiacaTig 

4~ *^ 4~ 4~ 

cc LcagaLaL 

r«\ -\ ■^/~44-4-/~4-4-/~ 

gaag l lc l lc 

gac l rg lti l l 

±4y^ 0 

tgaataaa lt 

Lttgtgar 

LLLCLacaac 

ggrttagaga 

an rargg l ra 

Laaacarcgg 

1 4QS3 

cggggtaccg 

cgccccc lcc 

ccarcggcgg 

ggtaccgcgc 

— — — — 4_ — — — — — 

cccc rcccca 

teggeggggt 

X0U40 

accgcgcccc 

c Lcccca teg 

gcggggtacc 

gcgccccc lc 

cccarcggcg 

gggtaccgcg 

i ri n3 

131U3 

CCCCCTXCCC 

a rcggcgggg 

gg l Lacg tga 

—————————— 

dCdCCdCddC 

cccg rg rg ra 

ttttatgggt 

1 R1 K3 

4- ^ 4- /"i « « « 

tatcgcgggc 

rrcgrgccgc 

4~ /^i ^ ~\ 4~ ^ ^ 4~ 

C L g cLC d. L eld. L 

cgttgggagg 

99tggtggtg 

raraege l rg 

±o// o 

4— 4— 4— 4— /— /— 

mgamgcgc 

gaacg raa rg 

•~\ ~\ ~\ ~\ 

acgacggaga 

gggacccaaa 

cacaccg rcg 

acgrgcarrr 

±J/O0 

garraacrag 

atgccggatg 

ggtggaaaca 

acccgtgtta 

tataagargt. 

tttgcatgtg 

X 0 04 0 

agacaacccc 

aamgrgrTiT; 

an guar am a 

ratarcgrci; 

gragacacac 

/-^ — > 4- -> 4- 4- 4- 

gatgattggt 

i R4n3 

X 04U0 

rgrrarrraa 

acarargraa 

— * 4- /~i —i — i -»4-4-/—-» 

argaaarrca 

cargrctggr 

diccciign 

— > 4- -> 4- 4- 4- 4- 

atgatgttgt 

X 0400 

aaggtatgcg 

gaaatagaca 

ccgggcgtac 

atcgccaacc 

agcggtctct 

ccttaaacgc 

15523 

atactatggt 

ccatgaactt 

cccgcctcga 

gtctcgtcca 

atcactacat 

egtcttatea 

15583 

ttaagaatat 

ttacacggtg 

acgacacggg 

gaggaaatat 

gcggtcgagg 

ggggggcaca 

15643 

acacgtttta 

agtactgttg 

gaactccctc 

accaaccgca 

atcgcaatcc 

tttgaaggct 

15703 

gcgagagcgt 

ttggaaaact 

cgggtacgtc 

taaattcacc 

ccagtgcg atg gat acg 
Met Asp Thr 

15760 


ccg ccg atg cag cgc tct aca ccc caa cgc gcg ggg teg cct gat act 15808 

Pro Pro Met Gin Arg Ser Thr Pro Gin Arg Ala Gly Ser Pro Asp Thr 
565 570 575 

ttg gag tta atg gac ctg ttg gac gcg gec gcg gcg gec gec gaa cac 15856 

Leu Glu Leu Met Asp Leu Leu Asp Ala Ala Ala Ala Ala Ala Glu His 

580 585 590 595 

agg gec egg gtg gtc acc teg agt cag cct gac gat eta eta ttt gga 15904 

Arg Ala Arg Vat Val Thr Ser Ser Gin Pro Asp Asp Leu Leu Phe Gly 
600 605 610 
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gag aac ggg gtc atg gtg gga egg gaa cac gag ate gtt tea att ccc 15952 
Glu Asn Gly val Met val Gly Arg Glu His Glu lie val Ser lie Pro 
615 620 625 

tec gta teg gga ctt caa cca gaa ccc aga acg gaa gat gtt ggc gaa 16000 
Ser Val Ser Gly Leu Gin Pro Glu Pro Arg Thr Glu Asp val Gly Glu 
630 635 640 

gag eta aca caa gac gac tac gta tgc gag gac ggt cag gat eta atg 16048 
Glu Leu Thr Gin Asp Asp Tyr Val Cys Glu Asp Gly Gin Asp Leu Met 
645 650 655 

ggc teg cct gta ate ccg ctg gec gag gtc ttc cac acc cga ttc teg 16096 
Gly Ser Pro val lie Pro Leu Ala Glu val Phe His Thr Arg Phe Ser 
660 665 670 675 

gag gee ggc gcg cga gaa cca aca gga gec gat cgc tec ctt gag aca 16144 
Glu Ala Gly Ala Arg Glu Pro Thr Gly Ala Asp Arg Ser Leu Glu Thr 
680 685 ~ 690 

gtc tct etc gga acg aag ctt get agg tct cca aaa cca ccg atg aac 16192 
Val Ser Leu Gly Thr Lys Leu Ala Arg Ser Pro Lys Pro Pro Met Asn 
695 ' 700 705 

gat ggg gaa acg ggc aga ggt acg acc cct ccg ttc ccg cag gec ttc 16240 
Asp Gly Glu Thr Gly Arg Gly Thr Thr Pro Pro Phe Pro Gin Ala Phe 
710 715 720 

tec cct gta tec ccc gcg tct cct gtt gga gac gec gec ggg aac gat 16288 
Ser Pro Val Ser Pro Ala Ser Pro Val Gly Asp Ala Ala Gly Asn Asp 
725 730 735 

caa egg gaa gac cag egg tct ata ccc cga caa acg acg aga gga aat 16336 
Gin Arg Glu Asp Gin Arg Ser lie Pro Arg Gin Thr Thr Arg Gly Asn 
740 745 750 755 

tea cca ggt ttg ccg teg gtg gtc cat cga gac aga caa act cag tec 16384 
Ser Pro Gly Leu Pro Ser Val Val His Arg Asp Arg Gin Thr Gin Ser 
760 765 770 

ate teg ggt aaa aag ccg ggc gat gag caa gcg ggt cat gcg cat gca 16432 
lie Ser Gly Lys Lys Pro Gly Asp Glu Gin Ala Gly His Ala His Ala 
775 780 785 

teg ggg gac gga gta gtt etc cag aaa act caa egg ccc get cag gga 16480 
Ser Gly Asp Gly Val Val Leu Gin Lys Thr Gin Arg Pro Ala Gin Gly 
790 795 800 

aag age ccg aag aaa aag act ttg aag gtt aag gtc cca etc ccg gcg 16528 
Lys Ser Pro Lys Lys Lys Thr Leu Lys Val Lys Val Pro Leu Pro Ala 
805 810 ' 815 

egg aaa ccc ggt gga cct gta ccc ggc ccg gtt gag caa ttg tac cac 16576 
Arg Lys Pro Gly Gly Pro Val Pro Gly Pro Val Glu Gin Leu Tyr His 
820 825 830 835 

gtc ctt teg gac age gtt ccc get aag ggg gca aag gcg gac ctg ccg 16624 
Val Leu Ser Asp Ser val Pro Ala Lys Gly Ala Lys Ala Asp Leu Pro 
840 845 850 

ttt gag acc gat gat acc cgc cca agg aaa cat gat gec egg ggt ata 16672 
Phe Glu Thr Asp Asp Thr Arg Pro Arg Lys His Asp Ala Arg Gly lie 
855 " 860 865 
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aca cct cgc gtc cct gga cgt teg teg ggg gqc aaa cct aga gcg ttt 16720 
Thr Pro Arg Val Pro Gly Arg Ser Ser Gly Gly Lys Pro Arg Ala Phe 
870 875 880 

ttg gec ctg ccg gga aga tec cac gca cca gac ccg att gag gat gac 16768 
Leu Ala Leu Pro Gly Arg Ser His Ala Pro Asp Pro lie Glu Asp Asp 
885 890 895 

age cca gtg gag aaa aag cca aag agt cgt gag ttt gtt teg tct tea 16816 
Ser Pro Val Glu Lys Lys Pro Lys Ser Arg Glu Phe Val Ser Ser Ser 
900 905 ' 910 915 

tec tct tec teg teg tgg gga teg tea teg gag gat gaa gac gat gaa 16864 
Ser Ser Ser Ser Ser Trp Gly Ser Ser Ser Glu Asp Glu Asp Asp Glu 
920 925 930 

ccc egg cgc gtt teg gtg gga agt gaa act aca gqc age agg tec gga 16912 
Pro Arg Arg Val Ser Val Gly Ser Glu Thr Thr Gly Ser Arg Ser Gly 
935 940 945 

cgc gaa cac gec cct tec ccg tea aat teg gat gat teg gac tea aat 16960 
Arg Glu His Ala Pro Ser Pro Ser Asn Ser Asp Asp Ser Asp Ser Asn 
950 955 960 

gat ggt ggg teg acg aaa caa aat ate caa ccg gga tat cga tec ate 17008 
Asp Gly Gly Ser Thr Lys Gin Asn lie Gin Pro Gly Tyr Arg Ser lie 
965 970 975 

age ggt ccc gat ccg agg att cgt aag acc aaa cgt ctt gcg ggg gaa 17056 
Ser Gly Pro Asp Pro Arg lie Arg Lys Thr Lys Arg Leu Ala Gly Glu 
980 985 990 995 

ccg ggg cgc cag aga cag aaa tea ttt tec ctg ccg cga tec aga 17101 
Pro Gly Arg Gin Arg Gin Lys Ser Phe Ser Leu Pro Arg Ser Arg 
1000 1005 1010 

acc ccg ata att ccc ccg gtg teg ggg ccg etc atg atg ccc gac 17146 
Thr Pro lie lie Pro Pro val Ser Gly Pro Leu Met Met Pro Asp 
1015 1020 1025 

gga age cct tgg ccc gga teg gca ccc etc cca tec aac agg gtg 17191 
Gly Ser Pro Trp Pro Gly Ser Ala Pro Leu Pro Ser Asn Arg val 
1030 1035 1040 

egg ttt gga ccg tec ggg gag acc aga gag ggt cac tgg gag gat 17236 
Arg Phe Gly Pro Ser Gly Glu Thr Arg Glu Gly His Trp Glu Asp 
1045 1050 1055 

gag get gtg aga gcg gcg egg get cgt tac gag gec tea acg gaa 17281 
Glu Ala Val Arg Ala Ala Arg Ala Arg Tyr Glu Ala Ser Thr Glu 
1060 1065 1070 

ccc gtg ccg ctt tac gtg ccg gag ttg gga gat ccg get aga cag 17326 
Pro Val Pro Leu Tyr Val Pro Glu Leu Gly Asp Pro Ala Arg Gin 
1075 1080 1085 

tac cgc gcg ctg att aac ctg ate tac tgt cca gac aga gac cct 17371 
Tyr Arg Ala Leu lie Asn Leu lie Tyr Cys Pro Asp Arg Asp Pro 
1090 1095 ~ 1100 

ata gca tgg etc cag aac ccc aag ctg acc ggt gtc aac teg gec 17416 
lie Ala Trp Leu Gin Asn Pro Lys Leu Thr Gly Val Asn Ser Ala 
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1105 1110 1115 

ctg aac cag ttc tac caa aag ctg ttg cca ccg gga egg gcg ggt 17461 
Leu Asn Gin Phe Tyr Gin Lys Leu Leu Pro Pro Gly Arg Ala Gly 
1120 1125 ' 1130 

acc gec gtt acg ggg age gta gcg tct ccc gtt ccg cat gta ggc 17506 
Thr Ala Val Thr Gly Ser Val Ala Ser Pro Val Pro His Val Gly 
1135 1140 1145 

gaa gec atg gec acg ggg gag gec etc tgg get etc ccc cac gcg 17551 
Glu Ala Met Ala Thr Gly Glu Ala Leu Trp Ala Leu Pro His Ala 
1150 1155 1160 

gec gcg gec gtg get atg age cgt cga tac gac egg gec caa aaa 17596 
Ala Ala Ala Val Ala Met Ser Arg Arg Tyr Asp Arg Ala Gin Lys 
1165 ~ 1170 1175 

cac ttt ate eta cag agt etc cgc aga gec ttt gee age atg gca 17641 
His Phe lie Leu Gin Ser Leu Arg Arg Ala Phe Ala Ser Met Ala 
1180 1185 1190 

tac ccc gag gca acg ggc tec agt ccg gcg gcg egg ate tec cgc 17686 
Tyr Pro Glu Ala Thr Gly Ser Ser Pro Ala Ala Arg lie Ser Arg 
1195 1200 1205 

ggt cac cct tct cca aca acc ccg gec aca cag get ccc gac cct 17731 
Gly His Pro Ser Pro Thr Thr Pro Ala Thr Gin Ala Pro Asp Pro 
1210 1215 1220 

cag ccg teg gee gee gca cgc tct ctt tct gtg tgt cca ccg gat 17776 
Gin Pro Ser Ala Ala Ala Arg Ser Leu Ser Val Cys Pro Pro Asp 
1225 1230 1235 

gat cgt tta cga act ccg cgc aag cgc aag tec cag cca gtc gag 17821 
Asp Arg Leu Arg Thr Pro Arg Lys Arg Lys Ser Gin Pro Val Glu 
1240 1245 1250 

age aga age etc etc gac aag att agg gag aca ccc gtc gcg gac 17866 
Ser Arg Ser Leu Leu Asp Lys lie Arg Glu Thr Pro val Ala Asp 
1255 1260 1265 

gee egg gtt gca gac gat cat gtg gtt tec aag gee aag agg egg 17911 
Ala Arg Val Ala Asp Asp His Val Val Ser Lys Ala Lys Arg Arg 
1270 1275 1280 

gta tec gag ccc gtg acc ate acc teg ggc cct gtg gtg gat ccc 17956 
Val Ser Glu Pro Val Thr lie Thr Ser Gly Pro Val Val Asp Pro 
1285 1290 1295 

ccc gee gta ata acg atg cca ctt gac gga ccg gec cca aac ggg 18001 
Pro Ala Val lie Thr Met Pro Leu Asp Gly Pro Ala Pro Asn Gly 
1300 1305 1310 

gga ttt egg cgt att ccc egg ggg gec ctg cat acc ccg gtc ccg 18046 
Gly Phe Arg Arg lie Pro Arg Gly Ala Leu His Thr Pro Val Pro 
1315 ~ 1320 1325 

teg gac cag get cgc aag gcg tac tgt acc ccc gaa acc ate gec 18091 
Ser Asp Gin Ala Arg Lys Ala Tyr Cys Thr Pro Glu Thr lie Ala 
1330 " 1335 1340 

cgt ctg gtc gac gac cca ttg ttt ccc acg gec tgg cgc cct gcg 18136 
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Arg Leu Val Asp Asp Pro Leu Phe Pro Thr Ala Trp Arg Pro Ala 
1345 1350 1355 

eta age ttt gat ccc ggc gec ttg gcg gaa ate gec get egg cgt 18181 
Leu Ser Phe Asp Pro Gly Ala Leu Ala Glu lie Ala Ala Arg Arg 
1360 1365 1370 

ccg ggc gga gga gac cga egg ttt ggt cca ccc age gga gtg gag 18226 
Pro Gly Gly Gly Asp Arg Arg Phe Gly Pro Pro Ser Gly Val Glu 
1375 1380 1385 

gcg ctg cga egg agg tgc gec tgg atg egg cag ate cca gac ccg 18271 
Ala Leu Arg Arg Arg Cys Ala Trp Met Arg Gin lie Pro Asp Pro 
1390 1395 1400 

gag gat gtg agg ctt ctg ate ate tac gat ccg ttg ccc gga gag 18316 
Glu Asp Val Arg Leu Leu lie lie Tyr Asp Pro Leu Pro Gly Glu 
1405 1410 1415 

gac ate aac ggc ccc etc gag age ace etc gcg aca gat ccg gga 18361 
Asp lie Asn Gly Pro Leu Glu Ser Thr Leu Ala Thr Asp Pro Gly 
1420 1425 1430 

ccg tea tgg agt cca tec cga ggg gga ctg tct gtg gtc ctg gca 18406 
Pro Ser Trp Ser Pro Ser Arg Gly Gly Leu Ser vat val Leu Ala 
1435 1440 1445 

gec ctg agt aac egg ttg tgc ctg ccg age act cat gee tgg gee 18451 
Ala Leu Ser Asn Arg Leu Cys Leu Pro Ser Thr His Ala Trp Ala 
1450 1455 1460 

ggg aac tgg acc ggc ccg ccg gac gtg tec get ttg aac gec egg 18496 
Gly Asn Trp Thr Gly Pro Pro Asp Val Ser Ala Leu Asn Ala Arg 
1465 1470 1475 

ggc gtt tta tta ctg teg acc cga gac ctg gec ttt gee ggg gee 18541 
Gly Val Leu Leu Leu Ser Thr Arg Asp Leu Ala Phe Ala Gly Ala 
1480 1485 1490 

gtc gag tat eta ggc teg egg ttg gee tct gec egg cgc egg ttg 18586 
Val Glu Tyr Leu Gly Ser Arg Leu Ala Ser Ala Arg Arg Arg Leu 
1495 1500 ~ " 1505 

ctg gtg ttg gac gcg gtg gec etc gag agg tgg ccc agg gat gga 18631 
Leu Val Leu Asp Ala Val Ala Leu Glu Arg Trp Pro Arg Asp Gly 
1510 1515 1520 

ccc get ttg tct cag tat cac gtg tac gtc egg gec ccg gcg cga 18676 
Pro Ala Leu Ser Gin Tyr His Val Tyr Val Arg Ala Pro Ala Arg 
1525 1530 1535 

ccg gac gec cag gee gtc gtc cga tgg cca gac teg gcg gtc aca 18721 
Pro Asp Ala Gin Ala Val Val Arg Trp Pro Asp Ser Ala Val Thr 
1540 1545 1550 

gaa gga etc gec egg gec gtg ttt gca teg teg cgc acc ttt ggg 18766 
Glu Gly Leu Ala Arg Ala Vat Phe Ala Ser Ser Arg Thr Phe Gty 
1555 1560 1565 

cca gcg agt ttt get cgt ate gag act gcg ttt gee aac ctg tac 18811 
Pro Ala Ser Phe Ala Arg lie Glu Thr Ala Phe Ala Asn Leu Tyr 
1570 1575 1580 
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ccg ggc gaa caa ccc ctg tgt ttg tgc cgc ggt ggg aac gtc gca 18856 
Pro Gly Glu Gin Pro Leu Cys Leu Cys Arg Gly Gly Asn val Ala 
1585 1590 1595 

tac acc gtg tgt acc cgc gcg ggc ccc aag acc cgc gtc ccc ctg 18901 
Tyr Thr Val Cys Thr Arg Ala Gly Pro Lys Thr Arg Val Pro Leu 
1600 1605 1610 

teg ccc cgt gaa tac egg cag tac gtg ctg ccg ggt ttt gac ggt 18946 
Ser Pro Arg Glu Tyr Arg Gin Tyr Val Leu Pro Gly Phe Asp Gly 
1615 ~ 1620 1625 

tgc aag gac etc gcg cga cag tct egg ggt ctg ggg etc ggg gca 18991 
Cys Lys Asp Leu Ala Arg Gin Ser Arg Gly Leu Gly Leu Gly Ala 
1630 1635 1640 

gec gac ttt gtg gac gag gcg gca cat age cac cgc gca gca aac 19036 
Ala Asp Phe Val Asp Glu Ala Ala His Ser His Arg Ala Ala Asn 
1645 1650 1655 

cga tgg ggc ctg ggt gec gcg ctt cga ccc gtc ttc ctt ccc gag 19081 
Arg Trp Gly Leu Gly Ala Ala Leu Arg Pro Val Phe Leu Pro Glu 
1660 1665 1670 

gga egg aga ccg ggg gec gec ggg ccg gag gec ggc gac gta ccc 19126 
Gly Arg Arg Pro Gly Ala Ala Gly Pro Glu Ala Gly Asp Val Pro 
1675 1680 1685 

acc tgg gcg agg gtg ttt tgc cgc cac gec ctg ctg gaa ccc gac 19171 
Thr Trp Ala Arg Val Phe Cys Arg His Ala Leu Leu Glu Pro Asp 
1690 ' 1695 1700 

cct gec gca gaa cca etc gtg ctt cca ccc gtg gec ggt egg teg 19216 
Pro Ala Ala Glu Pro Leu Val Leu Pro Pro val Ala Gly Arg Ser 
1705 1710 1715 

gtg gcg ctg tat gcg teg gcg gac gag get egg aat gee etc ccc 19261 
Val Ala Leu Tyr Ala Ser Ala Asp Glu Ala Arg Asn Ala Leu Pro 
1720 1725 1730 

ccg att ccc aga gta atg tgg ccg ccc ggt ttt ggg gec gcg gag 19306 
Pro lie Pro Arg Val Met Trp Pro Pro Gly Phe Gly Ala Ala Glu 
1735 1740 1745 

acg gtg ttg gag ggg age gac gga aca egg ttc gtg ttc gga cac 19351 
Thr Val Leu Glu Gly Ser Asp Gly Thr Arg Phe Val Phe Gly His 
1750 1755 1760 

cac ggg ggc teg gaa egg ccg tea gaa acc cag gcg ggg cga cag 19396 
His Gly Gly Ser Glu Arg Pro Ser Glu Thr Gin Ala Gly Arg Gin 
1765 1770 1775 

egg cgc acc gca gac gac aga gaa cac get ttg gag ctg gac gat 19441 
Arg Arg Thr Ala Asp Asp Arg Glu His Ala Leu Glu Leu Asp Asp 
1780 1785 1790 

tgg gag gtg ggg tgt gaa gac gcg tgg gac age gag gag ggg ggc 19486 
Trp Glu val Gly Cys Glu Asp Ala Trp Asp Ser Glu Glu Gly Gly 
1795 1800 1805 

ggg gac gac ggg gac gca ccg ggg tea tec ttt ggg gtg age ate 19531 
Gly Asp Asp Gly Asp Ala Pro Gly Ser Ser Phe Gly val Ser lie 
1810 1815 1820 
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gtg teg gtg gec ccg ggt gtg ctg cga gac cgc egg gtg ggt ttg 19576 
Vat Ser Vat Ala Pro Gty Vat Leu Arg Asp Arg Arg Vat Gty Leu 
1825 1830 ' 1835 

cgc ccg gcg gtc aag gtg gag ctg ttg tec teg tec teg tec tec 19621 
Arg Pro Ala Val Lys Vat Glu Leu Leu Ser Ser Ser Ser Ser Ser 
1840 1845 1850 

gag gac gag gac gat gtg tgg gga ggg cgc gag ggg agg age ccc 19666 
Glu Asp Glu Asp Asp Vat Trp Gty Gty Arg Gty Gty Arg Ser Pro 
1855 1860 1865 

ccg cag agt egg ggg tga cggagtcccc tccttttctc gtgagegeca 19714 
Pro Gin Ser Arg Gty 
1870 

ctggcgcgcg gactgtttgt tgttaataaa ageggaaegg tttttatgaa aaaagtgtct 19774 

gtctgtctgt gegggeggge gaegggeggg ctggtcggac ccccccccga aaataacccc 19834 

cccccggttt ctgggcgccc ggcggacccc gggagaggag gccagccctc tcgcggcccc 19894 

ctcgagagag aaaaaaaaaa gcgaccccac ctccccgcgc gtttgcgggg cgaccatcgg 19954 

gggggacttg cattacccta tcccagtatt gtttgtacgc ctctaatgga gtaactgtcc 20014 

caatacaccc gacttcctat atacagtget tttgtttgtg gacttacctt tatttaeggg 20074 

tattacaggg gggtggagaa atgtcttcgt ategctcttt atctaaataa agacagaatc 20134 

taaaatgtca cttagctgta tacccggccc aaggttatac caatcaactt ccctgtttgt 20194 

tgggactgtc cgcctacccc aatacacatt ttatacccac gttttagtgg gtgggactta 20254 

aaagaaatgg gtggagggat ataggggtgt gtcttcgttg gtaccaatta taaaaatgta 20314 

ctcgccacaa ctcacaattt agaaegcatg gcagttctgc tacgtgtttg gatgecegga 20374 

cattagaata cagccagttg ttacc atg gat acc ata tta gcg ggc ggt age 20426 

Met Asp Thr lie Leu Ala Gty Gty Ser 
1875 

ggc acc tec gac get teg gat aat acc tgc acc ata tgc atg age 20471 
Gty Thr Ser Asp Ala Ser Asp Asn Thr Cys Thr lie Cys Met Ser 
1880 1885 1890 

acc gtt tec gat etc gga aaa acc atg ccg tgt ttg cac gac ttc 20516 
Thr Val Ser Asp Leu Gty Lys Thr Met Pro Cys Leu His Asp Phe 
1895 1900 1905 

tgc ttt gtt tgt att egg gca tgg acc tec acc age gtc cag tgt 20561 
Cys Phe Val Cys lie Arg Ala Trp Thr Ser Thr Ser Val Gin Cys 
1910 1915 1920 

cct etc tgc egg tgt cca gtg caa tec ate ctg cat aag ate gta 20606 
Pro Leu Cys Arg Cys Pro vat Gin Ser lie Leu His Lys lie val 
1925 1930 1935 

agt gat aca agt tac aag gaa tat gaa gtg cac cca tec gac gac 20651 
Ser Asp Thr Ser Tyr Lys Glu Tyr Glu Vat His Pro Ser Asp Asp 
1940 1945 1950 
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gat ggt ttt tct gag ccg tea ttt gaa gat tec ate gac ate eta 20696 

Asp Gly Phe Ser Glu Pro Ser Phe Glu Asp Ser lie Asp lie Leu 
1955 1960 1965 

ccg gga gat gtc ata gat ctt ctg cca cca age cca gga ccg agt 20741 

Pro Gly Asp val lie Asp Leu Leu Pro Pro Ser Pro Gly Pro Ser 
1970 1975 1980 

egg gag tec ate caa cag cca aca tea aga teg agt egg gag ccc 20786 

Arg Glu Ser lie Gin Gin Pro Thr Ser Arg Ser Ser Arg Glu Pro 
1985 1990 1995 

att caa tea cca aac cct ggg ccc ctt caa teg teg get aga gag 20831 

lie Gin Ser Pro Asn Pro Gly Pro Leu Gin Ser Ser Ala Arg Glu 
2000 2005 2010 

ccc aca gca gag tea cca agt gac tct caa cag gat tct ata caa 20876 

Pro Thr Ala Glu Ser Pro Ser Asp Ser Gin Gin Asp Ser lie Gin 
2015 2020 2025 

cca ccg acc cga gac teg age cct ggt gta ace aaa aca tgc tct 20921 

Pro Pro Thr Arg Asp Ser Ser Pro Gly Val Thr Lys Thr Cys Ser 

2030 " 2035 ' 2040 

acc gca tea ttt tta egg aag gta ttt ttt aaa gac caa cct get 20966 

Thr Ala Ser Phe Leu Arg Lys val Phe Phe Lys Asp Gin Pro Ala 
2045 2050 2055 

gtt cga teg gcg acc ccg gtg gtg tat ggc teg att gaa tct gca 21011 

Val Arg Ser Ala Thr Pro Vat Val Tyr Gly Ser lie Glu Ser Ala 
2060 ~ 2065 2070 

cag caa ccc egg acc ggg ggg cag gac tac cgt gat cgt cca gta 21056 

Gin Gin Pro Arg Thr Gly Gly Gin Asp Tyr Arg Asp Arg Pro Val 
2075 2080 2085 

tct gtg gga att aat caa gac cca cga acc atg gac aga ctg cct 21101 

Ser val Gly lie Asn Gin Asp Pro Arg Thr Met Asp Arg Leu Pro 
2090 2095 2100 

ttt cga gee acg gat aga gga aca gag gga aac gcg aga ttc ccg 21146 

Phe Arg Ala Thr Asp Arg Gly Thr Glu Gly Asn Ala Arg Phe Pro 
2105 2110 2115 

tgt tac atg caa cct tta etc gga tgg ctt gat gat caa ctt gcg 21191 

Cys Tyr Met Gin Pro Leu Leu Gly Trp Leu Asp Asp Gin Leu Ala 
2120 2125 2130 

gaa ctg tat caa ccc gaa att gta gag cct aca aaa atg ttg ata 21236 

Glu Leu Tyr Gin Pro Glu lie val Glu Pro Thr Lys Met Leu lie 
2135 2140 2145 

tta aac tat ata ggt att tac ggg cgt gat gag gcg gga tta aaa 21281 

Leu Asn Tyr lie Gly lie Tyr Gly Arg Asp Glu Ala Gly Leu Lys 

2150 2155 " 2160 

aca tec ctg cgt tgt ctt ttg cat gat tea aca gga ccg ttt gta 21326 

Thr Ser Leu Arg Cys Leu Leu His Asp Ser Thr Gly Pro Phe val 
2165 2170 2175 

aca aac atg tta ttc ttg ttg gat cga tgt acc gat cca acc cgc 21371 

Thr Asn Met Leu Phe Leu Leu Asp Arg Cys Thr Asp Pro Thr Arg 
2180 2185 2190 
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eta acc atg caa acc tgg acc tgg aaa gat aca gcc ate caa eta 21416 

Leu Thr Met Gin Thr Trp Thr Trp Lys Asp Thr Ala lie Gin Leu 
2195 2200 2205 

att aca ggt cca att gta aga cca gaa acc acc tea acc ggg gag 21461 

lie Thr Gly Pro lie Val Arg Pro Glu Thr Thr Ser Thr Gly Glu 
2210 2215 2220 

acc tct cgt ggc gat gaa agg gat acc cga ttg gta aat aca ccc 21506 

Thr Ser Arg Gly Asp Glu Arg Asp Thr Arg Leu Val Asn Thr Pro 
2225 2230 2235 

caa aaa gtc agg ctt ttt tct gtg tta ccg ggg att aaa ccg gga 21551 

Gin Lys Val Arg Leu Phe Ser Val Leu Pro Gly lie Lys Pro Gly 
2240 2245 2250 

age gca agg ggt get aag cgc cgt tta ttt cat acc ggc aga gac 21596 

Ser Ala Arg Gly Ala Lys Arg Arg Leu Phe His Thr Gly Arg Asp 

2255 2260 ~ "' 2265 

gtt aaa cga tgc tta aca ata gac ctg aca tct gag tct gat teg 21641 

Val Lys Arg Cys Leu Thr lie Asp Leu Thr Ser Glu Ser Asp Ser 
2270 2275 2280 

gca tgt aag gga agt aaa acc cgc aaa gtt gcc tct cca cag ggg 21686 

Ala Cys Lys Gly Ser Lys Thr Arg Lys Val Ala Ser Pro Gin Gly 

2285 2290 " 2295 

gag tec aat acc ccc tec acc tec gga tea aca tea ggt tea ctg 21731 

Glu Ser Asn Thr Pro Ser Thr Ser Gly Ser Thr Ser Gly Ser Leu 
2300 2305 2310 

aaa cac ctt acc aaa aaa age tct gcc ggt aaa gcg ggt aaa ggt 21776 

Lys His Leu Thr Lys Lys Ser Ser Ala Gly Lys Ala Gly Lys Gly 
2315 2320 2325 

att cca aac aag atg aag aag tec tag tttgttggga gggggaagga 21823 

lie Pro Asn Lys Met Lys Lys Ser 
2330 2335 


aatgccttaa 

acatccacag 

tetgetttat 

taccaactgt 

atgtaaatta 

tgatcattaa 

21883 

acgtgcattt 

taaaaatacc 

tgagtgttgc 

tattggtcgt 

aagggttggt 

atatctggaa 

21943 

cccaaggtgt 

aaatactgee 

ccctggtaag 

tccgtacacg 

atteggaatg 

cccgcaatcc 

22003 

ggtcteggag 

taacegggge 

atcctgctct 

gcaaatacaa 

taaacataac 

agtctaacag 

22063 

tacgcatgtg 

ctgtcgtaag 

cgctccgccc 

taaattacaa 

aaatttgaga 

ttacgctcaa 

22123 

tacttgtcac 

cgtttgtatt 

tatacacctc 

taegggagea 

aactaaaggt 

atacttggag 

22183 

atgcaaccaa 

ggccgagttg 

agaegggaaa 

attagaagct 

gtttttccag 

eggcaaaaat 

22243 

catccggttt 

gggtatgtct 

tatagcaatt 

aaagttatta 

aaatggccgg 

aaggtggcgg 

22303 

gggtggtgaa 

ggcgagggta 

aagcaaactt 

geggggggat 

aaaaggcata 

tatgttacaa 

22363 

aatacgcacg 

caaatataaa 

ttttagtttt 

gtacttacag 

taaaggcaac 

ggtgttttcg 

22423 

gtttaggcag 

ccggacccgt 

ttaaaatgee 

aactggatag 

tetgeaagga 

ggaaacgctg 

22483 
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aggtgaatta ggtatgatgc atcatttttg 

ttaatggact 


TmLaatggat 

tgaaacggat 

agaaggaaac 

gtgtagcata 

atggatattg 

gttgatattt 

L. L. DUj 

Laagcacgct 

gccaagtacg 

cactaagaat 

gcttagaaat 

atttaaactg 

aaatgcgtgg 

L. L. DO J 

gtttggcaaa 

cgttaccgta 

aatcaatctc 

agatccaagg 

gataatggcc 

gttgggcagg 

11117. 

cctccaaaag 

gcaatttgag 

cgttttaagt 

ttggggtacg 

tttttaaagc 

ttgattggca 

il^ / O J 

aacgttaccg 

/— — \ — \ — \ 4~~ /~ — \ 4~~ /~ 

CaddlCddtC 

ttagatccaa 

gggataatgg 

ccgttgggca 

ggcc Lccaaa 


aggcaatttg 

— \ /~i s— /~i 4~~ 4~~ 4~~ 4~~ /~ 

agcgttTmca 

gtccgcttga 

aaacggtcta 

agtatttgcc 

graaargacc 


gcgagaggta 

4- — \ — \ 4~~ 4~~ — \ —\ 

raa ra raaac 

atctgttttc 

ccgatgacgt 

gttaagaaaa 

gtgattatat 


cagaiaacgg 

gggactgtaa 

agcttaatac 

gtgacatgtg 

attgggtgta 

LdddldCtdC 

i mi 7 

atccaaatct 

tgca Lggaaa 

ttcgctttgt 

cggcacgccg 

tgacgtttga 

cararraaga 

1 3r>R3 
jUOj 

-1— /— /~i /— /— /— -1— -1— -1— 4— 

rcgcccrrrr 

raggaaaa tg 

agatatgaca 

ccaagagttt 

aactaaaggc 

caac rg rara 



a Lac l Lg lcc 

atgcttccat 

tagagtggtc 

aagtttttca 

aaggaracga 

? 5"?r>5 

caacgrcg La 

gtgaagggaa 

aacacaagcg 

tcatggcatc 

acataaatgg 

l rac rgcaga 



aaaaac La lc 

acaatcgcgt 

attgtcttca 

tctccaagac 

gacac rccg l 


tgttttttgg 

agccaaaccg 

ctatcggatg 

tgagtttgat 

tataacggaa 

ccgtgcgtgt 

/ J JO J 

carcggrara 

tgaggcgtgg 

gactatgcgg 

cacccccggt 

atcaaacctc 

a gcgaggcgc 


tatcgggaat 

cgtggttaag 

acaaaatgtc 

cagtaccgga 

agttatactt 

tggtttaaag 

23503 

acaaacaaat 

ggcgtactgg 

acaaatccat 

acgtcacctt 

aaaggggctg 

gcacaatctg 

23563 

ttggtgaaga 

acataaaagc 

ggggacatac 

gcgatgcttt 

gttggatgcc 

ctttccggtg 

23623 

tatgggtaga 

ctctactcca 

tcttccacaa 

atatcccgga 

aa atg gat 
Met Asp 

gtg tct 
Val Ser 
2340 

23677 


ggg gag ccg acc gtt tgt tec aac gcg tat gec aat gaa atg aaa 23722 

Gly Glu Pro Thr Val Cys Ser Asn Ala Tyr Ala Asn Glu Met Lys 
2345 2350 2355 

eta teg gat tea aag gac att tat gtt ttg gee cat ccg gtt acc 23767 

Leu Ser Asp Ser Lys Asp lie Tyr val Leu Ala His Pro val Thr 
2360 2365 2370 

aaa aaa acc cgc aag cga ccc cgc ggg ctg cct ttg ggg gtt aag 23812 

Lys Lys Thr Arg Lys Arg Pro Arg Gly Leu Pro Leu Gly Val Lys 
2375 2380 2385 

eta gac ccc cca acc ttc aag tta aat aac atg tea cat cat tac 23857 

Leu Asp Pro Pro Thr Phe Lys Leu Asn Asn Met Ser His His Tyr 
2390 2395 2400 

gac acg gaa acg ttc acc ccc gtc tct teg caa ctg gat teg gtt 23902 

Asp Thr Glu Thr Phe Thr Pro Val Ser Ser Gin Leu Asp Ser Val 
2405 2410 2415 

gaa gtt ttc age aag ttt aac att tec cct gag tgg tat gac ctg 23947 
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Glu Val Phe Ser Lys Phe Asn lie Ser Pro Glu Trp Tyr Asp Leu 
2420 2425 2430 

ttg teg gac gaa ctt aaa gag ccg tac gcg aaa ggt att ttt tta 23992 

Leu Ser Asp Glu Leu Lys Glu Pro Tyr Ala Lys Gly lie Phe Leu 
2435 2440 2445 

gaa tac aat cgt ctt tta aat tea ggg gaa gaa ata ctt cca tct 24037 

Glu Tyr Asn Arg Leu Leu Asn Ser Gly Glu Glu lie Leu Pro Ser 
2450 2455 2460 

aca ggc gat att ttt gca tgg acg cga ttt tgc gga ccc cag age 24082 

Thr Gly Asp lie Phe Ala Trp Thr Arg Phe Cys Gly Pro Gin Ser 
2465 2470 2475 

att cgc gtt gta att att ggt caa gat cca tac cct acc gcg gga 24127 

lie Arg Val Val lie lie Gly Gin Asp Pro Tyr Pro Thr Ala Gly 
2480 2485 2490 

cat gca cat ggg eta gcg ttt agt gta aaa cgt ggc ata aca cca 24172 

His Ala His Gly Leu Ala Phe Ser Val Lys Arg Gly lie Thr Pro 
2495 2500 ~ 2505 

ccg tct agt ctt aaa aat att ttt gcg gec etc atg gaa tea tac 24217 

Pro Ser Ser Leu Lys Asn lie Phe Ala Ala Leu Met Glu Ser Tyr 
2510 2515 2520 

cca aat atg act ccg ccc act cac gga tgc ctg gag agt tgg gca 24262 

Pro Asn Met Thr Pro Pro Thr His Gly Cys Leu Glu Ser Trp Ala 
2525 2530 2535 

agg cag ggg gtg tta ttg ctg aat acc acg ctt acg gtt cgt cgc 24307 

Arg Gin Gly Val Leu Leu Leu Asn Thr Thr Leu Thr Val Arg Arg 
2540 2545 2550 

ggg act ccg ggg teg cat gta tac tta ggc tgg ggg egg ctg gtq 24352 

Gly Thr Pro Gly Ser His Val Tyr Leu Gly Trp Gly Arg Leu Val 

2555 2560 ' 2565 

caa cgc gtq eta cag agg tta tgc gag aac cgt aca ggg tta gtt 24397 

Gin Arg Vat Leu Gin Arg Leu Cys Glu Asn Arg Thr Gly Leu Val 
2570 2575 2580 

ttt atg ctg tgg ggt gcg cat gca cag aag aca acc caa ccg aat 24442 

Phe Met Leu Trp Gly Ala His Ala Gin Lys Thr Thr Gin Pro Asn 
2585 2590 2595 

tea aga tgt cat ctg gtq eta aca cac gcg cat ccg teg cca ttg 24487 

Ser Arg Cys His Leu val Leu Thr His Ala His Pro Ser Pro Leu 
2600 2605 2610 

tec cgt gtt cca ttt egg aat tgt cga cat ttc gtt caa gee aat 24532 

Ser Arg Val Pro Phe Arg Asn Cys Arg His Phe Val Gin Ala Asn 
2615 2620 2625 

gag tat ttt acg cgt aaa ggc gaa ccc gag ate gat tgg agt gtt 24577 

Glu Tyr Phe Thr Arg Lys Gly Glu Pro Glu lie Asp Trp Ser Val 
2630 2635 2640 

ata taa cactccaatc gaccctcttg cgtaccataa tgttttcgga gttgcctcct 24633 
lie 
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tccgtaccga cggcattgct tcaatggggt tggggattgc atcgtggacc gtgttcgatc 24693 

ccaaatttta aacaggtagc cagccaacac agtgttcaga acgattttac agaaaatagc 24753 

gttgatgcaa atgaaaaatt tccgattggg cacgcgggct gtattgagaa aaccaaagac 24813 

gactatgtac catttgatac gttgttcatg gtatcatcta ttgacgaact tgggcggaga 24873 

caattaaccg acaccatccg ccgcagcttg gttatgaacg cctgtgaaat aacggtcgcg 24933 

tgtacgaaaa ccgcagcctt ttctggtcga ggcgtgtcac gacaaaaaca cgtgacccta 24993 

tctaaaaata aattcaatcc atccagtcat aagagcctgc aaatgtttgt gttgtgtcaa 25053 

aaaacccatg caccccgtgt cagaaaccta ctgtacgaga gtattcgtgc aagaagacct 25113 

cgccgatatt acacccgctc aacggacgga aaatcgcgtc cgttggtacc agtgtttgtg 25173 

tatgagttta cggctttaga tcgtgtcctt ttacataagg aaaatacttt gaccgaccaa 25233 

ccaattaata ctgaaaatag cggtc atg gac gta cga gaa cgt aat gtg ttt 25285 

Met Asp Val Arg Glu Arg Asn Val Phe 
2645 " 2650 

gga aat gcc age gtt gec acg ccg ggg gaa cat cag aaa ttt gta 25330 
Gly Asn Ala Ser Val Ala Thr Pro Gly Glu His Gin Lys Phe Val 
2655 2660 2665 

cgc gag tta att ttg teg gga cac aac aac gtc gta tta cag aca 25375 
Arg Glu Leu lie Leu Ser Gly His Asn Asn val val Leu Gin Thr 
2670 " 2675 2680 

tac act ggt aaa tgg tea gac tgc cgt aaa cac ggt aaa teg gtt 25420 
Tyr Thr Gly Lys Trp Ser Asp Cys Arg Lys His Gly Lys Ser Val 
2685 2690 2695 

atg tat aat acc ggt gaa gcg egg cac cca acc tgc aag get cat 25465 
Met Tyr Asn Thr Gly Glu Ala Arg His Pro Thr Cys Lys Ala His 
2700 2705 2710 

caa cgt taa gaggataggt gtcttcaaat taaaagccgt taaatataaa 25514 
Gin Arg 

ttttttgtgt cgtttattcg cgtatgaaat gtaatcagtt gggataaatg ttagtcttga 25574 

atctgtcttt acgcgtttgc ggcgtcccgt aatattaacg aaagaacgtc gtegtctgat 25634 

gtgaaaaagg ccggttgtgg tgaagaagga cagttggttt caggctgccg ectttgegat 25694 

gtatactggt gcggggttgg tgttggtgtg gtctgatcgt caggtctgtt taccegtaaa 25754 

ccgtatataa caattgagat acacatggat aggtcatctt ccgttattac ggatagtacc 25814 

ccccccacat tactgtacag ctgagatgtt gggtcagaac cgacccagga cataaaegge 25874 

ategcaaatg ttgcgtgggg tttgtcctgt aagtggaaat cccggtgcgt aaatgegtat 25934 

gatgaaaagt cagtagaaca gtctatggtt agcagggtca ctgtatgggt gtgttgaagg 25994 

acgatcatac caccgctcat tgtatcacat cgagcgtccg tcttcaccgc cattgatctt 26054 

gacccacccg taaatgcgta gagtgtttgt tcatgatccg gtaaagtcca gtgaagaacc 26114 
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cgcctaaccc 

s~ — \ 4~~ /■*! 4~~ —\ 4~~ 

catgtaacct 

— \ 4~ 4~ —\ —\ —\ —\ 4~ ~~\ 

araraaaara 

aacgtcgttg 

ggggtccaga 

gatgetcatg 

TCI -j A 

gcgggtgtat 

ttaagacaaa 

acctagaaat 

gagaacagca 

agcccgcatg 

/-i4-/-i4-4-4-4-4- -i 

cgtgttttta 

TCI D A 

tacaatgctt 

raaracacaa 

4~ /^i 4~ *^ f~ r\ 4~ 4~ 

cgtgtacg t t 

gggatcacgt 

agageggcaa 

— \ — ^ 4~ /^i 4~ /^i ~~\ 4~ 

gaatgtgatc 


gctaatttct 

gcggattttt 

/— — \ 4— — \ 4— /— 4— 4— /— 

catatcg ltc 

ccgtagaggg 

rrtagar rca 

rrrtraagaa 


cctagaggag 

accgtacgcg 

aca Lggcaac 

cl L cl C cl C cl C T_ cl 

tttaggegea 

4— 4— 4— 4— /— /— /-i s— 

grrratcege 


C y T. cLcLcLcLC cig 

atagctacc l 

-t- / — i- * — i- -j ^ 

cagacccrgr 

gagcg rgcaa 

rrgrcarggc 

L. D^f / H 

tagtttagaa 

ctaaggccat 

^ /I 4— /— /— ^ /— /— ri 4— 

agrccaccg l 

99 Lggccarr 

yl /— /— -\ -\ 4— 4— /— 4— /I 

gecaar lc rg 

carccrcrar 


agactcggta 

— \ — \ 4~ 4~ /~ ^ /— ^ 4~ ^ 

adttCaCald 

/— /i 4— 4— *-\ ri /— /i 4— 4— 

eg l Lagcg l l 

Lacga rggac 

acaaaccca l 

/I 4— 4— -\ 4— S— S— 4— 

g l rgarccrg 


taagaccata 

a 9 a 99Lacgt 

gragagca La 

LaacaLTircg 

/I 4— -\ /i 4— 4— 4— /— /i /— 

g rag l l rege 

ggracagctt 


-1— -1— -1— -1— s— /~i /~i /~i -1— /— 

ttttcgggtc 

agt lcc lc La 

caaagac Lgg 

caegggtgea 

aaag ia race 

ccaaaagggr 


atacgtatc l 

/-*\ 4~ 4~ 4~~ 4~ *^ *^ 4~ 

gtttgtaatg 

ccaaaga raa 

cagccccccc 

cgcacai: ngc 

cgarcaaaag 

ZD/ /'t 

s— 4— s— /~i /— -1— 4— s— /— /-^ 

ctcgct Lccg 

4~ 4~ /"i -5 4~ 4~ *^ 

r Lgaaa l Laa 

ca l La Lcgac 

a tacgege ra 

aagggggegg 

4— 4— r-\ 4— -\ -\ -\ r-\ /— 4— 

l rg raaagc l 


gciiLcgaaa 

age lc Lgc La 

a La Lggca La 

Lcgacca rcg 

4— -\ -\ -\ 4— -\ /i /— 4— 4— 

Laaaragc l l 

4— /— -\ 4— 4— -\ -\ /— -\ r-\ 

Lear raacag 


aaacrgagca 

rggacc Lea l 

rggargatTiT: 

gggataggaa 

-\ 4— 4— /— /i 4— --\ /— 4— 

aar rcg rac l 

ggcag Larac 


caagrcaara 

acc Leg Leg l 

raag rgccg l 

aaaaa l raca 

rearceggg l 

c l reggg ra l 


ggaggccgtt 

acr l rggac l 

c 99999 cttt 

yytclclclyCcly 

aaggci.ri.ai: 

eggcagaagt 


agcrgcacca 

tcacagrcaa 

tcccggcacc 

cgccccatta 

acege rgc l l 

cgtgtaaggg 


ggctttgttt 

y-1 4~ 4~ /~1 —1 —1 

gT.tccd.ga.CcL 

araacrccag 

ggttaaggca 

t— 4- -> — > /— /— 4- 4- 

gctciaccgtr 

4— /~i 4- -> 4- t~~ ^ 

rgrargcraa 


C g cLT. cLC C L L cL 

tcgggatgta 

ggrrrrrarr 

I. cl cl C cl cl cl d. d d 

4- 4- /-< 4- -A -A -A T (-it - 

l tg tcicicicigi. 

taatcaagee 

7 77 C/1 

-\- r~ r~ ~\ ^ t n t "1" t" 

ICCaadgall 

"■g g t. 1. 1. g etc a. 

gaaaceggra 

cig c cii. cLl l c g 

a.tggatgtct 

ctcctcgagc 


crrcacaaag 

gagtegtcac 

graaaaccrTi 

rgcaaacgai 

4— r~\ -> -~> — > 4- r~\ 4- -> /~ 

rgaaatgrac 

cacrgaarcc 

9757 4 

aaraacraac 

4— 4 1 y-i 4- —\ /^i 4- 

macgragrc 

4— 4- /^i 4- /~i /~i 4- 4- —i 

ttgtggttac 

aacracgaga 

/— 4- -> 4- 4- 4- —> r~\ f~~ -> 

c Ian rage a 

/— 4- —> — > rA 4- /~i -~\ 4- 

cgraagrgar 

~>1 A'i.A 

gtctgtacgg 

/-vj 4- — x — i 4- 4- —\ 

gctacaatta 

agtcgegatt 

tgaatgtgtt 

tegtatttaa 

y^- -4— r-4 4- 4- y^ y^ h» J— 

ctgttcccat 

7 7/1 Q/I 

/~4 4~~ —\ 4~~ /■*! 4~~ 4~~ 

grcargarcr 

cggctttggg 

— \ — \ 4~ —i 4~ 4~~ /~a 4~ /~i 

aaraamgrg 

caaacgaccg 

gagmtgece 

4~~ 4~ ^ — y — — X 4~ /I 

grarccaatg 

9 7 R 

rrcaacagaa 

— \ « 4~ /i /~\ /~\ 4~ 4~ 

agtccgggtt 

grecegmaa 

4~~ 4~ 4~ /^i s~a y~i 4~ 4~ 

rrrgeggrar 

rcarcaaatg 

y — y — y~A 4~ 4~ /I y — y— « 

ccgrragccg 

T7C1 /I 
Z / Di't 

/~4 — \ 4~~ /■*! ~~\ ~~\ 4~~ /■*! 4~~ 

gargaargra 

raagreggra 

aggcaaacac 

agaaaaargg 

tcaniiicg 

dldgillldd 

9 7P.7A 
L 1 D / 4 

atgcgcgtgt 

aacttactca 

tatacgeget 

cacctcctta 

tgcgacgaat 

acagacgegt 

27734 

ccatccggga 

agattagcag 

gattgttaat 

ataggatgea 

ggtacaacaa 

atgtatcgac 

27794 

cagacgcgca 

tgtgcttcgg 

taataggtag 

cccgtactca 

agegttttta 

aaagatttcc 

27854 

aaaatcgtcc 

tcttgacatc 

gtttgttatt 

aataaagatt 

geccagttat 

gtgagatgtt 

27914 

agtatattga 

cgcagagttt 

gattgeagat 

tatataegtg 

agtatatttt 

cactaggagt 

27974 
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catgttgaaa atgagattct aacgagtcag 

4~ 4~ 4~ /~i /~i /~i 4~ /~i /~i /~i 

tttgggtggg 


cgaaccgacg 

/— — \ 4~~ /~ 4~~ 4~ /~i 

catactatga 

ccggttttcg 

accgtttatg 

tactgagggc 

tttgatatat 


— \ /~i /— — \ -I— -I— /— — \ — \ — \ 

ciy C cLI. I. C cLcld. 

agccaccaac 

agtaaacaac 

ggccgtgaga 

atatgacgcc 

ctagcaatcc 


tgcttcatca 

araacaaraa 

cgttgctccg 

ggtaaaagcc 

ggaagggaac 

cgcatgcgat 

9 H? 1 4 

aaacgcggtt 

ccggacattg 

agcctgtagg 

tttattaagc 

aaacgttcaa 

trgcccacag 

coc 1 ^ 

ggttTmaaaT: 

/~i 4~ /~ /~i 4~ /~i 4~ 4~ /~ 

gtcgatgttc 

ctccgcgacc 

gtcgtccccc 

atttgaaaca 

c teg tr ttgt 


tatatcaatt 

aaaacttccc 

agtagtatac 

aatatctctt 

ttttgcaggt 

cc tcaataga 


agggggggtc 

gtagtccagt 

tatatgcgta 

acggcccagc 

tgagcctgaa 

tgtgatt tec 


gcgaaaacca 

aattcargaa 

agattgtgtt 

tatcggacga 

ctcgcataag 

ccgrrgaraa 

9RC;i 4 

cttagcatga 

acarrrrggg 

cagcaaccct 

ggtggatccg 

gtaataatgc 

d.d. LCgd. LcigC 

901:74 

ttcgttaagc 

grrrggarac 

acgtgctttt 

tccggagccg 

gcatttccgc 

L d. d. L L d. d. d. T_ a. 


aacggagaag 

gggagctcai: 

tcctctgcat 

ttcaggaggc 

gcttgcagtt 

cgag taac tg 



cacaaccgcg 

gaacacgttc 

ttttggaatc 

gtaattgcgg 

caag l lc teg 


aa tccg Lgag 

aggaraggtT: 

gaatgctatg 

catagaggtg 

aagtttaaat 

atacac tg lc 

9SS1 4 

atCdddTCCd 

ttgggcgtct 

ctggattaaa 

aacgtttttg 

ggtgaagaac 

iig lc Ld.Cd.ga 

9SS74 
too/4 

aal-l-na-t-r-H- 

aattgatctt 

i.i.ca.tcg Lyy 

ttttcaatgg 

ccgaaataac 

gtctcttttt 

dalaaCayLL 


ccggtagtga 

agaaaaaagg 

atagcaagtt 

ctgtttctat 

tgaccagggc 

ttgaatggaa 

9SQQ4 

graacccaaa 

tgaccaarac 

aagaacatgt 

tcgatatata 

ctggaatgag 

tacgccccgg 


— i 4~~ —i 4~~ ~~\ /~~\ /~i 4~~ 4~~ 

araragggrr 

rrgracaTiTiTi 

ccggaggaag 

atggctggat 

gttaatacac 

ccaaccacgc 

9Q1 1 A 

— \ — \ — i /-« 4- —i 4- /~i 4- 4- 

aaagrargm 

gmiicgaaaa 

atcctagccg 

gtgactttgg 

atataccgat 

ggacaaggca 

9Q1 74 

4- —\ 4~~ 4~~ ~~\ /■*! s~ 

rararagcgc 

4~ /^i 4~ /~i /i 4~ 4~ 

rgracggrcr 

acggaaactg 

taattcgcca 

agttcaggca 

— > /— /— /-^ 4- 4- 4- 4- —> 

9Q9 34 

4— /^i *~\ — \ s— s— 4- 4- 

rgaacgcgm 

ggargcaacr 

cggtatgagg 

acctagcagc 

agattgggaa 

— —— — —— — j_ — — 

caccacarcc 

9Q9Q4 

— \ — \ ■ — \ -\ 4- r^t 4 > — \ 

aacaargraa 

ccrgcargcc 

ggggctctag 

cggaacgtta 

tgggctatgt 

ggagaatcag 

9Q3 R4 

aagccgracg 

gcrrgccLCcir 

caggtttttg 

aaacctggcg 

tcaaacatta 

cagrcarcgr 

9Q41 4 

tacttgagtt 

tctgcgtgga 

ataaccggtt 

gtctctatac 

cagtggttta 

aarggaaggg 

9Q474 

tcggttttgc 

caaaracgrg 

gactggatag 

cctgtgtagg 

tattgtgccc 

grrgraagaa 

9QR34 

aggracgarc 

agaacagaar 

ggaacccctg 

caccattaaa 

tacgtatatg 

ggtcaagegg 

90. c; 0.4 

cagaacrgrc 

— \ /-^ — \ 4- rA 4- 4- 

ccagargrra 

aaagttgccg 

atgcaacgtt 

ggccagagga 

gcggcggttg 


tcacaagcct 

agttgagtgt 

atgcaaaatg 

ttgctattat 

ggattatgat 

aggacgegtc 

29714 

tttattataa 

ttataaccga 

agattaatta 

tggcaaagga 

tgatgtaacg 

ggcatgaagg 

29774 

gagagtgttt 

ggtcgtgtgg 

ccgcccgttg 

tatgtgggga 

gggtgtagta 

tttgactcac 

29834 

ccttacagcg 

gctttctggg 

gaggtgttgg 

cctgttatgc attacgtgaa 
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tctgccaagt tttaaataca gcccctttgc gcgtgttaat aggtcgccgg aatgaagatg 29954 

atagatctca cagcacacgt gcggttgatc gtataatggg cgagaacgat acaacacggg 30014 

ctggatcggc cgcgtctaga cttgtaaagc taatagttaa cttaaaaaac atgagacatg 30074 

ttggagatat taccgaaacc gtacgttcct atctagaaga aacgggcaat cacattctgg 30134 

aaggaagtgg atcggtggac acatcacaac cggggtttgg caaggccaac caatccttta 30194 

acgggggggc aatgtccgga acaacaaacg ttcaaagtgc gtttaaaact tcggtggtta 30254 

acagtatcaa cggcatgctc gagggttatg tgaataattt attcaaaacc attgagggtc 30314 

tcaaggatgt gaacagcgat ctgaccgaaa ggctccagtt caaagaagga gagctgaaac 30374 

ggttacggga agagagggta aaaataaagc catctaaagg gtcacatatt acaatggcag 30434 

aagaaacacg tattgccgat ttaaatcacg aggttataga tcttaccggc ataatagggg 30494 

atgatgcata tattgccaat agttttcaat ctcgttatat ccccccttat ggagatgata 30554 

taaaacgttt gtctgagcta tggaaacagg aacttgttcg ctgttttaag cttcaccggg 30614 

taaacaataa tcaaggccag gaaatttctg tatcatattc aaatgcgtca atctcattac 30674 

tagttgcgcc gtatttttca ttcatattac gggccacccg attaggattc ttggtaactc 30734 

aaagcgaggt acataggtca gaggaagagt tatgccaggc tatttttaaa aaggcgagaa 30794 

cagagtccta tttatcccaa atccgaatat tatatgaaat gcaggttcgc gcagaggtaa 30854 

taaaacgggg cccacggaga acaccaagtc cttcctgggg tttgcctgac cctacagaag 30914 

atgacgaaag aatcccggaa cccaataaaa taaataacca atacatgcat gttggatata 30974 

aaaacctatc ccattttatg aaaggacacc cccctgagag gttacgggta cacaaggtaa 31034 

atg cag egg att cga cct tac tgg ata aaa ttc gag caa acc gga 31079 
Met Gin Arg lie Arg Pro Tyr Trp lie Lys Phe Glu Gin Thr Gly 
2715 2720 2725 

ggc gcg ggg atg gec gat ggg atg tec gga ata aat ata ccc age 31124 
Gly Ala Gly Met Ala Asp Gly Met Ser Gly lie Asn lie Pro Ser 
2730 2735 2740 

att tta ggt tgc age gta acg ate gac aac tta eta aca cga gec 31169 
lie Leu Gly Cys Ser val Thr lie Asp Asn Leu Leu Thr Arg Ala 
2745 2750 2755 

gaa gag ggg ttg gat gtg age gac gtg ate gaa gat ctt aga ata 31214 
Glu Glu Gly Leu Asp val Ser Asp val lie Glu Asp Leu Arg lie 
2760 2765 2770 

caa gca ata cca aga ttc gta tgc gag gcg egg gag gta acc ggt 31259 
Gin Ala lie Pro Arg Phe Val Cys Glu Ala Arg Glu Val Thr Gly 
2775 2780 2785 

ttg aag cca cgc ttt ttg gca aac tct gtt gta tea ctg cgc gta 31304 
Leu Lys Pro Arg Phe Leu Ala Asn Ser Val Val Ser Leu Arg Val 
2790 2795 2800 
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aaa ccg gaa cac caa gag acc gtt tta gta gtg ttg aat ggt gat 31349 
Lys Pro Glu His Gin Glu Thr Val Leu Val Val Leu Asn Gly Asp 
2805 2810 2815 

tea agt gag gtg tec tgt gat cgt tac tac atg gag tgt gtt act 31394 
Ser Ser Glu Val Ser Cys Asp Arg Tyr Tyr Met Glu Cys Val Thr 
2820 2825 2830 

caa cca gcg ttc cgc gga ttt att ttt tec gta tta act gcg gtt 31439 
Gin Pro Ala Phe Arg Gly Phe lie Phe Ser Val Leu Thr Ala Val 
2835 2840 2845 

gaa gat agg gtg tat acg gtg ggg gtg cct ccg cgc ctg tta ate 31484 
Glu Asp Arg Val Tyr Thr Val Gly Val Pro Pro Arg Leu Leu lie 
2850 2855 2860 

tat egg atg act eta ttc cgc ccg gat aat gtc eta gat ttt acc 31529 
Tyr Arg Met Thr Leu Phe Arg Pro Asp Asn Val Leu Asp Phe Thr 
2865 2870 2875 

tta tgt gtt att tta atg tat ctg gaa ggc att ggg ccc tec ggg 31574 
Leu Cys val lie Leu Met Tyr Leu Glu Gly lie Gly Pro Ser Gly 
2880 2885 2890 

gca tct cca teg ctg ttt gta caa ttg tct gta tat ctt aga cgc 31619 
Ala Ser Pro Ser Leu Phe val Gin Leu Ser Val Tyr Leu Arg Arg 
2895 2900 2905 

gtt gag tgt caa ata gga cct ttg gaa aaa atg cgt egg ttt tta 31664 
Val Glu Cys Gin lie Gly Pro Leu Glu Lys Met Arg Arg Phe Leu 
2910 2915 2920 

tat gag gga gtt tta tgg ttg tta aac act eta atg tat gtc gtt 31709 
Tyr Glu Gly val Leu Trp Leu Leu Asn Thr Leu Met Tyr val val 
2925 2930 2935 

gat aac aac ccc ttt aca aaa acc cgc gta ttg ccg cat tat atg 31754 
Asp Asn Asn Pro Phe Thr Lys Thr Arg Val Leu Pro His Tyr Met 
2940 2945 " 2950 

ttt gtt aag tta ctg aac cct cag cct gga acg gee ccc aat att 31799 
Phe Val Lys Leu Leu Asn Pro Gin Pro Gly Thr Ala Pro Asn lie 
2955 2960 2965 

ata aag get ata tat tea tgt ggg gtg ggt cag cgt ttt gac ctg 31844 
lie Lys Ala lie Tyr Ser Cys Gly val Gly Gin Arg Phe Asp Leu 
2970 2975 ' 2980 

ccc cac gga acc ccc ccc tgt cca gat ggt gtg gtg caa gta ccc 31889 
Pro His Gly Thr Pro Pro Cys Pro Asp Gly Val Val Gin Val Pro 
2985 2990 2995 

ccg gga ttg tta aat gga cct tta cga gat teg gaa tat cag aag 31934 
Pro Gly Leu Leu Asn Gly Pro Leu Arg Asp Ser Glu Tyr Gin Lys 
3000 3005 3010 

age gta tat ttt tgg tgg tta aat cgc acc atg gta aca ccg aaa 31979 
Ser Val Tyr Phe Trp Trp Leu Asn Arg Thr Met Val Thr Pro Lys 
3015 3020 3025 

aat gtt cag tta ttt gaa acg tat aaa aat tea cca egg gtt gta 32024 
Asn Val Gin Leu Phe Glu Thr Tyr Lys Asn Ser Pro Arg Val Val 
3030 3035 3040 
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aag taa ataaaccttt tattttaagg atgggttgtt gcggcgtgtt tttttgtcat 32080 
Lys 


aaaaacaaga 

agrrararga 

agcaagggga 

Leg Lcagraa 

arrrcaarga 

rggacrrgaa 


-a -a ra-l— ^— ^a-l — 1— ^a-l- 
ciadtCattai 

/-i — \ /-i s— — \ +- /~ +~ /~i 

gage ate tag 

— \ — \ /~i ^ 4~ r*\ r*\ 4~ 4~ 

aagatgg l La 

a taa rag rga 

caaacgrgrg 

4— -\ 4— -\ /~i /~i /~i /~i /~ 

raraaggggc 


-1— -1— /~1 — \ /~1 — \ -1— /~1 — \ /~1 

rrgagargag 

/— — \ /-i /— /-i /— — \ /-i +- /~ 

cagegcagr c 

tai: gggggga 

aracaggcac 

acgarggrag 

S— -\ -\ 4— 4— /-^ /-^ /— — \ /~i 

caar r cccag 


r aaacaacag 

+- — \ /-J /-J — \ /-J /~1 4~~ 

taggaggtcc 

— \ +- « 4~ « « 4~- 4~ /^l 

atgtgggt tg 

/i /i — \ 4~- 4~ — ^ /i — \ — v 

gga l racgaa 

CCdlddLLdL 

crgrcrrggr 

Don 

r r ar aar ccr 

rar err gear 

/~i 4~ /^i 4~ /— /^i 4~ ^ 4~ 

grgrccg La l 

g rcaga raag 

-\ -4— /i /— /— /i /i -4— -\ -4— 

argceggrar 

rgcrrrrgr r 

jii jou 

rccgaarrrr 

gctcctgaag 

— \ /— 4~ /— /— /^i 4~ *^ 4~ 

ac Lccag La l 

aceggagrar 

aaeggegarc 

aaaaacargr 


-1— s— +- 

ICaddddddt 

cgacgrargr 

l lc Lggca 

gec Lccacaa 

crrgrccggc 

/-^ /-^ -\ 4— -\ 4— /i 4— S— /i 

ccarargrcg 


raraggacar 

/■■i 4~~ s~ s~ s~ 4~~ *^ 4~~ 

ggrcccarar 

^ 4~ 4~ 4~- 4~ 

gcaa l l l lcc 

tg ta tccg t t 

, (— » — rj ~t -.4-4-4-4- 

c tcgaarrrr 

rgrrgeggra 

DT CCA 

/— — \ -1— — \ /-i /-i — \ /-i 4— /— 

caraggagrc 

ctgaaagacg 

CLCCLLLaaa 

lc Lcgcgccg 

ccrgacrrcg 

ccarggcacg 


CCadCtaddt 

ccggaggcgt 

n-l--l--l-n-l--l--l-n-l- 
g L L Lg L L Lg L 

aaa l Lccaca 

gccagcrrcc 

cgrggracac 


caggraaarg 

cgrgagrgra 

cacaccc Leg 

acceggag ra 

ccggrrccar 

ggcgggtgta 


aagr r aagac 

4~ /~i 4~ 4~ /^i *^ -~\ 4~ 

c rag l tgaa l 

Leg taa Laag 

cccg rgac rg 

crcrrrcgca 

ggrggecger 

J^OUU 

aaar r r aagg 

ccgaacaacg 

rgee Lga lc l 

/I -x -x ^— —\ 4" *^ *^ 4" 

gaaca raca l 

tgcgcgrarg 

raaarcggr g 


aagarrcccc 

aaaa rcca lc 

IIItdLaLad 

y tacata rag 

caaagcccrg 

rrccaaggcc 

j/y/u 

gtttgttcga 

egcaaagger 

adIILCaLtg 

gcraraaaaa 

raaraycrrr 

/^l 4^ ^ 4^ ^ 4^ ^ 4^ 

grararacr c 


/~i /~i /"i /~i 4- 4- /~i 4- 

gggagtatgt 

gccgraaccc 

cccaaaaaaa 

gacaccaacg 

y— vl /-i /-i 4— 4— 4— 4— — > /i 

egggrrrrag 

/-I /— — > /— /— /— /— — > -4- 4- 

gcaccccar r 


ccrcgacgca 

4— 4- 4- /~i —i /~i 

rrcrcLgcccig 

y-1 — \ y-1 — * 4~ 4~ 4~ /~1 

gacgattttg 


aargcarggg 

/-I — > — > /— — > -4- "> /~1 /~ /-I 

gaacaragcg 


, — ^ ^-i 4- ^ 4- ^ 4- < — r\ 

cagr ar ar eg 

^- 9 9 9 ^ ^ ^ ^ ^ ^ 

ggcgctgaaa 

rcaaacr l rg 

CCd.I.CCd.d.Cg 

arcrrgragr 

331 Kn 

4— /~i 4- —i /~ —i /~i /~i 4- 

tgtacaggct 

grmgaagac 

gg rag an arc 

cggcccgcgr 

cccaarrgac 

— > /-i -4- 4- /~i /~ —> 4- f~~ 4- 

agrrgcarcr 

3377H 

gcargrccag 

tatcttgagg 

gamrgecca 

araagarccr 

v~l /— — > /— /— /— /-I /— /-I /-I 

gcacccgcgg 

— > /-i /-i -4- "> "> /~1 /~1 /~1 /~1 

aggraagggg 

337Hf> 

ggatgctgtc 

cccagggggc 

ragaraarga 

aaggccrgaa 

raceggrrac 

rggccacaac 

3 3 34f> 

ccarccgrrr 

ccargracar 

crccgragcc 

/I 4~ /I /I — \ — \ -f— — \ y~1 

grgegaarag 

arrcgaegge 

4-" /~i /i -~\ /i 4~ 4~ 4~ /~i 4~ 

t 99 a 9 ttt 9 t 

3 34nn 

gtccgaagag 

tggtccatcc 

gggaaatccg 

acagtacaaa 

agtagtctct 

gtcttcaccc 

33460 

ttcggattga 

gttccgggcc 

taaatacgea 

aagattggac 

ggacaacccc 

gggttttcca 

33520 

aacgccgccg 

cgtaccacag 

tctatatgtt 

gctaatattg 

aaagggaaga 

tgtaacggtg 

33580 

gaatccgttg 

ttaaacagtc 

aaaataacac 

ggtaagagta 

cccttaccac 

aattgegega 

33640 

ttgccactaa 

gaaccaagcg 

gcgttcttca 

aggttaaaca 

aatcggaggt 

ttggccttcc 

33700 

cgctctatag 

ggggggaaaa 

cgtagactta 

tatttccgac 

gtatgtaggc 

ctttggtgta 

33760 

attacctcca 

cgtctaaagg 

tgtttgttgc 

tgggtgtcac 

cgttagattt 

aagtgcggtc 

33820 
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cgtaccttgc gtgtgggcgt tacatgcgct 

gactgctgaa 

J jOoU 

acatcaatgg 

ccacgggaaa 

attagccctc 

aatactccgg 

tagatggcgt 

gttgtcatta 


Tmcaacgcgt 

gttcatcggg 

gattgttttt 

aacagaagac 

ctgtattcgt 

atcagtctcg 

J^UUU 

— \ — \ -I— /~i -I— -I— — \ /— -I— /~i 

aatgttactg 

gcgaataaaa 

cgatttaaac 

cctaatacgc 

gccgtaaagt 

ggccagggca 


gtgccatgga 

gacaacgcca 

ggtgtctgcg 

ttacccagtg 

gttcaagggg 

ccaggcgtct 


aacgcagccg 

a 99 ac 9 cc 9 c 

cctgcagata 

gacgcaaacg 

ttgccgcaga 

aacacrcccc 


ccatgcctgg 

agtagcgaca 

taaatcctct 

tgttgtacgg 

taatttcggc 

aaacrraggg 


acgtatttcc 

cacatgag tt 

tttgcataat 

aagtagtata 

acacggaaag 

— x /™ /™ 4~ 4~ /™ 4~ /^i 4~ 

accg l tctgt 


/~i -I— -I— — \ — \ -I— -I— /~i -I— /— 

gttaattgtc 

cggactgigi: 

ccaggatgtg 

tatatgcttg 

cggcacaaat 

grgrccgcrr 


■4— s— 4~~ s— 4~~ — \ — \ /— /— — \ 

tctctaacca 

aggraarcrg 

cgttgcgtcc 

atagcttggt 

tgtggttcag 

Lgcarrgrra 


gaggcccttt 

grgrrgraca 

gaggcttagt 

atttatgtaa 

ccccccctat 

gga rg rccar 


atatgg La l l 

aacggg l La l 

aaactttcaa 

aatttaccgc 

cccgtttatc 

cgcggccacg 


atcccgggga 

cag l Lccga l 

agcgctaatt 

gtagcatggc 

ttcggcatgc 

ggggccaagr 


gcatttgatg 

rgc l Lgaaaa 

tacacgtggc 

gtgcccaagc 

gggggcagta 

aL L L Lg IddC 

34DDU 

gctgttgaga 

gaacgaatgg 

cgctggctca 

taagcaggtt 

atacaactgg 

cggtaggtac 

34 / ilU 

gacargcaga 

acga rccacg 

ttaattgaat 

caagtaaagt 

ttctagatct 

ttrrrrrrra 

34/ OU 

ggtttttcac 

—\ « a 4~ *^ y— 4~ 4— 

acgag tac t t 

cccggaaagg 

tctgggtact 

tttagttacg 

y— M M M y— M y— y— — \ — \ 

cgggcgccaa 

3404U 

araarrgrtc 

CCaddllaad 

cgaaatagag 

caatgttata 

ttcgtgtttt 

gtagggattg 


gacg 9«»9^^ 

4~ 4~~ /~a ~~\ 4~ 4~ 4~ /^i /~i 

rrgarrargg 

catccatcta 

agaatccggt 

tgttcgccaa 

accgggcggt 


4-4 , -,4 ,4 , t +■ 

f— 4~ 4~ /~i /— /i 4~ /— 

crragcgrca 

gtaacgttac 

agcgcataac 

ctcaaatatt 

— X « 4~ 4~ /^i —% /— /— -~\ 

agmgagcca 

3 jUilU 

gcgaarcccc 

/~\ 4~ 4~ 4~~ /^i 4~ 4~ /~a 

gtgttgattg 

aaaagtgtat 

taatgtccgt 

atccaaaact 

4~ 4~ /^i 4~~ 4~ ~% /~ ^ /— 

rgrgmacac 

3 jUoU 

agccmcggr 

ggacggattc 

cacttgagtg 

tttttgcaat 

ataggcacaa 

cggcgaaaca 

3 3±HU 

gcrcccaarg 

4— /^i 4- 4- 4- —i — i — i 

rgrggrraaa 

tttggggcgg 

tagttatagt 

cgcgatgcta 

aarrccccgg 

3 jZUU 

r r r r gr ccag 

9 ac 999 aaac 

caaccggaag 

cgtagtgcgt 

gtatattttt 

tgaaatacgi; 

3 Jzl DU 

/— -\ -\ "-^ 4- /-| /— 4- 4- /— 

caaar gcr r c 

caacgcr r ca 

ggtattcgta 

tacacgcccc 

caatattgcc 

g t at t g ac t a 

3 J JL.V) 

gtctaggctg 

4-4- / ^4-- 1 -|--|-/- 1r1 - 1 

r r cr ar r gga 

catgcaaggg 

ctttaaatac 

tttaatttgt 

tcttcggtat 

3 3 3 OU 

raarrgacrc 

caraagarac 

ttttccataa 

acgcggtaat 

gttatcggcc 

araaarccgg 

D IT A Af\ 

aagggccaaa 

arcggrcaag 

cagctgtcat 

tgtcctgtct 

aagagaacgc 

aracaggaag 

3 JJUU 

ctacggcgtt 

agcgctatgt 

ctgagatcgt 

gtataaatgc 

acaaaattga 

actggggaaa 

35560 

cgtccgttat 

tggacccatg 

ccatccaata 

caaccaaaat 

ttggttagag 

gccaaaagag 

35620 

tttgtaagat 

attaatgcta 

tcggctaaac 

tccaaagaga 

gcatctctcg 

aaaaggtgtt 

35680 

tgtatttaaa 

tcttgagaag 

agatgggtgt 

tcgagcgtgt 

aaatgcattt 

gcacatcgtt 

35740 
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gcctaaatgc 

acagcacagt 

-\- -\- n -\- -i — »/-i-l-H — » 

ttgttagtta 

ttl: gggtgtg 

tgtaggaaac 

cattgaaatt 

o conn 

rarrrgcgar 

ggtaaagm: 

— \ /~i 4~ — \ /— — \ 4~ 4~ /^i 

agtaacattg 

gcgagaacag 

gggtccgcaT: 

s— 4~ /~i /~i 4~ /~ /~ 4~ 4~ /~i 

erggrcemg 

JJODU 

agccatcgac 

gracarcaaa 

acttcattaa 

gragcaa raa 

acg Lacacgc 

cc taatgact 

D CQ9n 
JJ3iU 

ggtagaccga 

4~ /~ /~ 4~ 4~ /~ /~ 

taccatatcc 

ggcccararg 

acanrggcrr 

tatg raagca 

aacargcrar 

JJJOU 

gaaaar gage 

/— — \ 4~ /~i 4~ /~ — \ 

C cLI. y I. C cLcLcld. 

ctcaa Lccaa 

egg Lcacgac 

ggragrgrac 

accaacacgc 


gaaaar gr r r 

/-/-^-l--l-/-n-l--l--l- 
CCd.I.I.Cgi.1. L 

^ /— — \ 4~ 4~ /— 4~ 

cLC d. L L cLC d. L d. 

ggggccgagt 

■4— /I — \ /I -4— 4~ 4~ —\ 

tgag l l raaa 

cLT_ cLcig cLcLI. d. g 

JUlUU 

agrcrgraaa 

tattgcacaa 

aac Lgagcaa 

c Lagc rccga 

aaacga raaa 

gr rgargaaa 

JDlDU 

ar ar acagar 

/~i 4~ 4~ ^ 4~ /~i /— /— /— ^ 

gttatgccca 

/— ^ 4~ 4~ /^i 4~ ^ i 4-/- 

car Lg Laa lc 

gtagrgctag 

l Leg rcaaaa 

-\ ■^4 _ /^i4 _ 4 _ /~/~ - ^ /~ 

aargrrccac 


gtagttggtg 

4~ ^ 4~ /^i /^i 4~ ^ /— /^i 4~ 

tatggtacgt 

^ /— ^ 4~ /— /— 4~ /^i 4~ 

aca lcc Leg l 

gttcaggaga 

rcgr l raarg 

ac regcacaa 

JDtoU 

gcgtgtcgat 

gccca La tea 

cgcaggarcg 

LgcaagiiTicr 

reeggagaac 

ccaac rcccg 


cgrargraca 

cacaartgtg 

Lg La Lg L L L L 

ca lc Lccacg 

caarceggag 

a l raaa rcaa 

JD^tUU 

raaactgcga 

g l l Lac Lg La 

gca Lcca teg 

/i — \ 4~ *^ —\ 4~ 4 — \~ rA 

cga Laa l tug 

agaacagega 

l l raaaagac 

JD^tDU 

gara Laarag 

gc La Lcaacc 

gcggaaagac 

g lc Lea l rg l 

gggggagrar 

aaiz rg Lccaa 

3D J^U 

tcacrgacar 

IdCCtCd LCC 

ag La l Laa La 

eg LCy rage l 

y rcgaragc l 

Lege Lggara 

jDjoU 

cgcggtgtag 

gc l l rcaag l 

rgcacaa Lea 

aacg l l raaa 

accca Laa ra 

tatgtctegg 

JDD^tU 

argrcaaara 

rgr racgaa l 

ccggagaggc 

/** —\ ^ /^i -f— -f— 

ergcaregtt 

aaaccg l uga 

arcaacgrcr 

3C7AA 

gggtaaagct 

acggcgaca l 

gagacaacca 

+- —\ ^ —\ —\ ^ 

gracgctaat 

^-t-/--t-n/-/--t--t--t- 
aictgccTii 

aacgcgtgtt 

3C7CA 

gaagccactc 

aagcaaggcr 

grrgrrrrac 

cagagcccai; 

aggggcacgt 

aegaeggma 


ccgggcgagt 

4— 4- /~i 4- /~i —i —i 4- —i 

mgrgacaTia 

— \ y-1 y-1 4~ 4~ 4~ 4~ —1 

ccaggrrrra 

mag Lttrac 

rggaacatcc 

— > — > 4- 4- /~i /~ -> /~i 4- 4- 

aamgeagm 

JDOOU 

ccaggcraar 

tcccgggtgg 

y-i 4- /~i 4- /~i 4- 4- 4- —i 

gtgtgtttaa 

rccacgaaac 

cagatcccct 

ccararaacg 


cccgcgcgag 

4- /~i 4- /~i 4- —i 4- /~i 

crgrgracTig 

gacgcaraga 

eggeggegtt 

r~A t— 4- /~ 4- f~~ f~- f~- f~~ /~i 

gctctccccg 

gtgttgggag 

57nnn 

3 /UUU 

acargggaac 

rcaaaagaag 

gggccgcgtt 

4- /~i —i — * — * — * — * /— * 4- 

crgaaaaagr 

c Lcgccgtac 

— > /— — > /— /— — > y^ /—J —\ 

gacaccacga 

3 /UDU 

cacccgaggr 

ggaagcgtta 

garcarcaaa 

tggatacget 

4~ —% —% 4~~ 4~ /i /~ — x 

Laatrggcga 

-1 4- 4-4- n n -\4- -i — \ 

amrggaraa 

571 ?n 

rrcaggrgar 

gargrrcacr 

ttgggtgcgg 

4~~ 4~ /~a f~ 4~ 4~~ 

raa Lgcrccr 

ggctaegma 

— x 4~~ 4~ /I y — y — « -4— 

arrgccgccr 

571 an 

3 / loU 

crrcrgaara 

raccgggarc 

/-/-4-4-/14-4-4-4-4- 

ccrrgrrr 

argcigccgi 

agrrgamaT: 

gagrrarrra 

579 /in 

acgccacccr 

agatgggggg 

gtatggtccg 

gaaatagagg 

rggatacagc 

f~ f~ f~ f~ y~1 y~1 +- 4~ 4~ 

gccccggrm 

3 / 3UU 

tgtttttgga 

accacatagc 

gttgtggcat 

ttacttacta 

caeggcttta 

aeggcaatgg 

37360 

ccatggcggt 

atatacactg 

atcacggccg 

cgattataca 

ccgagaaacg 

aaaaatcaac 

37420 

gtgtccggca 

aagctccggt 

gttgcatggt 

tagttgtaga 

tcccacaaca 

cttttttggg 

37480 

gtcttttgtc 

attgtggtta 

ttaaacgccg 

ttgtgttatt 

attagcttac 

aagcaaatcg 

37540 

gcgtggctgc 

tacattatat 

cttggacatt 

ttgcgacaag 

tgtaatattt 

acaaegtatt 

37600 
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gacgaaacga acataaaagc ggtcgcaaat 

ttacgacagc 

J / DDU 

agagcgtctt 

tttatatcgc 

cttgcggggc 

ctacgcgcgc 

agtgttcgtg 

— \ — \ 4~ 4~ 4~ /~i 4~ /~i /~i 

aatttgatgg 

J / / L.K) 

ctgcgttgat 

ggcgatatgt 

atcctatttg 

tatcattaat 

gctggaactt 

gtggtggcga 

J / / OU 

atca.tcta.ca. 

tac 999 act 9 

tggtcatcgg 

tgtccgtggc 

catgtctaca 

-1--I-H ,/-iH \ / \ +- 

tt tagtacat 


-I— /~i -I— /— — \ /~i -I— -I— /~i -I— 

tgtcagttgt 

-3-1— -3-1— ^ — 1 — 

atatcttata 

gtatcagaat 

taattttggc 

gcattatata 

cacgtgttaa 


taggaccgtc 

cctgggaacg 

ctcgtggcct 

gtgctacgtt 

gggaaccgcc 

/"i S— f— —i f— 4~ /~ /~i 4~ 

gcgcactcgt 

j / you 

atatggaccg 

— \ +- 4~~ 4~~ 4~ /~i 

attatatgac 

cctatatcgg 

ttcaatctcc 

acggttaatt 

— — — —— — — — a_ — 

cccacaactc 


ggggaacctt 

/^i /^i 4~ 4— /^i 4— 

ggcttgcctg 

gccgtgtttt 

ccgttgtcat 

gttgcttctc 

agattgatgc 

joUOU 

gtgcatatgt 

g T_cL T_CcL rcgd. 

cagaaacgca 

gtcggttcta 

cggtgccgta 

agaagagtac 


ccgagcgggt 

ac 9999 ai: ac 

atacgaaaag 

taaaacctgc 

acatagaaat 

tctcgccgca 

JtSiUU 

caaattaccc 

atcacaaggc 

tacggctacg 

tctatgaaaa 

tgactcaaca 

tatgaaacgg 


accgcgagga 

4~ ^ /^i /— 4~ /^i 4~ 4~ 

tgagctgtta 

tacgagcgat 

caaacagtgg 

gtgggagtag 

/— /-^ 4~ r°\ r°\ r°\ 4~ 4~ /"i 4~ 

cgtgggttgt 

jo jtU 

acttgtaaac 

— — — —— — ~— — — 

ccccaagcaa 

taaaacaaac 

attcacagta 

accaaccatg 

atttgatgtt 

jo jOU 

tttattagaa 

/— /-^ 4~ 4~ 4~ *^ 4~ *^ /~i 

cgtttatcag 

ggtttatcag 

ggtttaacat 

tttgcgcatt 

tggaatggga 


gctctttccc 

— i /-h /-j ^ ^ 4~ 4~ 

gaaggttttc 

gttttggtgt 

tacatcgatc 

actcgtgggc 

r-\ r-\ /— ■ r-\ 4~ 4~ /"^ 4~ r°\ 4~ 

ggcgttgtgt 

jojUU 

ggatttatcg 

gcgtcctctg 

ttacattctc 

atcaaagtca 

aagtcttcaa 

agaac tc tga 

JOJUU 

gttcaaagca 

acggtttctc 

cgttgcacgt 

aacaagctcg 

ttgtaccgtt 

tgcacaatcc 


acagattcct 

cctcgaccgc 

tggatgaaga 

ttgtcccatc 

gcaatgaccg 

caatgctgat 

JODOU 

gtaatcgcgt 

tgtttcctgt 

gtctttaagt 

atttgtgtca 

ctctaggcac 

T 4- , — -\ ^ < 1 1— j — r* 

atcaacttcg 

JO/ 

ataggcgtta 

/i — ^ — ^ /-« /-« /^ 4~ 4~ 

gaacggctat 

aaccggaacc 

gcacagtggg 

gtgggatagt 

/— « « /— /— — x « 4~ 4~ 

cggccagtta 

jooUU 

tattcgtaaa 

4~ /-i /i /i /-« /^ 

t 99 ca 9 cc 9 c 

ttgtgtatcg 

acgcgcaatg 

ggactcccac 

/— 4~ /~ r~\ 4~ /-^ 4— /-^ /-< 4— 

ctcgtgtggt 

jooDU 

/~/~l/~l/~/~l/~~\/~~l/~ 

cggcgcacac 

gtcctataaa 

ggtgacaagg 

aagggccgta 

gttttagcgc 

tggaaagtaa 

JOQTf) 

joytu 

ccggataata 

f— — x -1— ^ /-a /-a 4— 4— 4— /-a 

cataggtttg 

tacggcaatt 

tgtttaaagt 

tagcgtgccg 

f~- « /-« ^ 4— 4— /-vj « ^ — — v 

cggattggca 

JOQOfl 

joyou 

aatacaggaa 

4— 4- 4- /~i —i — i /-i —i /-i 

tttgaagagc 

cgtatctcca 

gtggcccatg 

caatggttgt 

— > -*4-4-/-i4-/~^~^~^~ 

aa r rg recce 


ttttgtatgt 

ccggatcatt 

aaatacccac 

actcgggatg 

agattgtccg 

attgaggece 

jyiuu 

aaatgatggg 

/~/~i4 _ /~/~i"\/~i4 _ 4 _ /~ 

cgtcgagttc 

tgtaagggcc 

ctcccacctt 

taaatcctaa 

— \ /-— /-^ 4- 4- 4- /■"■ 4- 

aegtttccat 


4— /~ — ^ — \ 4- 4- 

tcaacgtgat 

s— s— 4- 4- *~\ 4- 4- — \ 

ccgttattaa 

ggcctcgcgt 

gtacttgggt 

ttgctgaggg 

tccaaagaag 

JjiiiiU 

/~4-4 _ "\/~"\/~"\4 _ /~i 

cttacacatg 

ggttttttat 

agtatataaa 

aagtcccgta 

gatttgccat 

4-/~i4 _ "\/~i/~i4 _ /~4 _ 

tgtaggtcta 

5Q? an 

tttattaacg 

tggtgtacgt 

ccgaccgagc 

gggttatttt 

tgtcatctgg 

atcaaagagg 

39340 

tatttagcac 

gacatttaat 

ttcaaaaaat 

gaaatgtcgg 

tttctgcagg 

gtggggattt 

39400 

agggtgccag 

ttaaagggtc 

cctgtcacat 

acaagaacgt 

ccaacgacgc 

gectataagt 

39460 

cccgttcgaa 

cgtcgattaa 

aagtccacat 

tcatacgttc cgattcttgg 
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tgtacccaca 

39520 
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aggagacttg 

gagatttggt 

amgagcatg 

4~~ s~ — \ ^ ^ 4~ 4~ *^ *^ 

tcaaaamaa 

— \ ^ ^ — % 4~ 4~ /1 4~ 

aaaac rragr 

4-/-i4 »/-i/~4-4-/~4- 

tgtagcttct 

J3 JOU 

ggcgmaaat 

gatcaggagt 

acggatatca 

geeggatcta 

raaacaargc 

T_T.CcLa.CT.d.T_C 


gctcgtgccg 

ccggmcgm 

ggm tmcca 

— \ — \ y— /—J /— S— —\ 4~ 4~ 

aacgecamg 

ccgccgcatc 

— x /-j 4~~ ~~\ 4~ /1 4~ /1 

accgtatgtg 

5Q7nn 

tctgtagtgt 

tatggtggta 

aaaccac Lga 

ggrggaatga 

egggrccaga 

4~ -'1 /~ 4~ /~ /~ 4~ 

LdCdCICCdl 

J3/ OU 

maagagmg 

atgcggtgat 

taaam Leg l 

ctgagragtg 

ixcaaa rggc 

-\ 4~ 4~ /^i 4~ /~i /~ /~ /~ 

amgrcgccc 


tgaccacgag 

tctccgamc 

lolig L lad L 

agaa Lacgm 

4~ -\ -\ 4~ /~a 4~ 4~ 

Lad Lg LCg LC 

4~ 4~ /"^ 4~ 4~ 4~ 

mgggmaat 

J300U 

mggatgcta 

actcttccgg 

acgcggc lcc 

rgaggctgtg 

4~ /~ 4~ 4~ 4~ 

xggacg rem 

cLcLcig cLclC cig T_ 


gcgttggtag 

aaccgggtgt 

tgtgtaggm 

aca Lcarmg 

gagac rccag 

-\ 4~ 4~ /^i 4~ 4~ /^i 

agmgmaga 



^g^ggQa^aa 

acgaa Laaaa 

a tacccgc rg 

rca ncccgcg 

acag Lccarg 


mcggtgatg 

tct lc Lg tag 

eg Lg lc La La 

aaa rggrgm 

caacgmaai: 

/— /~i 4~ 4~ 4~ ~s 4~ 

eg Lgmaara 


T_ccgmm La 

caaaagggrg 

c Lg Lagacc l 

cccacacggg 

caammm l 

/1 /1 /— 4~ r*\ r°\ 4~ /"H /^i 

ggctggctgg 


/~i /~i /~i /""" "I - 4~~ 4~~ /"i 4~~ 

gggcmatgt 

cga lcc La lc 

caa Lcccga l 

eg Lgccaraa 

taaagggrga 

recgagegra 



a Leg Lgacac 

aacaacga Lg 

Laacaacag l 

ggcrgggrar 

aargaggecg 


gaargcgrar 

gccLLcgaaa 

agcrmgagi: 

gcgmacgcc 

g raaegcac l 

gcg rgacac l 


ggaararccg 

gcg raaagaa 

mcegggaaa 

racggg rg l l 

cage lc rccg 

gcg rg raraa 


agggamara 

am raag lcc 

ccggggatgt 

cagatgggag 

4^ ~\ 4^ ^ 4^ 4^ /i /1 

rararatggc 

gccaggacac 

A r\/\ OA 

arcgatargc 

cagcgta tea 

agegecaaar 

crgg rga raa 

crrargaccg 

ragragrgar 

/1A IT /I A 
'tU J'tU 

aatgcggggt 

y-1 — \ 4- /~i 4- 4- 

ccgargracr 

gaaatgggca 

gttgtccggg 

aagacgrccr 

agca.ggai.d.a 


C I. T. C T. clcig ag 

tgctrggccc 

-3 -) 4- /-1 /— -) 4- -) -3 -3 

cLcLI. y C cLI. cLclcL 

g ci t c ci ci t c g c 

aag Lccaact 

/— 4-4-4-/~</~1/~1/~1/— -a 

ctrnggggca 


aggttccagt 

ararmagra 

aggcccgmc 

C cL 1 1 cL cL L cl L d. 

arcaagcaag 

— > 4- 4- 4- /~ "> /~i /~i /~i 

atttcagggg 


/-i-t--t-nn-t--t--t-n+- 

gttggtttgt 

4— /~ 4- /~i 4- 

rccargacrc 

—————————— 

aacaccaaac 

y-1 — \ — \ T 4-/1 1/- t(- 

gaaargacar 

ctgegatgea 

4— t— t— t— /~i /~i /~i /~i 4- —> 

teceggggta 


cgcgtagtac 

gtgctccggg 

4— /~i /~i —1 4- /~i /~i —1 4- 

tgggatggat 

mccaacmc 

— > — > -*4--*4-/— r*\ f~ +■ 

aaararcger 

cgagracaaa 

A AO /I A 

gggaatacgt 

-.4-4-4 . — J- ~ J- J- 

atttaatgtt 

actaggctat 

— \ « 4- f~ 4- y— y— « — V -f— 

agtctccgat 

tactgctgtg 

gttatttcca 

A AQAA 

4uyuu 

acgaggcaaa 

gttgtcgacg 

4- 4~~ ~~\ y— 1 — \ — ^ — , — , — , 

rraagaaaaa 

4~ 4~ 4~ /1 -~\ *— — \ 

ramgecaca 

-*--4--4-,— -,-4-,— -4- 

LLlCdCdlCI 

— \ /—J 4~ 4~ ^ — ^ 

a gg t ggg tca 

/I AQCA 

ggccgcacgt 

tcgatttaaa 

aacgtcaacg 

ettgagecaa 

atctaaaaat 

acatgggcaa 


mmrcrgrc 

4- —\ 4~ /~*\ 4~ /^i 4~ —\ 

rargrgarca 

/-j /-« 4~ 4~ 4~ /~i 4~ 

ggtattgtca 

accg ncigga 

caggegaaca 

argramcar 

41 nan 

ccatatccat 

gtcgtatgcc 

ggaaacagta 

gctgtttggt 

ttgtaacgaa 

aaacctaaaa 

41140 

ggcaaactat 

gctagaaata 

cctagccttt 

cccctgctcg 

tatagaaccc 

tcactcgcta 

41200 

aaatcgcgtt 

aattaactct 

ctattaaaaa 

cacgactgtc 

catggttttt 

acagctattt 

41260 

ttgacgatgg 

gtatatatga 

acacgcccat 

acgttccccg 

tcccgcaaac 

ctgggtctat 

41320 

ctcgaatctg 

taatttagaa 

aaacataact 

gttcattgag 

cgtgaagatg 

ggtacaatta 

41380 
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ctaaaaaccc atgggggttt gttaaattgt 

g g d.d.d.d.d.c g I. 

41 AAC\ 

/— ■ /— ■ — \ /— ■ f— f— 4~~ 4~~ 4~~ f— 

CCaCCCIttC 

/~i s— /~i 4~~ 4~~ /~i 4~~ /~i 4~~ 

gcgmgatgt 

attggatctc 

tcgttaagcc 

gtgctttaat 

d.d.d.d.d.1. cLcig C 


Trngtctgimg 

tgatcgttct 

ggtgattcca 

tgcatgttgc 

agttgacgga 

4~ 4~ /~i /~i /~ /~ /~ ~~\ 4~ /~i 

ttggcccatg 


/~i — \ -I— /~i — \ -I— -I— -I— — \ s— 

acatccgtgt 

gtggggttgg 

tggattctcg 

ttcttgctga 

tcggctgcgg 

41 K9n 

ttgcatttgg 

ttcatgtccg 

tcggtattgt 

ggtgggaacg 

caaaggtcct 

gcagttggag 

41 Ksn 

— \ -I— — \ -I— -I— -I— /~i /~i — \ /~i 

atatttggag 

/~i 4~ 4~ /~i /~i /~i /~i /~i /~i 4~ 

gttggggggt 

gtgtcgtcag 

catccattgt 

gtaagtaacg 

c l Lcgrcgtc 

41 74l~> 

ttctccaaac 

caagtatgai: 

tttcgtgttc 

gatgttcggt 

cctaccgcgt 

c l tccagrct 

41 snn 

gtctatatta 

tcggtattat 

cgtcttctgt 

tttatccaaa 

ccgcgaataa 

aatcgggtgc 

41 HKn 

-I— — \ -I— — \ -I— — \ /~i /— /~i -I— 

tatatagcgt 

ctgtTmgrar 

ttaaaatctg 

ttgaatactt 

gtttgttcct 

S— -\ ■^/~/~4-4-/M/M 

caaccrrgga 

41 Q9n 

ttgtatatca 

cgaatc l lc l 

gttcaactga 

agctatgcga 

gctgcagagc 

ggagctggtt 

41 Qsn 

atttaaatcg 

gcgcaggcci: 

cttttgcagc 

agtaaaggca 

tacacaaatg 

c tggatcrrg 


tacactcgca 

cccccacgga 

ttagatcgag 

ggtccgttct 

ttaaataacc 

ccgcgcggti: 

49i nn 
4^ ±uu 

atgcgccrca 

ac Lag l l tga 

cacggttacg 

cctatgagaa 

gcgtaggttg 

gagrgrggcc 

4"? 1 F,C\ 
H£ ±DU 

tgacargacc 

aaagrgaa Lg 

aatgcggccc 

tgaaaatgtt 

tatgatatat 

acg taacgag 

4"? "> "?n 

4— —\ /— 4— — » /-j — » 4— 

racgraagar 

gacgcggctt 

cctgttttac 

tgcttacaag 

agatgaggcg 

gattccgtga 


am gang ma 

aargrca l rg 

ataatgtttg 

gtcgtacgct 

tggtgaagaa 

rcrgraagar 

49 54H 

ammgaacg 

rcraaagcgt 

cgtagggatg 

aacgctttgg 

gacgttggag 

rccccraccc 


cgrgmccac 

gcggcaaggg 

tctctgggaa 

acgcaaccca 

aatcccgttt 

ctgaarmtg 


4~~ —i 4~~ ~~\ /~i ~~i 4~~ /"i 4~~ 

craragargi; 

aacccgacgr 

catcaggccg 

ttattcccgg 

aattggaacg 

cncacaaci 

4? t:?n 

gmgrgaara 

4~~ 4~ 4~ s~ s~ 4~ /~i 

rarrccacrg 

ttctcggcta 

ctgctcgacg 

ggcaatgttt 

ggcgcgrmc 

4? t;sn 

4- —\ 4~~ s~ 4~~ -i 

rarcgrcaac 

agggracaac 

tgtaccccca 

atgtagtttt 

gaaaccatgg 

/— « — x 4~~ ~% 4~ 4~ /~ /-^ 

cgaramcgg 


raaargcaaa 

cgraagcccr 

gaattaaaaa 

aggctgtcag 

tagtgtacag 

iiTiaigaai 

4? 7nn 

amcaccgga 

agaagcagca 

cctcatcgaa 

atgcgtatag 

cggtgttatg 

— > — > /— — > /— — > 4- 4- 4- 

aacacarrrc 

4? 7Kn 

s— rA 4- 4- 4- 4- 

gcgcgmmc 

rcrgrcggar 

agtttctgtc 

agttgtctac 

ctttacacaa 

/— r~\ /~i 4- 4- 4- 4- rA 4- 

cggttttcgt 


— \ 4- 4- rA 4- rA *~\ 

accttgtgga 

■a ■a/--a-l-/--f--f--f--f- 

aacarcmrr 

gagagtattg 

aagagtgtgg 

aagtcatggc 

aaacgcgcaa 

4? aan 

aggttgacgt 

rccaarcrai; 

ggcagatata 

aggggacgtt 

ggaactgttt 

/■"■ ^ ^ ^ "> ""^ 4~ t~A *~\ 

CcLaaadcirgd. 


tcctcatgca 

caccacgcat 

tttatttcat 

cggtgctatt 

gggcgatcat 

gccgacagag 


mgacrgcm 

rcrgcgraca 

gtgtttaaca 

cgccaagtgt 

ttctgacagt 

grrrragaac 


acttcaaaca 

aaaatcaact 

gtgtttttgg 

taccacgtag 

acatgggaaa 

acatggtttc 

43120 

ttgtaccatt 

aatagcttta 

gtaatggcca 

cgtttagagg 

aattaaagtg 

ggttatacgg 

43180 

ctcatatacg 

caaagcaacg 

gaacccgtgt 

ttgagggtat 

caagtctcgc 

ctggaacagt 

43240 

ggtttggggc 

aaattacgtg 

gatcatgtaa 

aaggcgaatc 

tattacgttt 

tcatttaccg 

43300 
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— \ f— y-1 y-1 y-1 -1— f— 4~~ 4~~ — \ 

acgggtctta 

cagcacagcg 

gtgttcgcgt 

caag Lcacaa 

cacaaacgrg 

agrgrrrrar 

iJJ DU 

aaarrraacc 

tttaatatat 

tactgtaaat 

/1 4H 4H /^i *^ z^- ^ 4~ 4~ 

g l Lgacatat 

—\ y— 4~ 4~ 4~ y™ — x 

acc l l Lccac 

— \ — \ /1 /1 s~ /1 « 4~ 4~~ 

aacggcggtt 


gagttaaggt 

atactaggtg 

gttgtaggtt 

ccgg l Lcacc 

y yi — v 4~ —\ 4~ y" 4~ 4~ 

cgaLaatc l l 

4- /1 4~ /^i 4H 4H /~i /1 

tgtgtctcgg 

4 54 oU 

ggaagcaaar 

tcgctgaagc 

agaccacagc 

*^ « 4~ 4~~ —\ 4H *^ *^ 4~ 

eg l raa taa t 

— v yi y y y /i /i y 4~ 4~ 

agcccggc l l 

-» -»4-/-i4-4-4- / -4- / - 

aargrrrcr c 



aagctgccac 

ccaga Lgaa l 

l Lac Lgyrac 

clyciyciyciccci 

ctggcgttgg 

H jDUU 

-i— -i— s— s— s— s— 4~~ — \ -i— 

mcccgctat 

aacgtcgcca 

aga l l tgcgg 

Laa Lgcyayy 

cir r r r r cig r a. 

/-^ 4~ /"H 4~ — 1 -\ 4~ 4~ /~ 

C LCg ladt LC 

4 JUDU 

gaatgcaggt 

ggtgacatc l 

_______ « «3 ^ 

dCdddddydd 

cctgcgtggc 

y-1 /— /— -\ -\ 4~ /~A 4~ 4~ 

gecaarg lc l 

dCCLCCdCIt 

HJ 1 L.V) 

ttaattcccg 

ctgaccggcc 

rrrcrccdCci 

Lacacggagc 

ccaacacaca 

caaccr Lccg 

A77Rr\ 

TJ / OU 

catgatttgi: 

gacatggggt 

aacgca taca 

g Lgcccccac 

y~1 4~ /~A -\ /— 4~ /~ 4~ 

g rgaac lc ra 

LgaLracarr 


catcacatcc 

gtccgcatgg 

ctgaggagrc 

ga L L tddtdC 

agagecaag l 

arccgagca l 

43yuu 

gccatccggc 

gggacatagc 

y^/-4 j4-4 < -.4- 

ccrd.rrd.aar 

4~~ ^ /^i /^i 4~ 4H —\ 4~ 

ragg l Lccat 

— v yi y y — v /i 4~ y" — v 

agecag naca 

4~ 4~ —\ —\ —\ y" y^j y y 

Lanaaacgcc 

45you 

T_T_cg meg lc 

Lgaccaccac 

actcccggag 

aaa Laac l l l 

acargcg Lar 

/1 /1 -\ 4~ 4~ 4~ 4~ 4~ 

ggarrrrrcg 

44U^U 

gaagccgcgg 

ggg l tgraag 

Lag l tgc l La 

agrrrggegt 

tggrgraaga 

tetgeggggg 

44U0U 

tgggatctgc 

rcgagga lcc 

ggaa Laga Lg 

l tggaagggg 

gtacgegarc 

/~a /~a /~a 4~ 4~ 4~ 4~ -\ 

gggtrcrraa 

441 4n 

acgmgcrcc 

aaaaaca rgg 

•f-y-+-'a"f-/~i+-+-+-+- 
LCtdtgt Lt L 

caacegga ra 

^ ^ r~ ^ 

g regecg rca 


mgcgracga 

gacc rcg raa 

l raaaa l l ra 

^ ^ 4^ 4^ *^ *^ 4^ 

caarracaty 

aaaag lc l lc 

ggaggtaagt 

44^1DU 

rcarcrgacg 

tgggcgcgtg 

a rg raaa l rg 

tggctacaac 

aacggcaara 

magragrar 


y— y— y~| 4— 4— 4— y-1 — * — * y-1 

ccgtttgaag 

ggggataaac 

ggagcgatcc 

rraaagrtat; 

— \ — > — > — > /-1 /— — > /-1 4- 4- 

aaaag cagrr 

y~1 — > 4- f~~ /~i /~ -> 4- 4- —> 

garegcama 

aa~x sn 

4— 4— 4— 4— y— — l y— y— y~ /-| 

rrrrcacccg 

gggatcggtc 

aggatggact 

rccaraarcc 

cararccagc 

y~i 4- 4- -> — > 4- /~i f~~ -> 4- 

grrdargcar 

zizizizin 

cgcagagtct 

cr gddcr gcc 

tcgggggtta 

atttgegege 

tgcacccgta 

gcggngtaca 

ft JUL) 

y-i /— /-i /~i *~\ -» — \ 4- 4- 

gcggaaarar 

gcgttgtaat 

rccargagca 

gaaaaacag l 

/— 4- -> /~i f~~ /~i /~i -> 4- 4- 

etageggatt 

y~1 /— /— y~1 /— /— /— y~1 y~1 y~1 

gccgcccggg 

44 t;p;n 

4— *~\ /— 4- 4- /~i 4- /~i /~i /~i 

tacttgtggg 

4— 4— 4— — 1 — 1 4— /-■ — \ 

rmaargcca 

cccacccggr 

TiaTirrraraT: 

4— 4~ 4~ —> — > y-1 — > y-1 y-1 y-1 

tttaagaggg 

y~1 y~1 4~ /~1 /~1 -~\ —t -\ /— /-i 

ggtggaaacg 


ggagaaatga 

cgtaaaama 

carargaaga 

gattctggtg 

4-4- -1 4- /-1 4- 4- 4- 4- 4- 

trargrrrrr 

—V -4— —V _j -4— yl —V y^ _ y^ 

atagtgacac 

A A con 

H , —,4 — 1 — 1 > -1 — 1 — 1— 

— \ +- /->■ /-j /-j /1 +- +- /~\ 

at 99999 tt 9 

ggaatagaga 

— ^ /I y^ - — \ /1 — \ — \ 4~ /~ 4~ 

agcagaarcr 

y~1 4H 4~ ^ /^i -~\ — X 4~ ^ 

grcragaara 

/I /1 4H ^ — y — y~l —\ 4H 4H 

ggrccgarra 

4474H 
44 / 4U 

acgatgcagg 

ragrgcrgcc 

4H 4H /~i /~i 4H 4H 

t9 ta 999 tat 

eggraataca 

aaaacargee 

gcaaarcccc 

AAsr\r\ 

440UU 

y~ s— y-i /~i 4- — \ — \ — \ y~ 

ccggraaaac 

raaaarggar 

rgraarrgcTi 

/*i 4~ 4H ""1 4H y~ 

ggmaaaicc 

4~ —% yi — x /— — x — x — x 4~ /^i 

ragacaaarg 

4H ""^ ^ — y~1 y — y~1 4H —\ f~ 

racgegraac 

440DU 

attgaccggg 

taaatactta 

gaacaaattc 

caatatcaac 

aatatccgcg 

ctgcgtataa 

44920 

atttacccct 

cagttgtgtg 

gaattaccaa 

taccaacctt 

ttctaaggct 

aegggaaegg 

44980 

ggaccttgga 

aagcttaagt 

atttcccctc 

ctgaattata 

atagtcaaat 

aaatatatag 

45040 

aacgattacc 

taaccagcat 

gggaaggaag 

cgtgaaggta 

gggtatatac 

cccccacctt 

45100 

gtggtcgtgt 

atatacagat 

gacagatacg 

ccaaaaccgc 

atacatcaag 

gagctgttat 

45160 
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tccgttaaca ccgaaactat agtctgaatc 

aggtctggtg 


tgcgggctac 

adttlCatCa 

ataaccgttt 

gggaagaatc 

tgcaatatca 

4— — \ 4~ 4~ /~ /~ 4~ /~i 

tattccatga 


/~i -I— -I— /~i -I— -I— /~i -I— — \ /~i 

gttgttgtag 

— \ /~i 4~ /~ /~i /~i /~i 4~ 4~ /~ 

agtcgggttc 

gtttgtaact 

ccgttataag 

accttgggtt 

agcgatgtca 


cacacgcimg 

riiaaaracc 

tggtttaaaa 

acatttcggc 

gcctggttta 

aa 99 c 999 l:a 

a <^Ar\r\ 

agggggtttg 

attatttagg 

acgttagcca 

aaaacggtaa 

acgcgcgact 

agcrcrtggc 


gagctgtcac 

— \ 4~ /~i 4~ /~i /~i /~ 4~ 4~ 

atgtaggctt 

tggggattgt 

caacccgggc 

atttatacac 

gcagcatcaa 


taatagcctg 

tgcagagtga 

tataaaattg 

gacttccggt 

aatacgtcct 

ccccaggcag 

a it it on 
4 jjoV 

aggatccgtt 

/~i 4~ /~i ^ 4~ ^ /— 4~ 

gtaagatac l 

acaatcaacg 

gactggggga 

ttctgcgtaa 

tgtcgcggta 

A KP.AC\ 

caattgatag 

999 ac 9 cc 9L 

ttccagaaat 

ctgctggagt 

gtccccgcta 

ac uaarrggg 

AK7C\C\ 

cataacagat 

gtcgaacca l 

tccataagac 

tttggggttc 

tgtcgaagct 

gggg taaaca 

tD / DU 

atagaacgtc 

4~ 4~ /^i 4~ ^ ^ ^ /^i /"i 4~ 

rrgraaaggr 

gggatgctgg 

cggacgaatt 

gtttttcttt 

cccg raaaic 


gcccttgrcc 

aggcggctca 

aggacgccat 

caaaggaacc 

gttattgatc 

ggarcrgrgi: 

A CO OA 

tggaaginnig 

cgctccgrgg 

ccctttgcac 

tttgaagcaa 

cccagatgca 

acgcgggaac 

A ^QAC\ 

tagaaggtcg 

gacggggtgc 

ctggagttaa 

caatgtttac 

ggcccgtttt 

at tagc tcaa 

*touuu 

ggacgtcccg 

d. LTZclT: L L LCC 

tgtatgcgtg 

tttcagcagg 

ggagtcatca 

auacc rccag 

4DUDU 

aagmaacrg 

rcga rcaaga 

tcgattatgg 

atgaaacggg 

tccaatattg 

—\ -H ^ ^ /i 

rccccarrrg 


acgtgtgtga 

^ ^ /— /— ^— -^i <4— /-H 

rrcacccarg 

gctgccacca 

tatgctctgc 

gtatattttt 

aragacgarg 


caagacgagg 

ggtgcatcgg 

atatacgcaa 

tcagctgttt 

gcataataaa 

agracccgm 


grccarcagc 

aaaaraacgc 

gttccgtttg 

ggattagttc 

tgcatacata 

aracaaarar 


cacggrgcrr 

/i /-« /-« 4"" 4"" 4"" — ^ 

g c g g r r r c c a 

gtatttattc 

gtatcgctac 

aacgttaaat 

gcarcaaaga 


ataaaccggg 

gctaagataa 

acaggcaatg 

ataaaatcaa 

tccccctgaa 

ttatgcgtgg 


— — — 1_ — — — — — — 

ccgaaaaaac 

grgrgaaaca 

aatggttccg 

tttttggtat 

taagagattt 

gttaaggcgt 


rarcgggaar 

gtacgcggcg 

aaaacttgac 

accacggttc 

gcattgacct 

gragcargar 


atcttgtttg 

tacttcaacc 

ttgaagcgtt 

gtccgggttt 

ctttaaaatc 

agtaatgcgg 

4DDUU 

/-*«- — \ 4- 4- 4- 4- 

garcrarrcc 

ggccgcaara 

agccccgcgt 

taggtatcac 

aacgtgtagt 

aarccrmrg 

1DDDU 

rgrgarcarr 

argccaaagr 

gcatgtttgg 

tttcatttgc 

caaatgggct 

rccarrarac 


accggatatg 

gttgtactgg 

aaaaaaaaaa 

gaaatatgta 

cgtattcaaa 

cattttttac 

4t>/oU 

gtacgtggta 

rrraaggara 

carrraaacr 

ttggtggggt 

aactatatat 

crrrcrarcg 

/i cq /in 

ttccagggta 

tccgaggtca 

agattttaat 

cttctgtttg 

tggatgaagc 

taattttatt 

46900 

cgacctgatg 

ctgtacaaac 

tatagtcgga 

tttttaaatc 

aaaccaattg 

taaaattatt 

46960 

tttgtttcat 

caacaaatac 

cggaaaagca 

agtacaagtt 

ttttgtataa 

cttacgtgga 

47020 

tcgtcggatc 

agttgttaaa 

cgttgttaca 

tatgtatgcg acgatcacat 
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tta.gca.ca.ta 

gcgatgtcac 

agcttgttcg 

4-/-i4-4 t4-<~<4 »4- 

taaataagcc 

ggttttcatc 

471 AC\ 

acaatggatg 

gagccatgcg 

gcgcactgca 

z-i-,4-4-4 t4-4-4 t 

g3. L Ltd. It 13. 

tggccgactc 

cttcgtgcag 

't / ^uu 

gaaattgtag 

gtgggcgtaa 

— \ /— — \ /~i — \ — \ 4~ 4~ /— 4~ 

acagaattct 

gggggtgtgg 

/-^ 4— 4— 4— /i -\ S— S— /^i 

ggtttgaccg 

gccattattt 

t / C DU 

acaaaaactg 

cccgtgagag 

gtttatttta 

tatcggccg l 

caaccgttgc 

/i — > — \ 4~ 4~ /~i 4~ /~i /~ 4~ 

gaattgtgct 


atattatcgt 

/— — \ /~i 4~ /~i 4~ 4~ /~i 4~ ~~\ 

cagtgttgta 

/— /~i 4~ 4~ 4~ ^ /— /^i 4~ ^ 

cgtttacgta 

gaccc tgcat 

L LaCCLCadd 

tacacgagcg 

H 1 JOU 

tctggtactg 

gtgtagcgat 

4~ /^i 4~ 4~ /^i /^i 4~ /— /"i 4~ 

tgttggtcgt 

tataay tcgg 

attggattat 

-\ 4~ 4~ 4~ /^i /^i 4~ 4~ /^i 

atttggattg 

H 1 H H U 

gagcactttt 

ttcttagagc 

4~ 4~ 4~~ *^ *^ f~ 4~ 

tttaactggc 

— \ s— 4~ 4~ 4~ —\ 

acgtcttcca 

gtgagatagg 

gcgttgcgtt 

47 Rnn 

— \ s— 4~ s— — \ — \ -I— /~i /— -I— 

actcaatgct 

taggccacat 

^ /— 4~ /— /^i /— 4~ 4~ 4~ *^ 

actcgcttta 

— —— — — — — — j_ — 

CdCCCCddLd 

catttacaaa 

/— /i 4~ 4~ 4~ 

cgtacacgtt 

47 ccn 

tctatagagg 

gaaacagcag 

/— /— ^ /i /i — \ 4~ 4~ 4~ 

ccaggattct 

gcagttgcca 

tatcgttggc 

tatagcacaa 

47K?n 
t / D^U 

cagtttgctg 

tcctcgaaaa 

gggaaacgtg 

4~ 4~ 4~ 4~ /~ /^i 

ctatCLtccg 

y~ -1— y~ ^~ /^l -4— /^l -4— -1— 

c tccagtgtt 

actgttttat 

A7C&r\ 
H 1 DOU 

cattccatac 

ctcccggatg 

tagcgtggcg 

^— ^ — i — i--t--i--t- 

TdCCCLLLLL 

TLtLdLIdCd 

aaaacaaaaa 

All AC\ 

acgccggccg 

tagactattt 

tgttaaacga 

4~ 4~ 4~ *^ —\ 4~ /~ /^i 

tttaactccg 

gaaa tataat 

agcctcacag 

AlRr\C\ 
H 1 OUU 

gagcttgtat 

ccctaacagt 

aaagttaggt 

gtagaccccg 

t 99 a 9 1: atct 

atgtaaacag 

H 1 ODU 

4- 4~~ r*\ r*\ "-i 4- ~i y— 

ttggataacc 

tgacagaggt 

aattaaaggc 

ggta rggg ra 

a lc tagacac 

— — — — —— 4_ 4_ _ — 

aaaaacttac 


acgggtaaag 

gtaccacggg 

-»/ > -4— /"i -4— / 1 

ddCdd tg LCd. 

ga tga lc rga 

tggttgcatt 

aat tatg tec 

h i you 

r \ -4— r \ 4- 4- 4- 4- /"*4 

gtgtatattg 

gcagttcatg 

tataccggat 

/** /** ^ ^ 

tccgtyttta 

^ rt ^ ^ 4— — > 

LyCC Id L Idd 

ataaaaacaa 

ARr\AC\ 

gacgcgtgaa 

atgtaactag 

—\ j~ <4— r*\ r*\ <4— <4— /i 4- /~1 

actggttgtg 

-t— -f— -f— -f— -f— —a -f— -f— —a T 

tttttattaa 

cacctgttta 

cacttgaatc 

HOJ-W 

acggccgtgc 

ggtctcccgg 

atgaacagta 

gagggtccat 

caaacacaca 

gaegegtaaa 

'toXDU 

attgcgcgag 

4— 4~ —1 — * y~1 y-1 4- 

ttcccaaggt 

atcccccagt 

ctagatgaty 

4— 4- /~i -> 4- -> 4- f~- f~~ -> 

ttyatatcca 

agatgaaata 


gtttcatata 

tgggaaatcg 

gcgatggccg 

4— 4- 4- /~i —i *-»-!-/— y- 

tcttgaatcc 

gcyycattgg 

/— 4- —> 4- -> 4- 4- —> 

eggtatatta 

4H? an 

attaactggc 

/-nn-f--f--f-/--f-/--f- 

cggtttctct 

aacgcaattg 

y-1 y-1 4~ 4~ 4~ /~1 4~ 

gccgtttgta 

tcaataaatt 

tacataaccg 


4— /— /~i 4- /~i 4- /~i 4- 

tcgtgtgctc 

4- 4- /~i /~i —i 4- —i — i 

cttggactaa 

— \ — \ — \ y-1 4~ 4~ /~1 /~1 —1 

caaagttgga 

atcagcgcca 

ataaaagcag 

acatccctcg 


tttatggaaa 

— \ ■ — \ 4- 4- /^i 4- 4- 

acattagatt 

taaaaccaat 

gtgcgaatag 

ccgcatccga 

tccgtcccga 

404DU 

tgttgtaaat 

ttgtttcgag 

ttcataacgc 

z-4-4-/-/ i4-4-/-i4- 

c t tcca.t z g r 

aacaaatgac 

atccgcgcct 

/I Qcrofi 
'to J^U 

cgtagaactt 

C 9 t 9999 taa 

aatttgagca 

s~ s~ st s~ ft /~i 
cccgcggccg 

tgcgctcaac 

ggcccgtgca 

4 o it on 
to JOU 

accactttgg 

cgatgatttc 

tcgcattaag 

gtctggggga 

tggttaaagg 

— x — x — x — x ^ — 4~~ 4~ 

gaaaacaatt 

ARCAC\ 
HOD'tU 

tccagtccta 

cagagtccaa 

gcgaattgag 

tctgcggacc 

cgaaaaccgg 

aggaagtaag 

48700 

cagatgtaat 

cgccattaca 

aagatcaacg 

ggggatgtat 

tttgaataaa 

caacccgggt 

48760 

gtaggagtac 

ccacgccaat 

ggcatgcgcc 

aacaactttc 

ccgggatgac 

ccgtgttata 

48820 

actgccgcga 

atcgcattcg 

gtatgcctct 

aacagcgaga 

gcgtgtctgg 

tggagcaccg 

48880 

ttaatgtaat 

atgacgacag 

cgctatatcc 

accagtgaag 

ctcgatgacg 

cagggttgag 

48940 
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acatttctgt aatgcagatg tttccgccgg 

/~i /~i — \ 4~ /~i 4~ 4~ /~ 4~ 

ggatagttct 


cctggtaaca 

cLt. cLC C I. C I. at 

ctcaaatggc 

atagccatgt 

tgtttaagga 

agcgtgaaac 


agaccaagtc 

/~i /~i s— s— /~i — \ /~i s— /~i 4~~ 

ggccgagcgt 

atccaaatct 

caagtaagat 

gccaatgcgc 

tctacagggc 

AQ^ "?n 

ttttattggg 

— \ /~i 4~~ /~i /~i /~i 4~ 4~ /~i 

a 9 l: 999 l:ai: 9 

tgggcgtggt 

gaaattatcg 

cggaagagga 

agacatcccc 

4Q1 sn 

taaggggcga 

cgcgtctcga 

atcagatatt 

gggctaagtg 

aacttcatct 

S^i S— S— S— S— r~* r+ 4~ 4~ 4~ 

gccccggttt 


ctcccgcgtg 

— \ /~i /— /— /~i 4~ 4~ /~ /~i 4~~ 

agccgttcgt 

aacatggccg 

catcgcttga 

gcatagtggt 

r~+ -\ 4~ 4~ /^i /~ 4~ 4~ 

ggatatgctt 


4~- 4~- — \ — \ — \ — \ — \ /-j 

crrgaaaaag 

gccacacgga 

tcctgtgtca 

tttcggtaga 

accgggaggg 

/- /-^ 4- 4- 4 « -» -» 4- 4- 

cgtt taaatt 

4 yoou 

gatattcagt 

gtcggtggag 

ctttgcgacg 

ccacagcctt 

tgcctccatt 

agaagccgat 


/— /— — \ /~i -I— /~i -I— — \ -I— -I— 

ccagtgtatT: 

— \ /•— — \ 4~ 4~ ^ /^i 4~ /^i 

acaattagrg 

ttaacctccg 

ctggtgtaaa 

aaacttaaag 

/— -\ 4~ /^i /^i /^i /~ 4~ /^i 4~ 

catgggctgt 


agataggaga 

agcgcc Lg La 

aggttgtatg 

ttccgttgta 

tagcctgtca 

ccgrargaar 


gtttttgtga 

rgccca tggg 

ttaagagttg 

ctcgatctgt 

ataagcaaca 

4~ 4~ 4~ /^i 4~ /"H 

Lccgarrgrg 


tgtgatcaaa 

^ 4~ 4~ ^ 4~ ^ /^i *— /— 

ca l La tagcc 

tctatgtcgg 

cgtcacggtc 

acccatatat 

aacar rccag 

4yDDU 

argc Lcgacc 

4~ /— 4~ ^ /^i /^i ^ 4~ 4~ /^i 

TzctaggaTiTig 

catgcagttc 

taaaatattg 

taggtcagtg 

gacaccggca 


tggccacaaa 

— ————— — — 

c rcacacaca 

gaggcttgcc 

ctcgtgcaat 

tcctgccgat 

gragcaggac 

4Q70A 

gragrccgcc 

gaagatgggt 

aggggttcgg 

tgggatttaa 

gcgacccccc 

gatgcrgrra 

AQRAC\ 

^acgacgcaa 

cgar rcgg ra 

acgttatcat 

gtaacattgg 

cactcctcct 

Cytyddaaaa 


^ — > /-< ~i 4~ 4~ 4~ 4~ r*\ 

aaagarr l rg 

ggcagtattg 

cccatatccg 

tgagagggca 

tcgcagggct 

gctgtggcac 

AQQC.r\ 

aracagctgt 

aracccgacr 

cccaggtcca 

cgtgagctct 

gggttgggtt 

agggtaaagt 


maccccccc 

aaragcarca 

tgatggtgta 

cttggatttg 

tccgacaaag 

4~ —% /— /-^ —\ 4~ 4~ /— ^ /-^ 

racgamcag 

jUUoU 

aagcacgcrc 

ggcararaaa 

agttgctctg 

tggcaaagcg 

atcctggcgc 

acracggraa 

crn-i /in 

aggcaarccc 

9999^9 aaat 

cccgttcgta 

gttgatgtgt 

aagagatatt 

ggrgraaacr 


raaaaraccc 

4— /~ /— -~i — i /-« — i — i /-« — i 

rccaagaaga 

gaatatgtaa 

gagtattaaa 

atccgactta 

/— 4- —> 4- f~- r~\ 4- 4- -\ 

crargcgrra 


catggtaggc 

aacgggttgg 

cgtatagttg 

cgtggtggtt 

ggctcccaga 

aaaggaggga 


4-4-/~i/~i4 _ /~i/~i4 _ ~\/~ 

ttggtggtac 

carmiTigcc 

aaaacccgcc 

tagcatttgt 

cattccacgc 

aargargcca 

jUjoU 

— \ -\ 4- /-i 4- 4- /~ /~ 

aatgttccgg 

acargcaaac 

agagggttga 

ccggaacggg 

ataaaaaaaa 

gracccgmg 


caarggrrrc 

— \ 4- /— /"^ 4- *~\ /— /"^ /— /— 

arcgracgcc 

tgatatgcca 

tcataataag 

gccatggtaa 

agcgcrccgr 

jUjUU 

carararrcr 

cararrrcrg 

gttgttgccg 

tggcggctcc 

cgcatcgggg 

/~i/~/~i/~4 _ 4 _ /~i"\4 _ 

gcgcrrgara 

jUjDU 

craaaarggc 

/■*! 4~ /^i 4~ 4~- s~ 4~ 

cgrcgrrcgr 

tcagccatat 

ctcccattaa 

ctcttgtagt 

gtgagcaatg 

jUuiiU 

catcaccatc 

aacggttagg 

tgtgcattat 

ggaagtaaac 

gttaagagag 

ttcggaacga 

50680 

gttggtgtgc 

gtgaagaggg 

tgtcttggat 

cttctggggt 

agttggggct 

tcttcatcag 

50740 

cgggaatttc 

cggaacgata 

actgcctgta 

acgcagggta 

taggcgatca 

taacgcacgc 

50800 

ccattgtaca 

acaggaaccg 

cgggaaaatg 

caggaatgac 

aatatagtag 

taaatcttgg 

50860 
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agagaa race 

ccattcacgg 

4- s~ -~\ 4~ /^a /^a 4~ /^i 4~~ 

tcatggtgtg 

yi ^ /— H 4™ 4~ /~A /~A /~A 

gagtaatggg 

aanaccctga 

cccgtgtctc 


cccgaacggg 

tctcccgtgg 

arraacaca l 

ra tegegteg 

4- 4~ /~a /~a ~\ /^i 4~ 4™ 

l iiggaagtta 

tgcccggcca 

juyou 

rarccacaaa 

gtgaagggct 

4- /~a t~A 4~ 4~ /*~ « 4~ 

tggtatccgt 

l Lcgcccgcx: 

4~ -~\ s~* /^a 4~ 4™ 

tacacgaatt 

gcggggagtc 

r 1 r\AC\ 

/-i /-i -I— /— -I— /— /-i /-i /-i /— 

ggtctcgggc 

ggcttcatca 

/~ /~i /~i 4~ ^ 4~ ^ 4~ 4~ 

egg La La l La 

aegea rcaca 

arcccaLaga 

acaggegcaa 


■4— — \ — \ — \ /— /-i -1— /-i -1— /— 

caaacg eg lc 

atccgtaagg 

atg Lra l l La 

gcgcLrccga 

ggtcrcgccg 

4- 4- 4- /^i /^i /— /— /— 4~ 

ccacggcccc 

J ±±DU 

c ccc l eg La l 

tgtaaaatcg 

nA-A-^A--^nA-A-A- 

g Lta Lag l l l 

ggcg Laa rgc 

lc l rac a rgc 

4- /~h /— /^i 4- -"I — \ 4~ 

cgcagcaaa l 


/— /— /— /-i — \ -I— — \ -I— — \ -I— 

cccga La La l 

cLI. T. cLcLI. cLC cly 

acr Lcgggaa 

gc Lcaccg l l 

4~ /— ■ /— ■ r°\ r°\ 4- 4- 

cccgaga ra l 

g tag t tatg t 

J i-L. ou 

— \ /— — \ -1— -1— — \ — \ /— — \ 4- 

aCattddCal 

/~i 4~ /~i ^ /~i 4~ 4- ^ 

gtgaaagrra 

4~ 4- 4~ ^ /— ^ — \ 4~ /~i 

l l Lacaaa Lg 

— /— 4~ /~h4~ /~h 

ccaccc rg rg 

r-\ r-\ -\ 4~ 4- r°\ /— ' 4- /— ' /— ' 

ggaL rgc lcc 

caacacccgc 


/~1 — \ — \ -1— — \ /— ■ — \ f— 4- /~1 

gaa cacac eg 

tgttaacag l 

cgcag Laacg 

cacagaag l l 

LC L L LCg L L L 

cca l gaa Laa 


/— — \ /-i /— /— -1— s— 4- — \ /-i 

cagcc lc cag 

catgtagaaa 

^ 4~ /~A 4- 4- /^i /~i /^i 4- 

atagrrgggT: 

argegeggtc 

4~ 4- /— ' -\ -\ 4~ r°\ 4- 

c Lcaaarg ra 

4- /— ■ /— ■ 4- 4- 4- /— /~h /^i 

lcc l l caegg 

D±HOV 

c l l Laa egg l 

tgccggggtc 

a l Lg La Lg lc 

l Lcccaaacc 

r-\ -\ /1 4~ 4- r°\ r°\ r°\ 4- 4- 

gagrrgggrr 

ccgcgacagt 


4~~ /~i ^ —\ 4~~ « — \ 

cecgaaaega 

aa tgggaca l 

— \ /~A ~~\ /~A /~A ~~\ /~A /~A 

agaggcaegg 

z~a ~~\ ~~\ 4~ /^i 4"~ 4~" 4~ 

gaa rg l l tec 

z^j 4~ 4~~ —\ 4~ —\ 4~ 

g l rga naa lc 

4— —\ 4~ /~A 4— 4~ 

cgtaatgttg 

r i con 

/— /-i -1— 4— *-\ *-\ /— /i /i 4- 

cgrraacggr 

rggcarggci: 

teegggggae 

gctgcggtcc 

gggaaggrcr 

acg Lcccccg 


gcgcaacaaa 

aaaa Lcaaag 

/~i /-^ /-^ /-^ /-^ 4~ 4- 4- 

9 c 9999LT:T:a 

a l Lcaaacc l 

ragacgeggg 

4- 4- /— ■ 4- /— ■ -\ r°\ 

rrgcteggag 


c na eaaac eg 

tagaattgtt 

— x — x — x 4- 4- 4- /~ /"^ 4- 

aaa iig l teg l 

l Ldcccaa tg 

« « « 4- /~h 4- /^i ~^ 

a ggg t 9 a ' : 9 a 

ggcatcata t 

dx/du 

ccgcccacgc 

l rcca raaac 

CtCCCCaXLL 

gaaca rccaa 

LyLyLCCLCL 

g raccc regg 


ccacgrarac 

accaaaataa 

4~ *^ *^ 4~ 

cacrgacgar 

craaaty ttg 

4— 4- /~i /~i /~ /~i r~A /*i /^i 

gcaacaag rg 

j looU 

eggcc ecgac 

arcaagcaar 

gaactgtggc 

agarggtacc 

z i4-4-n/~T4-/~"i 

ca l rgca rca 

cgaagag tea 


actgtgttaa 

H ,4-/-ry 1 -1- y- +- 

tatcccatct 

4-4 ■ 4- 4 , 4 i-i-i 

— \ — \ — \ — \ — \ — \ 4- ^ — y^- 

ddddddlCCC 

ttggggtgga 

aattgacgtg 

c?nnn 

gdT.ccT.gi.T.c 

g g cLi. etc cig 1 1 

/-i -j -3 -3 -3 t -|-/-nr 

g cLcLcLcLcLI. C g C 

eggegtg teg 

4-/- 1 4--j4-- 1 4-/-4-/- 1 

t. g i. di. di. c i. g 

4-/-/-T4rinTn4" 

tccarggagT: 


rrgccrgaaa 

cac rcccar r 

ggcargaraa 

— \ y-1 4- — 1 4- 4- /~ 

acgraara lc 

LdXdtrrCCd 

ataagagggt 

9n 

aggcaacgcg 

cgtagcttgg 

ragacccgcc 

y-1 4- 4- 4- —1 T-t-Z-iV - 

grrcraaigc 

4— 4- f~- 4- —> — > — > — > 4- 

mccaagaa l 

— > /— — > -» 4- 4- 4- -» 4- 

acaagmrar 

i sn 

ccccaacaar 

cac raaarcc 

gcaggaacac 

gggcgttaac 

cggaagccca 

/i 4~ /^i 4™ ^ — /~i 4~ 4™ /~i 

g c l g l c g r r g 


aarcggagrr 

ggattgtggg 

ggtatagacg 

/-i4 , 4-/-i4-4-4 > -» 

g id Lgrrtdd. 

4~ /^i 4™ 4~ ^ r~A\ r~A\ r~A 

cgtgttaggg 

reggrrarar 

cro ^nn 

caaggagatg 

gcgggctaca 

4-z «4-/-/ 1 

c 9 c 99 ac 99 c 

y— 4-4-4-y— y— / j4-i— 

crttcccdtc 

acaagggegg 

cro Den 

rraccaagrr 

r g r c c c c r g r 

— \ « —\ —\ s~ s~ — ^ 4~ 4~ 4~ 

agaaccar m 

/1 — ^ 4~ 4~ 4~ 

cgeca raigi 

4~~ *^ 4~ 4~~ ^ « 

racrgg racg 

4™ ^ — /~i ^ — /~i /~i /i /i 

teageggegg 

cro /i on 

tgtcgtcaat 

ttgtaaaatt 

ccctgtaata 

gttgccgttt 

taaggttgct 

gttgttacca 

52480 

acacaccgtc 

aacctgccgt 

ccgcgagtgt 

ttgtatgagt 

tattegtgat 

accatcaccg 

52540 

atggttgggt 

gcacgaaacc 

atatccgaca 

gataegcaga 

gatcagecta 

ggttccctgg 

52600 

cgtgtcgggt 

cataaaaaac 

atatccgcac 

agactctacg 

tttgaggtcc 

gaaagtaggg 

52660 

ccgcgcgtgc 

aacacgattt 

agatgtccct 

cgggttggaa 

tttattaatt 

ggtgaaagca 

52720 
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tccaatagaa caccaagaag ttgatcggca 

gtgcctcgtt 

J£ 1 OU 

caaatgagtc 

caaaacggtg 

cgtaaattac 

gagecatctg 

ttggatagct 

ettataegta 


acgatgagtc 

aatctctgtc 

ccatcgacat 

atgtgttact 

taacaaactc 

aacgcttccg 


atgcaattgc 

aaacgcagcg 

cttaacgaac 

gcttgtgtat 

ccgcttaacc 



gaacaggctg 

atcgacggga 

tgtgggccat 

caegtgetat 

catgggttgt 

rgracctcaa 


— \ -I— -I— /~i — \ — \ -I— — \ — \ /— 

attgaataac 

gccatctcgc 

acgtaagcca 

getceggaaa 

tttagtacag 

argcaagega 

jjUoU 

cagacagtcc 

aagttctaga 

aaacgcacaa 

agtttaatgt 

attgeagtat 

grccccaaaa 

JJltU 

gaatatcgaa 

ttgagccgag 

taaaggctgt 

tatcatctga 

tegtatttgt 

rraaaaaaar 


caaaaatgca 

acggtgtgca 

cacacctcta 

tggttgacag 

cacatttcca 

gttggaatga 

J JiDU 

+- /~4 +- /-J /-J 

tccccgctgg 

gatg ttaaat 

aacccagcaa 

tacgatcaga 

ttccgttgta 

g Laaiicacgr 


tagcgggaca 

4— /~i ^ — i /— /— /~i 4— 4— 

rgaaaccgrr 

gtcattttgt 

cagcagegtt 

gcgacttgaa 

teeggaegtg 

JJ jOU 

taaacg Lg tg 

cgggaacaag 

aaaactgcga 

gaagtttgat 

gtagagtgga 

acaraLg ra l 


gggtgtttcc 

aag Laacacg 

ggggcggtaa 

ttataaatac 

ccaacattat 

LLLLagacrg 

j jjUU 

aacaar ra ra 

g Lacar l La l 

tgaaatggac 

taaaacgaaa 

tagatgtttt 

Laacaraaca 

C 3 CCA 
j jjDU 

cggacccaca 

cccrrggccc 

aataaaggat 

accgtgtcca 

ccaaacagtc 

caragcg raa 

J JD/U 

araacrgccg 

cca l raccag 

taacacggct 

ggacttggac 

cccacgacac 

aggaag rar l 

jjuoU 

rrrgaaacgc 

rarcrggaaa 

aataacctca 

etttgeaagt 

gtccggtaat 

caaaaagaac 

c: 37/iri 

acccgggtgt 

craraaaaag 

agtataatac 

geegtaatae 

aaaatagcat 

4— 4- 4- /~ -> 4- f~~ 

rgmcgagrc 

JJOUU 

\ ~\ i 1 — i H 1 — i 

acaacaaraa 

Titccaagcag 

cagttgctgg 

gatgtagata 

agggtagcag 

r~\ 4~ /~~ 4~ /^i 4~ /~ 4~ 

grcrgarcgr 

jjoDU 

aramicTigTi 

agacacacaa 

taacataata 

ataagtcgaa 

agtgatgtag 

aarcgrcaga 

J j"lU 

agraacccgg 

crgrgaaraa 

gagcatacag 

cgtgtcgctt 

tatagtaaaa 

aaaaaagaag 


aracaacara 

4— 4- /~i /^i 4- 4- /~\ — i 4- 

ttggttgaat 

caacaccgtg 

gatataatat 

aaaacacgga 

4- 4- 4- r~\ f~~ t~A 4- -\ 

gtgttgcgta 


aacgccgacc 

4— /~i 4- 4- 4- /^i /^i 4- 

tgtttacggt 

agatgtgcgg 

gtacatgcag 

agcttaatag 

raagrccgra 

it /in nn 

rcacccccar 

— \ /-^ — \ 4~ — 1 — 1 4- 

acgaraacar 

aaccatggtg 

ttataaagcg 

gtgaattatc 

— > /— 4- /~i /*i ^ 4- 4- 4- ~i 

acrggarrra 


— \ — \ 4- 4- 4- 4- rA 

cacacrrrrg 

CgiCCLCLIC 

ggggtgctgg 

ttaaccataa 

cgctaagcaa 

g r c c r r r g r c 


tgttccgaga 

cgcgggcttg 

gggtgggttc 

ataaegttea 

gtcgcagttt 

aragrccaaa 

C4? an 

/-i 4- "-^ ^ ^ -\ t -|- n +■ 
y I. d.d.d.d.d.1. y I. 

I. y cLC cLcLciy 1. 1. 

aaagccgatc 

cttgtattat 

gtagaatata 

ccccgcctga 


— \ /-*| — \ 4- 4- 4- *~\ 

cagacrgrra 

raacacccrc 

tctaaatgtt 

tacgtatgtt 

tggagcatgt 

cacaragcrg 

IT /I AC\C\ 

acgtgctaaa 

cggtaggagg 

tgtggttgat 

tggattgatt 

ggatcttttc 

atatgaegtt 

54460 

aatgatacca 

cggtgttttg 

aatgtttgcg 

tgtagttata 

tatttctcat 

attcggtgtg 

54520 

gacctaaggt 

tggcgatcac 

acgatcacgg 

gaeggcaagt 

tcgaggttaa 

tgttccgata 

54580 

aacgctttaa 

t atg gaa 

ttt cca tat cat tea acc gta tct 

tat aac 

54627 
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Met Glu Phe Pro Tyr His Ser Thr Val Ser Tyr Asn 
3045 3050 3055 

ggc gta acg ttt tat ttt aac gag cgt get acc agg gcg tat ttt 54672 
Gly Val Thr Phe Tyr Phe Asn Glu Arg Ala Thr Arg Ala Tyr Phe 
3060 3065 3070 

ata tgc ggg gga tgc tta att tec ata ccc cgc aaa cat gga ggc 54717 
lie Cys Gly Gly Cys Leu lie Ser lie Pro Arg Lys His Gly Gly 
3075 3080 3085 

gag ate gca aaa ttt gga cat gtt gtt cgc ggg gtc gga ccc ggt 54762 
Glu lie Ala Lys Phe Gly His Val Val Arg Gly Val Gly Pro Gly 
3090 ' 3095 3100 

gac aga tct gtt gec agt tac gtt cga agt gag etc aat cgc acc 54807 
Asp Arg Ser Val Ala Ser Tyr Val Arg Ser Glu Leu Asn Arg Thr 
3105 3110 3115 

ggg aag aca tgg gcg gta tea tec aat aat aac tgc gtg ttt ttg 54852 
Gly Lys Thr Trp Ala Val Ser Ser Asn Asn Asn Cys Vat Phe Leu 
3120 3125 3130 

gat cga gtq gec tta ctt gca gcg gga teg ggg gcg gtq gat cgc 54897 
Asp Arg Val Ala Leu Leu Ala Ala Gly Ser Gly Ala Val Asp Arg 
3135 3140 3145 

gac ctt tgc gga aca ttt gat gtt gaa gtq gag gac cct acg etc 54942 
Asp Leu Cys Gly Thr Phe Asp val Glu val Glu Asp Pro Thr Leu 
3150 3155 3160 

gca gat tat etc gtg tec etc ccc gtg acg cat tta aca ttg gtg 54987 
Ala Asp Tyr Leu val Ser Leu Pro val Thr His Leu Thr Leu val 
3165 3170 3175 

gcg ggg gta gat gtt acg cgc gag aat aag eta aaa ttg ttt cca 55032 
Ala Gly Val Asp val Thr Arg Glu Asn Lys Leu Lys Leu Phe Pro 
3180 3185 3190 

aca ccc acc gec att aat acc aca aat ggc ttt atg tac gta cca 55077 
Thr Pro Thr Ala lie Asn Thr Thr Asn Gly Phe Met Tyr Val Pro 
3195 3200 3205 

aac gaa gec agt ttt tea ttg gtg tat atg cgt atg ttg gag tta 55122 
Asn Glu Ala Ser Phe Ser Leu val Tyr Met Arg Met Leu Glu Leu 
3210 3215 3220 

cca gaa agt ttg cag gag eta gtg agt gga tta ttc gac ggg acg 55167 
Pro Glu Ser Leu Gin Glu Leu val Ser Gly Leu Phe Asp Gly Thr 
3225 3230 3235 

ccc gag ata cga gac gcg ctt aac gga agt aac gac gat gaa aaa 55212 
Pro Glu lie Arg Asp Ala Leu Asn Gly Ser Asn Asp Asp Glu Lys 
3240 3245 3250 

aca agt ata att gtt agt egg cgc get get gat gtg gtt acg gaa 55257 
Thr Ser lie lie Val Ser Arg Arg Ala Ala Asp Val Val Thr Glu 
3255 3260 3265 

gac gta aaa gca gat gat gtg ccg att teg ggt gaa ccg tat tct 55302 
Asp Val Lys Ala Asp Asp Val Pro lie Ser Gly Glu Pro Tyr Ser 
3270 3275 3280 
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gag aaa cag cct aga egg cgt aag aag tec gat cat att aca eta 55347 
Glu Lys Gin Pro Arg Arg Arg Lys Lys Ser Asp His lie Thr Leu 
3285 3290 3295 

agt aac ttt gta cag att agg acc ate ccc egg gta atg gac att 55392 
Ser Asn Phe Val Gin lie Arg Thr lie Pro Arg Val Met Asp lie 
3300 ~ 3305 ~ 3310 

tgg gat cct cgc cat aaa gec act act cat tgt ate cgc gcg tta 55437 
Trp Asp Pro Arg His Lys Ala Thr Thr His Cys lie Arg Ala Leu 
3315 3320 3325 

tea tgt gcg gtt ttt ttt gcg gac gag gtt ata ttt aaa gec aga 55482 
Ser Cys Ala Val Phe Phe Ala Asp Glu Val lie Phe Lys Ala Arg 
3330 3335 3340 


aaa tgg cct gga ctt gaa gat gaa ctt aat gaa gec cgt gag acg 
Lys Trp Pro Gly Leu Glu Asp Glu Leu Asn Glu Ala Arg Glu Thr 
3345 3350 3355 


55527 


ata tat act gca gtt gtt gcg gta tat ggc gaa egg ggg gaa ctt 55572 
lie Tyr Thr Ala val val Ala Val Tyr Gly Glu Arg Gly Glu Leu 
3360 3365 ' 3370 

cca ttt ttc ggg cat get tac gga cgt gat ctg acg tec tgt caa 55617 
Pro Phe Phe Gly His Ala Tyr Gly Arg Asp Leu Thr Ser Cys Gin 
3375 3380 3385 

egg ttc gtg att gtt caa tat ata ctg tct egg tgg gaa gcg ttt 55662 
Arg Phe Val lie Val Gin Tyr lie Leu Ser Arg Trp Glu Ala Phe 
3390 3395 3400 

aat tgt tat gec gtt att gaa gat tta acg cgt agt tat gtt aac 55707 
Asn Cys Tyr Ala Val lie Glu Asp Leu Thr Arg Ser Tyr Val Asn 
3405 3410 3415 

gcg tta ccc agt gat gat gac acg gat caa gtt get caa gat tta 55752 
Ala Leu Pro Ser Asp Asp Asp Thr Asp Gin val Ala Gin Asp Leu 
3420 3425 3430 

ata egg acc att gtg gat aca gca aac age etc ttg agg gaa gtg 55797 
lie Arg Thr lie Val Asp Thr Ala Asn Ser Leu Leu Arg Glu Val 
3435 3440 3445 

ggc ttt att ggc acg ttg get gaa act ttg ttg ttc tta cca etc 55842 
Gly Phe lie Gly Thr Leu Ala Glu Thr Leu Leu Phe Leu Pro Leu 
3450 3455 3460 

ccc cag ctt ccc tgt tac aag gaa acg tea cat ctt gca aaa aag 55887 
Pro Gin Leu Pro Cys Tyr Lys Glu Thr Ser His Leu Ala Lys Lys 
3465 3470 3475 

gaa ggt gtg cga att tta cgc ctt gca aaa aca gga gtt ggt tta 55932 
Glu Gly Val Arg lie Leu Arg Leu Ala Lys Thr Gly Val Gly Leu 
3480 3485 3490 

teg gat act gtt ccg gtt gat gtt tct gtc acg gaa agg cat gag 55977 
Ser Asp Thr Val Pro Val Asp Val Ser Val Thr Glu Arg His Glu 
3495 3500 3505 

tat gag ata tec egg tac tta gat acc ctg tac tct gga gac ccc 56022 

Tyr Glu lie Ser Arg Tyr Leu Asp Thr Leu Tyr Ser Gly Asp Pro 
3510 3515 3520 

Page 286 


591508037SeqLi stAug2010 

tgc tat aac ggc get gtg cgt eta tgc cgt tta ttg gga tea tea 56067 

Cys Tyr Asn Gly Ala Vat Arg Leu Cys Arg Leu Leu Gly Ser Ser 

3525 3530 3535 

att ccc att gec ctg tac tac aat aca ata teg ggt aat gec ttt 56112 

lie Pro lie Ala Leu Tyr Tyr Asn Thr lie Ser Gly Asn Ala Phe 

3540 ' 3545 3550 

gaa ccg tat ttt get ggg agg cgt tat ata gca tat tta ggc get 56157 

Glu Pro Tyr Phe Ala Gly Arg Arg Tyr lie Ala Tyr Leu Gly Ala 

3555 " 3560 ' 3565 

eta ttt ttt ggt aga gtg cac caa aca cca ttt ggg gac ggg aaa 56202 

Leu Phe Phe Gly Arg VaT His Gin Thr Pro Phe Gly Asp Gly Lys 

3570 3575 3580 

aaa acc caa agg tag tgtgtattat tegegaataa agtattgtag agaataegtt 56257 
Lys Thr Gin Arg 
3585 




CdLCj L L L L II 

arg iicagagg 

tdttttdttd 

IdllLlLydd 

7 

JUjl/ 

99 c 999 aa tt 

ICCaCdLddC 

a tcca tccga 

Laa LdCCddd 

— _ — —_—J___ — 

ccccac race 

gecagaaacg 

JUJ// 

cccctcctaa 

agaggcccca 

/~i /~i 4~~ 4~~ 4~~ /~i 4~~ 

aggtaTngtc 

ccgaca l rcg 

4~~ ^ 4~~ r°\ r°\ 4~~ 4~~ r°\ 4~~ 

targgcttgt 

eg teg l tcga 

JD^tj / 

arccragaag 

eg l raccaca 

/-^ 4~ 4~~ /~i 4~~ 4~~ 4~~ /~i 

g l izccg l l tg 

gaddCddCdd 

cacagcc l ta 

gag Lcatccc 


cgrgcargrc 

tggattgaag 

99 tggaattg 

4"~ /"i /~< /*1 +■ +■ +■ 

rggag l l lcc 

ca ragegge l 

i/~i4 - 4 - /~i4 - /~/~i4 — H 

ag l tg rcg l l 

JD J J / 

crgrarcrrr 

gc rg rcaa ra 

dldaLLdldl 

ccaraarcgc 

ccccgrggn. 

agatacctaa 

7 

JDDI/ 

gaaaaacact 

tccgcaatac 

aaacattctt 

ttaaattgtc 

eggatgggge 

agtgcgaccg 

56677 

tctctatgac 

accatgttca 

gaeaegcaag 

tatccctgct 

taaataaaca 

aeggatatgg 

56737 

ggttatatac 

atccacatct 

gecagggaat 

ataccaaacc 

cctttgaggt 

ttgtttcgtg 

56797 

taatcacata 

actgtgtccc 

tggacagctg 

gaagaatgag 

cacatattct 

ccgttacgcg 

56857 

cggctgcatc 

ttgacacgta 

aatacttctg 

gtacatgggt 

gtggagtata 

tgeaaatett 

56917 

tggcagtcca 

tgtggtaaaa 

atcatcatgg 

ttttaaatgc 

cgcgtcgaat 

atttcagatt 

56977 

cgtctagttg 

ggtatgcaat 

acctcgttaa 

gtcctgggcg 

tgttggtatt 

gecgacagga 

57037 

gattcataac 

atgaatctct 

tccgtgaggt 

ctgtacgaag 

ggaacccata 

caaggactgt 

57097 

atacgtttgg 

tattgtaaac 

atgtgttttg 

aaggatttaa 

gtatgecagg 

ccttcttgta 

57157 

tgttaagtgc 

tgcttgcgtg 

gcgtgagctg 

ccgtacacat 

ggatgtcatt 

aaaagcaaag 

57217 

ttgtgcgacc 

gtctaatacc 

cgagatgaat 

tttctagtcc 

ttcgcggaaa 

tttaataaaa 

57277 

tcattgaggc 

aaaaaataaa 

gcctgcctct 

ctgtagcatt 

taaattttgc 

ttcacaagca 

57337 

gccccttgta 

tatgetcatt 

ataacacgcc 

tggegagaga 

aagtgcattc 

acatggtctt 

57397 

gaecaeggga 

aagegegtat 

geggtcttta 

gttgatcacg 

ggcttcatca 

tatgaaataa 

57457 

aataatcgac 

atttgegggt 

tttacctgac 

caaaaagaag 

tgaaagttcg 

tcatgaagct 

57517 
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ggcaaagatc 
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agatccgagg ttceggatat agtgttggga 

rgagcrccr g 

J / J / / 

ctcctatccg 

/— — \ 4~ "I - — \ — \ 4~ /~i 

C cLI. I. cLcLcLcLI. y 

taattaagga 

attttaattg 

atactgaaca 

4~ /~ 4~ /~ /~i 4~ /~ 4~ 

rcracgarcr 

C7C37 
J/DJ/ 

carcraacag 

-» -» -» -i H > -1 — 1— — 1— 

acLcLaXaXTCT 

gtggtacggc 

ccatttccga 

caaegcaaaa 

attgatgtgg 

IT 7CQ7 

/— -I— — \ -I— -I— /— -I— -I— /~i /— 

ctattcttgc 

ggcgatatgg 

taatagcttt 

ectegtttat 

gtcatgttga 

4~ f~- 4~ 4~ /~ /~i 

iccgccircg 

J 1 1 J / 

-I— -I— /~i -I— /— — \ -I— s— s— /~i 

ttgtcatccg 

cagagcctcc 

gtgtgggcca 

tggataaatg 

atageggtaa 

f~ f~ Ti ^ /~ "t - /~ "i - 

ICCdddCtCI 

J/Ol/ 

cttcgggata 

tgcgcatata 

tegacegtag 

catgetttga 

aaaattcata 

rccaacccac 

_> / O / / 

gtccaagtaa 

ataaactcga 

taagatggcc 

ccggatccgg 

acccggtgga 

4~ 4~ 4~ /^i 4~ /~i /"i 

tttagctgga 

j / yj / 

accatgtggt 

gtcgcTngta 

accgcgttca 

gttttactgt 

atgtggtaca 

< < -» 4— 4— 

dCddllddll 

r 7QQ7 

ctatcggtgg 

tccagaggar 

aaagaaatga 

gcgagctcat 

aaatcctaca 

CCd.aLcLT_T_T_d. 

c oni;7 
JOUj / 

cttccacacg 

acccgagrcg 

cttgtgagaa 

gcaccgaacc 

ggtggcccag 

tatcgaarrg 

c;si i 7 

JOll/ 

gccataccga 

C C C cLcLcLcLcly y 

ggaacgtgta 

ttctcaacgt 

tgagttggtg 

ataat tgerr 

<^R1 77 

cggcagaaaa 

aaaag La tg l 

egggcaaggg 

catcccatgt 

ageaaaatge 

gc l l tatg l l 


ccagaarag l 

— i 4- 4- 4- 4- s~i r°\ 

arrcTiTigggg 

actgttgggc 

gagegggtaa 

aagacttacc 

ccaaacggcc 


lc Lgcagr 

tgctgcggtc 

tcagctcttt 

ccaaatgcca 

tacaaggggg 

ttrggrggga 

COO [T7 

acgragraaa 

cgcaacaaga 

tgttgcgtag 

ttaaataegg 

cgcaaacgaa 

c ug rcaaaga 

coji 7 

agcrcacgrc 

/^l r*\ r*\ <4— r*\ <4— /~ ~\ ^ ~\ 

ggg tgtcaca 

gggtgactaa 

gaaatccaaa 

acgtccagca 

ggaaacggtg 

co /i 77 
JOl / / 

crcgargrrc 

rgcrrtgaaa 

tggtatggcg 

ataacaagta 

ttttggaaat 

ataaccagcc 

JO J J / 

cgacgrctcc 

ttcgtgtgtt 

gtagggttaa 

ccttaacaat 

aaccaagaaa 

acgrgtmrc 

JO jy / 

r arc am tec 

ccagrgaagr 

gatttaatga 

gttcttcatc 

gaaaccagta 

ggataaaagg 

JOUJ / 


cagagacara 

ttaeggtegg 

aatattctcg 

tagaagagca 

^ /~ -~\ 4~ ^ 4~ /^i 4~~ /~ 

gacarargrc 

RR71 7 
JO/1/ 

cgatagagcg 

agtcgcaggg 

gttggtgtta 

cgtaagattt 

attagcegtg 

grccaaagag 

CR777 

JO/// 

gaagaarrac 

caccgcraaa 

actagegcaa 

acatagtege 

tgttacttgc 

/-^ /— 4- —> f~~ -> — > 4- 4- 

gcracaarar 

IT OPD7 
JOO J / 

caccgcaacg 

margcacac 

agegtgeett 

tacccctcct 

cacccaccaa 

caggcttggc 

RRRQ7 

jooy / 

ggcrrrraar 

— \ 4- 4- —i /~ /~ 4- 

ar race acre 

cgttttaggg 

agataaaggc 

gggattaaag 

— > 4- rA 4- rA rA 4- ^ -\ 

gatgtggtaa 

r QQ r 7 

joy J / 

taaatgacgc 

alalalaada 

aagaaaaaca 

cgtacacgcg 

agtatgacaa 

rgtgtatcai; 

jyux/ 


gr acar acgr 

aaatactagg 

tatatttagg 

aagtgttgtc 

ctgaaeggea 

jyu/ / 

rraacaagcr 

crrrcaarar 

attccatgea 

ceggaggaca 

tgtttgccgg 

ggtcatctgg 

jy±j / 

ggtagcagag 

rrrrragrrc 

ttgtgccgca 

tgctggggtg 

tctgttctaa 

cgaraaracg 

CTQ-1 Q7 

_>y±y / 

aacggagaca 

tgcttcgtga 

gcagtttgaa 

agggtctcca 

ttccccatgc 

ccataacggc 

59257 

agaatatttc 

caaactctcc 

gcaaagctcc 

ggaagtttaa 

geaeggegaa 

taacgtgtct 

59317 

tcaatcccag 

gtacttcgcg 

tagttttata 

cacteggatt 

tttgtaattt 

ctgtttaaat 

59377 

acatcattac 

aaaatgacag 

tgtgttccag 

cccgcgtgcc 

agttgttagt 

tttaagaaat 

59437 
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ataattgtat taataagcat tatatataca tttctcagaa ccataacaaa cggcagatta 59497 

accgtttctc ccggtctggc ccgtttgctt actctggata aatgactggg gagtgaaacg 59557 

gtacaaacta ccaagttggt cccggggggt tcagcgggaa gcgtaaacaa taacccagga 59617 

agcgccgctg gggacatatc tcccactaag tatctggaca agggaaaaca tatagttgag 59677 

gcgattgggt gtcggtcgga taacataatt ttatacggct ccttatttac ttgtacgaga 59737 

tccgatgtac ttgtgtccat caatgccgag attttcgcat gcataattgc atgcggagaa 59797 

cagaacaggc tctgaaaatg agccgtgagg cgttgtgcgt cttcaggcga aacgtctcca 59857 

ttaagacggc gagtttgtgt tccgtaaatt ccgcaaatgg cgtcctcccc tgcaaggtta 59917 

cgccaatacg acaggggctc cccaatgagt aagatccggt ttggtgttat tgcaaagtgg 59977 

tgtaaaaatt cttcggcggc ggttgttttt ccaattccat acgccccgtc caaataaata 60037 

cgcaaaacgc ccatttttac atcggtttta tccgttgaca tgtttattgt agacaaacgc 60097 

gtcttaggtt atcttctggg acggaacttc aaat atg tec get agt cga att 60149 

Met Ser Ala Ser Arg lie 
3590 

egg gec aag tgt ttt cgt ttg gga caa cgt tgc cac act cgt ttt 60194 
Arg Ala Lys Cys Phe Arg Leu Gly Gin Arg Cys His Thr Arg Phe 
3595 ~ 3600 ~ 3605 

tac gat gta etc aaa aag gat att gat aac gta cgt cga ggt ttc 60239 
Tyr Asp val Leu Lys Lys Asp lie Asp Asn val Arg Arg Gly Phe 
3610 ' 3615 " 3620 

gcg gac gcg ttc aac ccg agg ctg gca aaa etc ctg teg ccg tta 60284 
Ala Asp Ala Phe Asn Pro Arg Leu Ala Lys Leu Leu Ser Pro Leu 
3625 3630 3635 

tec cac gtg gat gtt caa agg get gta cgc ata tea atg teg ttt 60329 
Ser His Val Asp Val Gin Arg Ala Val Arg lie Ser Met Ser Phe 
3640 3645 3650 

gaa gta aat ttg gga cgc cga cgc ccc gat tgt gtt tgt att ata 60374 
Glu val Asn Leu Gly Arg Arg Arg Pro Asp Cys Val Cys lie lie 
3655 3660 3665 

caa acg gaa tec agt ggt gee gga aag acc gtt tgt ttt ata gtg 60419 
Gin Thr Glu Ser Ser Gly Ala Gly Lys Thr Val Cys Phe lie Val 
3670 3675 3680 

gaa tta aaa tct tgc cgt ttt age get aat ata cat acc cct act 60464 
Glu Leu Lys Ser Cys Arg Phe Ser Ala Asn lie His Thr Pro Thr 
3685 3690 3695 

aag tat cac cag ttt tgc gag ggt atg cgc cag ctg agg gat acc 60509 
Lys Tyr His Gin Phe Cys Glu Gly Met Arg Gin Leu Arg Asp Thr 
3700 3705 " 3710 

atg get tta ata aag gaa acc aca ccc acg gga tct gat gaa ata 60554 
Met Ala Leu lie Lys Glu Thr Thr Pro Thr Gly Ser Asp Glu lie 
3715 3720 3725 

Page 289 


591508037SeqLi stAug2010 
atg gtg acc ccc etc ctt gtg ttt gta tct caa egg ggt ctg aac 60599 
Met val Thr Pro Leu Leu val Phe val Ser Gin Arg Gly Leu Asn 
3730 3735 3740 

ctg tta cag gta act egg tta ccc cca aag gtg att cat gga aac 60644 
Leu Leu Gin Val Thr Arg Leu Pro Pro Lys Val lie His Gly Asn 
3745 3750 3755 

ctt gtt atg eta gcg teg cat ttg gag aat gta gcg gaa tat acc 60689 
Leu val Met Leu Ala Ser His Leu Glu Asn val Ala Glu Tyr Thr 
3760 3765 3770 

ccc ccg ata agg tec gtt aga gag cga aga cgt eta tgc aaa aag 60734 
Pro Pro lie Arg Ser Val Arg Glu Arg Arg Arg Leu Cys Lys Lys 
3775 3780 3785 

aaa att cac gta tgt tct ctt gcg aaa aag cgt gcg aaa tea tgc 60779 
Lys lie His val Cys Ser Leu Ala Lys Lys Arg Ala Lys Ser Cys 
3790 3795 " 3800 

cat cgt tec get tta aca aag ttt gaa gaa aat gca get tgt ggg 60824 
His Arg Ser Ala Leu Thr Lys Phe Glu Glu Asn Ala Ala Cys Gly 
3805 3810 3815 

gtg gat tta ccc ctt aga agg cct tct tta ggt get tgt ggt gga 60869 
Val Asp Leu Pro Leu Arg Arg Pro Ser Leu Gly Ala Cys Gly Gly 
3820 3825 3830 

att tta caa agt ata acc ggg atg ttt tec cat ggg taa gaaaacagct 60918 
lie Leu Gin Ser lie Thr Gly Met Phe Ser His Gly 
3835 3840 

tttaaagcag taceggttta tattcacgcc agttgacttt gtttgetgea gacacc atg 60977 

Met 

acg gcg aga tat ggg ttc gga tct ate teg ttt ccg aat aaa tgt 61022 
Thr Ala Arg Tyr Gly Phe Gly Ser lie Ser Phe Pro Asn Lys Cys 
3845 ~ 3850 3855 

ggg ata ttt ttg tct acc act aag aac ttt ata gec ccc aac ttc 61067 
Gly lie Phe Leu Ser Thr Thr Lys Asn Phe lie Ala Pro Asn Phe 
3860 3865 3870 

ccc ata cac tac tgg acg get ccc gcg ttt gag tta aga ggg cgt 61112 
Pro lie His Tyr Trp Thr Ala Pro Ala Phe Glu Leu Arg Gly Arg 
3875 3880 3885 

atg aat ccc gat ttg gaa aaa aat acg tta acg tta aaa aat gcg 61157 
Met Asn Pro Asp Leu Glu Lys Asn Thr Leu Thr Leu Lys Asn Ala 
3890 3895 3900 

gcg gec gtt gec gca tta gac aac ctt cgc ggg gaa acg att acg 61202 
Ala Ala Val Ala Ala Leu Asp Asn Leu Arg Gly Glu Thr lie Thr 
3905 3910 3915 

tta cca acg gaa ata gat cgt cgt tta aag ccc etc gaa gaa caa 61247 
Leu Pro Thr Glu lie Asp Arg Arg Leu Lys Pro Leu Glu Glu Gin 
3920 3925 ~ 3930 

eta acg cgc atg gec aag gtt ttg gat tec ctg gag acg get get 61292 
Leu Thr Arg Met Ala Lys Val Leu Asp Ser Leu Glu Thr Ala Ala 
3935 3940 3945 
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gcc gag gcg gaa gaa gca gat gca caa tct gag gaa tgt aca cgt 61337 

Ala Glu Ala Glu Glu Ala Asp Ala Gin Ser Glu Glu Cys Thr Arg 
3950 3955 3960 

aca gaa ata ata cgc aat gag tct ata cac ccc gag gta cag att 61382 

Thr Glu lie lie Arg Asn Glu Ser lie His Pro Glu val Gin lie 
3965 3970 3975 

gcc aaa aat gat gca ccg ttg cag tac gat aca aac ttt caa gtg 61427 

Ala Lys Asn Asp Ala Pro Leu Gin Tyr Asp Thr Asn Phe Gin Val 
3980 3985 3990 

gat ttt ate acc ctg gtg tac ttg gga agg gca agg ggc aat aac 61472 

Asp Phe lie Thr Leu Val Tyr Leu Gly Arg Ala Arg Gly Asn Asn 
3995 4000 4005 

tct cca ggg att gtt ttc ggg cca tgg tat cgt act ctg cag gaa 61517 

Ser Pro Gly lie Val Phe Gly Pro Trp Tyr Arg Thr Leu Gin Glu 
4010 4015 4020 

egg ctt gtg tta gat agg ccc gta get gca cgc gga gtt gat tgt 61562 

Arg Leu Val Leu Asp Arg Pro Val Ala Ala Arg Gly Val Asp Cys 
4025 4030 4035 

aaa gac ggg cgc att tec cgt acg ttt atg aac aca acg gta aca 61607 

Lys Asp Gly Arg lie Ser Arg Thr Phe Met Asn Thr Thr Val Thr 
4040 ' ' 4045 4050 

tgt eta cag tec gcc ggg aga atg tat gtt gga gat aga gcg tac 61652 

Cys Leu Gin Ser Ala Gly Arg Met Tyr Val Gly Asp Arg Ala Tyr 
4055 4060 ~ 4065 

tec gcg ttc gag tgt gcg gta tta tgt tta tat tta atg tat agg 61697 

Ser Ala Phe Glu Cys Ala Val Leu Cys Leu Tyr Leu Met Tyr Arg 
4070 4075 4080 

aca tct aat agt gtc cac gaa cct caa gtt teg tec ttc ggg aac 61742 

Thr Ser Asn Ser val His Glu Pro Gin val Ser Ser Phe Gly Asn 
4085 4090 4095 

ctt ata gag cac eta ccg gaa tat act gag aca ttt gtg aat tat 61787 

Leu lie Glu His Leu Pro Glu Tyr Thr Glu Thr Phe val Asn Tyr 
4100 4105 4110 

atg aca aca cac gaa aat aaa aac agt tat caa ttt tgc tat gat 61832 

Met Thr Thr His Glu Asn Lys Asn Ser Tyr Gin Phe Cys Tyr Asp 
4115 4120 4125 

cgt eta cca cgc gac cag ttt cat get cgt ggg ggg egg tat gat 61877 

Arg Leu Pro Arg Asp Gin Phe His Ala Arg Gly Gly Arg Tyr Asp 
4130 4135 4140 

caa ggc gcc tta acg tea cat tct gtt atg gat gcg ctt ata egg 61922 

Gin Gly Ala Leu Thr Ser His Ser val Met Asp Ala Leu lie Arg 
4145 4150 4155 

ttg cag gtc eta ccg cct gca cct gga cag ttt aat cct ggg gtt 61967 

Leu Gin val Leu Pro Pro Ala Pro Gly Gin Phe Asn Pro Gly val 
4160 4165 4170 

aat gac att att gat cgc aat cat acc gca tat gtg gac aag att 62012 

Asn Asp lie lie Asp Arg Asn His Thr Ala Tyr Vat Asp Lys lie 
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4175 4180 4185 

caa cag gcg gcc gcg gcg tat tta gaa egg gec caa aac gtg ttt 62057 
Gin Gin Ala Ala Ala Ala Tyr Leu Glu Arg Ala Gin Asn Val Phe 
4190 4195 4200 

ctt atg gaa gac caa act eta tta agg tta aca att gac acg att 62102 
Leu Met Glu Asp Gin Thr Leu Leu Arg Leu Thr lie Asp Thr lie 
4205 4210 4215 

acg gcg tta tta tta tta agg cgc tta tta tgg aac ggg aac gta 62147 
Thr Ala Leu Leu Leu Leu Arg Arg Leu Leu Trp Asn Gly Asn val 
4220 4225 4230 

tac gga gat aaa eta aaa aat aat ttt caa ctg ggt ttg att gtg 62192 
Tyr Gly Asp Lys Leu Lys Asn Asn Phe Gin Leu Gly Leu lie val 
4235 ' 4240 4245 

tea gaa gca aca gga acc cct acc aac aat gta ate ttg cgc gga 62237 
Ser Glu Ala Thr Gly Thr Pro Thr Asn Asn Val lie Leu Arg Gly 
4250 4255 4260 

gcg acg ggg ttt gat ggg aag ttt aaa age ggt aat aat aac ttt 62282 
Ala Thr Gly Phe Asp Gly Lys Phe Lys Ser Gly Asn Asn Asn Phe 
4265 4270 4275 

caa ttt tta tgt gaa cga tat ata gca cca ctg tat acg tta aat 62327 
Gin Phe Leu Cys Glu Arg Tyr lie Ala Pro Leu Tyr Thr Leu Asn 
4280 4285 4290 

egg acc aca gag ctg act gaa atg ttt cct gga tta gtt get ctt 62372 
Arg Thr Thr Glu Leu Thr Glu Met Phe Pro Gly Leu val Ala Leu 
4295 4300 4305 

tgt tta gac gcg cat acc cag ctt agt cgt gga agt tta gga aga 62417 
Cys Leu Asp Ala His Thr Gin Leu Ser Arg Gly Ser Leu Gly Arg 
4310 4315 4320 

acc gta ata gat att tct tct gga cag tac caa gat egg etc ata 62462 
Thr Val lie Asp lie Ser Ser Gly Gin Tyr Gin Asp Arg Leu lie 
4325 4330 4335 

age tta att gca ttg gaa tta gaa cac cgc cga caa aat gtt aca 62507 
Ser Leu lie Ala Leu Glu Leu Glu His Arg Arg Gin Asn val Thr 
4340 4345 4350 

tec eta ccc ata gcc gcc gtg gta tea ata cat gac agt gtt atg 62552 
Ser Leu Pro lie Ala Ala val Val Ser lie His Asp Ser val Met 
4355 4360 4365 

ttg caa tat gaa egg gga ctt gga atg tta atg cac caa ccg cgt 62597 
Leu Gin Tyr Glu Arg Gly Leu Gly Met Leu Met His Gin Pro Arg 
4370 4375 4380 

gta agg gcg gca ttg gaa gaa agt cgc cgc ctt gcg cag ttc aac 62642 
Val Arg Ala Ala Leu Glu Glu Ser Arg Arg Leu Ala Gin Phe Asn 
4385 4390 4395 

gtt aac agt gac tat gat ctt eta tat ttt gtc tgt ttg ggt gtc 62687 
Val Asn Ser Asp Tyr Asp Leu Leu Tyr Phe val Cys Leu Gly val 
4400 4405 4410 

att cct cag ttt gcc tec aca ccg tga gtattcacta tccggtccgt 62734 
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lie Pro Gin Phe Ala Ser Thr Pro 
4415 4420 

ggggtgttta ta atg get get gaa get gac gaa gag aac tgt gaa gcg 62782 
Met Ala Ala Glu Ala Asp Glu Glu Asn Cys Glu Ala 
4425 4430 

tta tac gtg get ggg tat tta gec tta tat tea aag gac gaa ggg 62827 

Leu Tyr Vat Ala Gly Tyr Leu Ala Leu Tyr Ser Lys Asp Glu Gly 
4435 4440 4445 

gaa tta aat att acc cca gag att gtg egg tec get ttg ccg cct 62872 

Glu Leu Asn lie Thr Pro Glu lie vat Arg Ser Ala Leu Pro Pro 
4450 4455 4460 

act agt aaa ata cca ata aac ate gat cat cga aaa gac tgt gtc 62917 

Thr Ser Lys lie Pro lie Asn lie Asp His Arg Lys Asp Cys val 
4465 4470 4475 

gtg ggt gaa gta ate gca ate att gag gac ata cgc gga cct ttt 62962 

val Gly Glu val lie Ala lie lie Glu Asp lie Arg Gly Pro Phe 
4480 4485 4490 

ttt ttg ggt ate gtt aga tgc cct caa eta cat gcg gtg ctg ttt 63007 

Phe Leu Gly lie val Arg Cys Pro Gin Leu His Ala vat Leu Phe 
4495 ' 4500 4505 

gaa gcg gec cat teg aat ttt ttt gga aat aga gat tct gta tta 63052 

Glu Ala Ala His Ser Asn Phe Phe Gly Asn Arg Asp Ser Val Leu 
4510 4515 4520 

tct ccg eta gaa cgt gcg tta tac ttg gtc aca aat tac tta ccc 63097 

Ser Pro Leu Glu Arg Ala Leu Tyr Leu Val Thr Asn Tyr Leu Pro 
4525 4530 4535 

tec gta tec ctg tct tea aaa cga ttg tec ccg aat gag ata cca 63142 

Ser val Ser Leu Ser Ser Lys Arg Leu Ser Pro Asn Glu lie Pro 
4540 4545 ' 4550 

gac ggt aat ttt ttt acc cat gtt gcg tta tgt gtt gtt gga aga 63187 

Asp Gly Asn Phe Phe Thr His Val Ala Leu Cys Val Val Gly Arg 
4555 4560 4565 

cgc gtt gga aca gtg gtc aat tat gac tgt acc ccg gaa tct tea 63232 

Arg Val Gly Thr Vat Val Asn Tyr Asp Cys Thr Pro Glu Ser Ser 
4570 4575 4580 

att gaa cca ttc egg gtt tta teg atg gaa agt aaa gcg egg tta 63277 

lie Glu Pro Phe Arg Val Leu Ser Met Glu Ser Lys Ala Arg Leu 
4585 4590 4595 

ttg teg ctg gtt aaa gac tac gcg ggt tta aat aaa gta tgg aag 63322 

Leu Ser Leu Val Lys Asp Tyr Ala Gty Leu Asn Lys Val Trp Lys 
4600 4605 4610 

gtt age gaa gat aaa etc gec aag gtg tta tta tec aca gee gtg 63367 

Val Ser Glu Asp Lys Leu Ala Lys vat Leu Leu Ser Thr Ala vat 
4615 4620 4625 

aac aat atg ctt tta aga gat aga tgg gac gtg gtt gca aaa cgt 63412 

Asn Asn Met Leu Leu Arg Asp Arg Trp Asp Vat Val Ala Lys Arg 
4630 4635 4640 
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aga cgc gaa gcc gga att atg ggt cac gtt tat ctt cag get age 63457 
Arg Arg Glu Ala Gly lie Met Gly His Val Tyr Leu Gin Ala Ser 
4645 4650 ' 4655 

acc gga tat gga ctt get egg ata acc aac gtt aat ggg gtg gag 63502 
Thr Gly Tyr Gly Leu Ala Arg lie Thr Asn Val Asn Gly Val Glu 
4660 4665 ' 4670 

tct aaa tta ccc aac gcg ggt gtt ata aac gcc aca ttc cac ccc 63547 
Ser Lys Leu Pro Asn Ala Gly val lie Asn Ala Thr Phe His Pro 
4675 4680 4685 

ggc ggg ccc ata tac gat etc gcg ttg ggt gtt ggg gaa tea aat 63592 
Gly Gly Pro lie Tyr Asp Leu Ala Leu Gly val Gly Glu Ser Asn 
4690 4695 4700 

gaa gat tgt gaa aag act gtt ccg cat tta aag gtt acg cag ttg 63637 
Glu Asp Cys Glu Lys Thr Val Pro His Leu Lys Val Thr Gin Leu 
4705 4710 4715 

tgt agg aac gac age gat atg get tct gta gca ggt aac get agt 63682 
Cys Arg Asn Asp Ser Asp Met Ala Ser val Ala Gly Asn Ala Ser 
4720 ' 4725 4730 

aat ate tea cca cag ccc ccg teg ggc gtt cca acc gga ggg gaa 63727 
Asn lie Ser Pro Gin Pro Pro Ser Gly val Pro Thr Gly Gly Glu 
4735 4740 4745 

ttt gta ctg ata cct acc gcg tat tat tea cag ctg tta acc ggg 63772 
Phe Val Leu lie Pro Thr Ala Tyr Tyr Ser Gin Leu Leu Thr Gly 
4750 4755 4760 

cag act aaa aat ccg cag gta tea att gga get cca aat aac gga 63817 
Gin Thr Lys Asn Pro Gin Val Ser lie Gly Ala Pro Asn Asn Gly 
4765 4770 4775 

cag tat ate gtc ggg cca tat gga tct cca cac ccg cct gcc ttc 63862 
Gin Tyr lie Val Gly Pro Tyr Gly Ser Pro His Pro Pro Ala Phe 
4780 4785 ' 4790 

cca cct aat aca ggg ggt tat ggt tgc cct ccg gga cac ttc ggg 63907 
Pro Pro Asn Thr Gly Gly Tyr Gly Cys Pro Pro Gly His Phe Gly 
4795 4800 4805 

gga ccg tac ggg ttt ccg gga tat cca cca ccc aat cgt ttg gaa 63952 
Gly Pro Tyr Gly Phe Pro Gly Tyr Pro Pro Pro Asn Arg Leu Glu 
4810 4815 4820 

atg caa atg tec gca ttt atg aac gca ttg gcc gcc gaa egg ggt 63997 
Met Gin Met Ser Ala Phe Met Asn Ala Leu Ala Ala Glu Arg Gly 
4825 4830 4835 

att gac ttg cag acc ccg tgt gta aat ttt cca gac aaa acc gat 64042 
lie Asp Leu Gin Thr Pro Cys val Asn Phe Pro Asp Lys Thr Asp 
4840 4845 4850 

gtc cgt cgt cca gga aaa egg gat ttc aag age atg gat caa agg 64087 
Val Arg Arg Pro Gly Lys Arg Asp Phe Lys Ser Met Asp Gin Arg 
4855 4860 4865 

gaa ttg gat tct ttt tat agt ggg gag tct caa atg gac gga gag 64132 
Glu Leu Asp Ser Phe Tyr Ser Gly Glu Ser Gin Met Asp Gly Glu 
4870 4875 4880 
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ttt ccc tea aat ata tat ttt ccc ggt gaa cca acg tat ata acg 64177 

Phe Pro Ser Asn lie Tyr Phe Pro Gly Glu Pro Thr Tyr lie Thr 
4885 4890 4895 

cat egg aga cgt cga gtt tct cca tea tat tgg cag agg aga cac 64222 

His Arg Arg Arg Arg Val Ser Pro Ser Tyr Trp Gin Arg Arg His 
4900 4905 4910 

aga gtt tct aat ggt cag cac gaa gag ctt get ggg gtt gtg gca 64267 

Arg Val Ser Asn Gly Gin His Glu Glu Leu Ala Gly Val Val Ala 
4915 4920 4925 

aaa ctg caa cag gag gtt aca gag eta aaa tea caa aat ggg aca 64312 

Lys Leu Gin Gin Glu Val Thr Glu Leu Lys Ser Gin Asn Gly Thr 
4930 4935 4940 

caa atg cct ttg teg cac cat aca aat ata cca gag ggg aca egg 64357 

Gin Met Pro Leu Ser His His Thr Asn lie Pro Glu Gly Thr Arg 
4945 4950 4955 

gat cct cga ata teg att tta tta aaa cag ctt caa age gtt teg 64402 

Asp Pro Arg lie Ser lie Leu Leu Lys Gin Leu Gin Ser val Ser 
4960 4965 4970 

ggt eta tgc tea tec caa aat aca aca age acc cca cat aca gat 64447 

Gly Leu Cys Ser Ser Gin Asn Thr Thr Ser Thr Pro His Thr Asp 
4975 ' 4980 4985 

aca gtt gga caa gat gta aat gca gtg gag gcg agt tec aag gee 64492 

Thr Val Gly Gin Asp Val Asn Ala Val Glu Ala Ser Ser Lys Ala 
4990 4995 5000 

cct tta ata cag ggg tec acg gca gac gac gec gat atg ttt gca 64537 

Pro Leu lie Gin Gly Ser Thr Ala Asp Asp Ala Asp Met Phe Ala 
5005 5010 5015 

aat cag atg atg gtg ggg egg tgt taa ccaacaaata aaagtattac 64584 
Asn Gin Met Met vat Gly Arg Cys 
5020 5025 

attcataaaa ggcgtgtttg gttttttttt ttttgttaag cggtgtcgtg ttaaacaaac 64644 

agaaggegtt tttatgggtg gtaaggtttt atttaagtta aatttaatcg gtgtcagaat 64704 

cttcatcccc tgatgatggt tgttctcggt ctggaataat atatggegee atccattttt 64764 

cctctggggt ateeggaaac acacgeggga tgcaaaccca tcgacccgtt ataatctcca 64824 

gtgccagtga aatatgaegg ccccctggac atgtgtttaa gtagtegtat tggctgtcgc 64884 

ggttaaggcg aaaaggtttc gttgcacatg ctcgacaggt tagctgtccc acagaacata 64944 

cgtctcgggg tgtacegteg eggggtaatt gtaccggcgt gtgttctaac ctatcttcat 65004 

aaatcgcggg gggagaatct tttactgttt cattgagact tgaagegcac tgtttggacg 65064 

gatgatgtgc gatagacgac ggttgttgta gcgcgttaat gttagacgat tccataataa 65124 

ccccgttaag atategggtg eggtagaggt acaaaacgeg ttttgtatat tategggtat 65184 

aaataccccc tgtgatgcgt aatggagaca catgagtaac gtaatacaca tttttattaa 65244 
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ggctatttac acccccgtta cattcteggt 

gegaacaegg 


gagtatcctc 

ggcgatttcg 

taaagcaagg 

ceggtaagae 

gtgaagttaa 

aa 999 c 9 cl:a 

Djj D^t 

g tcrram;!; 

ttttgcgggc 

tttagattct 

tggcgctcag 

ccgcagatac 

taaegtcata 



tttcctgggc 

ttctcgaaat 

ttategggat 

caaacccgct 

atrtaccgac 


ggttcagtgt 

tttgtgagtc 

gecaatttet 

tctattgggg 

tatcagtagc 

s^i 4~ 4~ /"i /"i /"i 4~ 4~ 4~ /~ 

gttgggtttc 


tcggcaaagg 

gate cat tec 

ttceggtaac 

tgttttaacc 

ccttggttgt 

gagtggatat 

DDDU4 

aatgccttca 

tegggcttgt 

tttaagttta 

agcacgtacc 

ggtacgcaaa 

aaaggecget 

DDDD4 

accagtcccg 

ccaaaaccaa 

taatcccacg 

gccaatgccc 

caaatgggtt 

agaraaaaac 

DJ/ii4 

gtggtaaatc 

cgtgtacggt 

ggaaagcagc 

gctcccgtgg 

ccccaagaac 

cacatgrcca 

D _> / OH 

acggcctggc 

ccgcggtccc 

aagtccctgg 

aaaaactgag 

ccatgccctg 

cataarggee 

a.'ZQAA 
OJOHH 

/^i 4~~ 4~~ /~*\ 4~~ 4~~ 

grrccgcrar 

^ *^ 4~ *^ 4~ 4~ ^ *^ ^ 

catattgeae 

aaccttgtct 

atgtcataaa 

aacgeagega 

— v 4~ 4~ 4~ 4~ /n 

atgcarrrga 

c r QC\A 

tttcggcgtt 

gaa l l tcac l 

gtagtctagt 

aatcctgtat 

cccgcagctc 

/-^ 4~ /~ 4~ 4~ 4~ r°\ 4~ 

g lc lc l tg ta 

D J^JOH 

ta Lacrrgca 

geggea taaa 

ctctctatct 

ttaagaagtg 

ttaagtttaa 

arc racg raa 


gtgc taatca 

l tcccaca lc 

atggactgcg 

atttcaegga 

cgtaacgata 

arcc Lcaraa 

OOUo^t 

raracgragr 

gargeccaaa 

tagaaaatat 

cgcttgtgat 

tagccacgca 

rgg l lc raac 


agatctctgg 

acaraa l raa 

ctegttatet 

gttccaagct 

ggccctccac 

cgrcccggac 


ccarrraaac 

raacrartga 

aattaaagga 

eggctataac 

aacgegtagt 

acraccagar 

DD/D'4 

accctcatag 

agttttgaag 

tataatgegt 

gtatctgatc 

ccagttctgg 

acaamagaa 


acggagaraa 

cgtcgccgag 

aatacgagct 

ttaacacgtt 

gatccaaaat 

/-I 4~ /^i /~ 4~~ /~ /^i /— 4~ 

ggtgctcgct 

DDjo4 

— \ — \ — \ /-j — \ 4~~ 4~~ /-i 

aaagcacmg 

/i /i 4~ 4~~ 4~ 4~ /~a /~a 

ggttaattgg 

aaatagtccg 

ctccaaaggg 

cgcgttcgcg 

-»4-4-4-4-,-i4 

arrrrgragc 

C^C^AAA 

rggcaccacg 

ac 9 a 99 a 9 at 

acgtgccaac 

atttcattaa 

catgetcttg 

— x — x 4~ /^i 4~ 4~ /~ -~\ 

aatgtggrca 

C.C. zr\A 

4— — ^ 4- 4- — \ — \ 4- 

rargraaacr 

ggagcatagc 

aaattccacc 

gatgaggtgg 

ttgttattgt 

4— /~ 4- -> 4- 4- rA -\ 

rcramggca 

CCCC/I 
DO J On 

cgcaacrcaa 

crggccicgcr 

tegtegggat 

ctggtatttc 

gagtegggtg 

tttttgtggt 

DDDZ4 


-|-n-|--|--|--|-/--3/-n 

rgrrrrccicg 

gaccaattct 

tggagataga 

gaegggegag 

ggaattgetc 

dddot 

agcaggggtt 

ydaaCaCCaC 

aacaaacccc 

cctctggcaa 

ggtaggtctg 

ga.i.d.i.ccccg 

DO / 

/-^ 4- 4- 4- — \ — \ 4- 

grrcraacar 

gagatgagtt 

gtatctggtt 

gtatagatcc 

ggttaataat 

agcccgggct 

CCRCiA 
DDOU't 

rccrccrrra 

— \ — \ 4- 4- /"^ *~\ 4- 

cacarrgacr 

gagatggatt 

tggttaagat 

taaactcgtt 

rgrrrcacm 

DDOD't 

araaacgrgg 

4- —\ « — \ — \ — \ « 4~ 4~ 

ragaaagrgr 

tttcattgta 

aagcgaaaat 

tgtgtgcata 

crcarcgcga 

P.P.Q7A 

Doyz't 

actacgtctt 

caacctcacg 

ccacttgaca 

agegaacaaa 

cttccgttcg 

ttttggcttc 

66984 

cagttccaac 

caaccgttaa 

atgaggcgtg 

actaaaaagt 

tccgcgctgc 

aggttccagt 

67044 

aatgctctag 

tgtcaagatc 

cctttgtcta 

taaccctcaa 

actggtgaaa 

acgatccatt 

67104 

gcataattgg 

aatgttctct 

gtatgeacca 

tcccgtaggc 

caaaaaaegg 

ggacatgtat 

67164 
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■^■t--t-^-t-^-t-/~-t-/~ 
OLLLdLLoLLCLC 

ccgtggaaag 

f f Ti Ti Ti Ti f ^ Ti 

tCCadddCta 

rcataaggga 


/~i /~i /— 4~ 4~ /~ — \ /— +- 

ggciicaacr 

D / 

tcctcaatga 

tgcaattcac 

cgacgtgccc 

f-* 4- ^™ 4~ *^ 4~ *^ 4~ 

gtcc ta tatg 

ttccgggggt 

+- /~i /~i — \ — \ 

tccggcaacc 

F.~7~) RA 

— \ -I— /-i -I— — \ s— /-i -I— /-i -I— 

atgtacgtgt 

cattggtagt 

atgccatgc l 

4- 4~ /"i /^l 4— /-~ ^ 

r rgga Lccca 

/— -\ /i -\ -\ 4~ 4~ 4~ 

cagaa l Lara 

4~ 4~ 4~ 4~ /~i 4~ /~i /~ /~i 

ttttgatgcg 

D/ 

— \ -I— -I— — \ /-i — \ /-i /-i /— — \ 

attagaggca 

tatcctgtgg 

dltltLdLCC 

tea l raaagg 

r"t-+- r~ ^ -a /— -l- -|- +- 
CttCddCLt L 

gtggttattt 

D / HVH 

/— /-i -1— — \ /— /-i -1— — \ s— /-i 

cgtacgtacg 

ttgctttaga 

agaacac l Lg 

CCaddCttat 

/— -\ -\ 4~ /~a /~a 4~ /^i 4~ /~ 

caarggrgrc 

S— /i 4~ /^i 4~ /~ 4~ /~ 4~ 

cgrgarctct 

F.1 AF.A 
D / H*OH 

z-i — \ — \ — \ /— /-i /-i /-i — \ — \ 

gaaacgggaa 

ttggtaccc l 

arccgca La l 

4~ 4~ 4~ *^ /^i 4~ ~% ~% 

c La l Lagraa 

rrrgcg ra ra 

agaacrrccg 

C^l^A 
D/ 

z-i s— s— s— — \ /— /-i /— /— /-i 

gcccacgccg 

4~ /~i /~ 4~ — \ /— /-^ — \ 4~ 

tgctaacgat 

aaca lc l l Lg 

Laa La Laccg 

regee l raaa 

/-^ 4~ 4~ /"H 4~ /~i /~ 4~ 

errgracger 

D/ Dot 

gcaatgtttT: 


aacagcaa La 

ccc lc rgraa 

dgitlLLdCC 

aaggrgaraa 

D / OHH 

-I— /— s— /-i /-i — \ /— — \ -I— /-i 

tccggacatg 

tccgagttgg 

ItCIadLCyl 

acgattgtgg 

agecrgrrgg 

cggtgggcag 

Oil VH 

— \ s— /-i -I— — \ — \ — \ — \ /— /-i 

acgtaaaacg 

tgggttttgt 

l Lcggcg lcc 

rgggacrrgt 

/i 4~ 4~ /~a /~ 4~ 4~ 

grar age l lc 

LC Lgd.L Ll-Cd. 

Oil OH 

tcaccatcgc 

ccaga tgagc 

agaccgggtT: 

a La lc Liicrg 

arrgrgrggg 

c lc i_d.c l tgr 

Ol OL.H 

aaactc tea l 

aaaacgagc l 

rggagagacc 

gacacaaccg 

ccg raacaaa 

catagaaaai 

Ol OOH 

atgca Laaaa 

agca Laacca 

cacccccg La 

aeggaggtta 

rgaaaacgee 

gggtccgrrg 

0 1 VHH 

aa Lccggagc 

cagccgc tgc 

arragggrgT: 

a Lagaagaga 

aaaaacg lc l 

gaarcg raga 

P.ar\r\A 
oouu^t 

macgacggr 

arrc rgg rcg 

a lccc rg L L L 

c rccac l l rg 

aa raa tagee 

acaaggggac 

DOUD't 

arg crrcrrc 

g racg l raaa 

LaaargccgT. 

c raaggg lcc 

gtgggaactg 

ccraraccrr 

KS1 ~) A 

taggttgaga 

cgrgcacccg 

cgtggarcci: 

race ragacg 

greaacgega 

caraaccgca 

C Ol O A 

cctccccaca 

— * 4- /~i /~1 *^ ^ ^^^^ 

arggaaaaca 

gaggtgaata 

y-1 4~ /~1 4~ /~1 /~1 "t - "t - /~1 /~ 

gtgtggttgc 

aaacacaagc 

rcccraarar 

F.S.7AA 

armccaggc 

aagrcrcrgTi 

gcaaaagraa 

cgee Ltcrac 

cccagaaaag 

caaraaaagc 


cccraaargg 

acrgagaagc 

cagrrggaac 

caacgacacc 

gcccataaac 

IligCCddll 

F.P.1F.A 
DOJDt 

cctcttttaa 

gtgcggaaat 

aggccaacgt 

4— 4- 4- — \ *— < « 4- 

tttccacggt 

aaaaaataag 

/i /i /i 4— /i 4- 4- /I 

gcggtgttag 


/i/i/~i/~i4 _ 4 _ /~i4 _ /~i/~ 

ggggttgtgc 

aaaacggrgr 

rcarcgrgaTi 

raaacaargg 

gccgmgacc 

aacrcaaaaa 

OOHOH 

—,4 — 1 — 1 — \ -\- n -\- n +- 

ax r raxg rg r 

aagtgcaggt 

aacaragccg 

carcracrgr 

— X 4~ /^i 4~ /~~ /^i -~\ — X /— 4~ 

argrcgaacr 

— > — > /~i y-i 4- —> 4- 4- /■"■ 

aaggrarrcc 

aQZAA 

OojhH 


argrgcarca 

aaggccgcm 

ecrgaatgeg 

— x 4~ 4~ /~a 4~ /~ -~\ 4~~ ^ 

arrg rcgara 

— x +- — x — x 4~ /~1 

aracacccrg 

CQcr\A 

oooym 

ccrgggaaac 

crragcraaa 

— \ — \ s~ — \ « 4~ 4~ 4~ 

aacacgriiTic 

grgccccaaa 

/— /— /— — x 4~ 4~ 4~ 4~~ /^i /~ 

cccaniigc 

— x 4~ y — /~i —\ —\ —\ y — — \ —\ 

arcgaaacaa 

C.QC.F.A 
DODD't 

""»4-/~i4 _ /~4 _ /~i/~~\ — \ 

argrcrgcaa 

raaggccrcr 

ccaraaacgr 

4~ 4~ f~ f~ 4~ /I -~\ y— « 

macccrgag 


ageremgge 

KH7? A 
DO 1 LH 

gctgttcgcg 

gatacatcta 

ccgaggctgg 

ttagagagcg 

cttagacaga 

tgttcaagat 

68784 

atactcgttt 

tctttccgca 

gcgtcaattt 

ttgctttgga 

taacaggttt 

tcccatccat 

68844 

gaacagcaaa 

agttatgcta 

ctatcatcgt 

tcagatcaca 

tteggatget 

gtagcgctgt 

68904 

cactcgcctc 

tttggttaaa 

tcatcctcac 

acccaactct 

ttctaaaagt 

tggegtaagg 

68964 

cggcttcgtt 

atcatgactc 

gggttagaaa 

tgtgacgcat 

gagaggegae 

gatagatgat 

69024 
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aatgettcta tctgactgtc tggtgaggat 

gagegarrge 


C clcLC C cLcLcLcLT. 

cLC I. at C cLcLt. t. 

gcatccagag 

atccgagttc 

ttcagaaaac 

gecer ar caa 

CQ1 A A 

— \ -i— -i— — \ -i— 

agrgrarggg 

d.gt.t.t.t.t.CCcL 

aataacgeca 

actcaaccgt 

tacggctgta 

— \ /~i 4~ 4~ /~ 4~ /~i /~ /~i 4~ 

agrrcrgegr 


grrrrrcarg 

T.T.CgT.T.T.d.cn. 

acatccaaat 

tatcaacaaa 

caegtctaaa 

gracgrrggg 


grccrrcagr 

ggaarragac 

gttaaccaga 

atttaagctc 

gctgatggcg 

racaracacc 


gaggggcagg 

4- 4- 4- ^ 

ttataagaat 

caagcatggt 

getegcaatt 

rcgrargrr r 

jot 

ggrcaaacgr 

atcgttcttt 

gctcccatgg 

gattgactac 

cgtcttggtt 

4H /^i 4H 4H 4H 

rgaagrgrrc 


graacgcrrc 

aacggcggat 

tgacgtttga 

tatceggtae 

atcagggata 

4H 4~~ r*§ r*§ 4H /™ 

rarggraaac 


accgaar aar 

atcgtcaaca 

tccacgttaa 

cccgaacttg 

cttagtaacg 

rgaregcaga 


tacarcctaa 

4~ ^ — i 4~ /— 4- ^ /— /^i ^ 

taa lc Lacga 

tgtaaggtct 

caccttggtt 

agctgttata 

caraarrcr r 


/~ /~ "I - 4~~ 

C cLcLcLcLC cLI. cLI. 

agcacargga 

tgegceggat 

caaacaactc 

cacgggtggt 

arragacege 


T_T_CCT_cL Lcig L 

a lc Lg Lea La 

aaccgcgtca 

cggtttccaa 

tgtgtttagc 

gccrcacgag 

D3 / HH 

aagacgrgar 

aa La Lagcag 

taattaagct 

gttttaaaaa 

attctcaatg 

rcgrgraaaa 


acrgaarrrc 

ac rcgatacg 

taacctccgt 

atgttgttaa 

cgacagctca 

4H 4~ —\ 4~ 4~ 4~ 

rggrgararr 

03004 

/-•i /— 4— 4— 4— 4— 

ggcaggtttt 

raagr raaac 

gctgagacaa 

agtaatcttt 

gatacagttt 

/-^ 4"~ 4~ 4~ 4~ *^ 

gagrcrrrag 

oyy/4 

rcrcaccara 

aacaaaacgc 

gttttaaaat 

gttgtagcaa 

ctcaaacaaa 

/** 4H * \ /— 4— 4— 

cgcrcaccr r 

oyyot 

crcccrrrac 

araacaraar 

gcccaatgca 

gtgeacaaac 

cgtgggagtg 

rrrccaaar r 

1C\C\AA 

4— 4— ~\ 4— /~i /i /"i 4- 

ttagctgggt 

4— 4— —> —> 4~ s~ s~ s~ 

arraaarccc 

eggagaaaca 

gctttaataa 

ataacgaact 

grcaaacagr 


ragccgcraa 

ccgararaaa 

aagcgacacg 

ccacccttgg 

atcacatcga 

/— « 4H ^ /~ 4H 4~ 

cgragcagr r 

/ UXD't 

caaccr gaaa 

/1 — ^ 4~ /~i 4~" /~i 4~" 

gargracgra 

taaacttgac 

ccagtagaac 

caacaatgtt 

/— « — x 4H 4~ ^ 4H ^ 4~ 

cgarraarar 


ccaarrccar 

/-1 4~ 4~" 4~" /~i /~i /~i s~ 

gttatcgggc 

tgttactgtc 

cactggactg 

taagctgaat 

ggtrggagac 

7C\7 RA 

acacrararr 

acaggrcara 

tgggtaagga 

ctacacacaa 

aaaaagaaaa 

— —— — — —— — _ 

cacaacagaa 


rargraarar 

rgacrrgTiTiTi 

attaegtaca 

ctcacccgcg 

tgtgggcttt 

— > -\4H4H/~i/~i*^4H*^ 0 

aar r ggar aa 


— V M — V « « « — V « « -J— 

agagggaggt 

H 1 '1 '1 , 1 4- 4- +- 

taaatcattt 

ccattgtaat 

gttcccatgt 

tttatgggaa 

4— — x -— — v ^ — 4- — x /-vj 

raccacraag 

~1C\A CA 

ar caaagagr 

■l-/-n-l-/--a-l-/--f--f- 

r eg rear err 

eggggggteg 

tttaagacca 

gggacagttg 

acccrgaaar 

7C\^7A 

grrrgacccr 

gaaargrrra 

ataegttaga 

tgtggtgtca 

tggcttggtt 

cacaagaar c 

7nt;H4 
/U 304 

aaaar r aaar 

s— 4— rA 4- 4- 4- /"^ 

gcraggrrrg 

tgggggtttc 

cccatctccc 

gctgtcgttt 

rrrcarcrag 

/ UO't't 

aarcrrracr 

gcrrcragag 

cgccttctac 

ggtccagggc 

gtttccaggg 

rrrggaraar 

/ U / U4 

ctggtcgtgt 

aactcctcca 

agtctctggc 

taaaaactca 

tcgtctgtaa 

gacttaacca 

70764 

gtcgtcaaat 

gccatatgtt 

gtgetcgage 

gcccactgca 

cgcacaaccg 

tggegtatat 

70824 

ggctaattga 

accatggccc 

cgccactgac 

aattataccg 

cgaacttggt 

eggatagggt 

70884 

ggtttctcga 

tttcccgacg 

agggacctgt 

tacggggcag 

ataaaacctc 

ctctaggaca 

70944 
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T_gCT_aT_T_aT_a 

aaacggcgag 

tgcgatcaaa 

rg raaa rage 

/3 3 4~ 3 3 4~ 

gggcaracat 

T_T.T.T_aCCCCC 

71 nr>4 

gtttaaaccg 

ctccaattcc 

ctgcctgaaa 

/~1 — \ f— f— y-1 +- +- /-I 

gacgcggttg 

tttcc rgccg 

etcegtgata 

71 nK4 

tttactaatg 

cttattccta 

aaacgacca l 

gggacgttga 

4~ 4~ —\ 4~ ^1 

ttcaiiggccg 

cgcggactaa 

71 1 94 

3 -I— /-i — \ /-i -I— -I— /-i — \ — \ 

atgagttgaa 

/-i +- 3 -3 -3 3 /-i /— /— /-i 

gtaaaagccg 

4~ 3 /~i 4~ /— 3 4~ 3 -3 

tag Lcca Laa 

Ltccggtaag 

rrrtccg lti l 

4~ 4~ 4~ /~ 3 3 /~i 3 3 /~i 

l l Lcaagaag 

711 84 

/— /-i /— s— +- +- +- /-i s— +- 

cgcctttgct 

rgggtttcta 

tgtccgcggc 

ggacgtgaca 

4~ 4~ 4~ 4~ 3 /~ /3 3 3 

lc l l racgaa 

4~/~/~"^ 3 4~ /3 /~ 3 3 

Lccaa tgcaa 

71 ~) AA 

3 3 s— /-i /-i 3 4— /-i 3 +- 

aacggatgat 

gggtcacgcg 

ggcgcctggc 

acccgraarr 

3 4— 3 /1 3 3 /1 4~ 4~ 3 

a nagaag l i_a 

aggrarttat 

71 ^r>4 

3 3 /-i /-i -1— — \ s— +- /-i +- 

aaggtactgt 

/-I 3 3 +- /3 3 4~ /~ /~i 

gaatgatcgc 

3 /~i 4~ 3 4~ 4~ 4~ 3 ^/i 

agra l l Laag 

— \ — \ 4— — \ — \ /i — > 4 — 1 — 1— 

aa taaga l l l 

/1 /— /— 3 4~ 3 4~ 3 "3 3 

geca i_a taaa 

3 S— 4~ /3 /^i /^i 4~ 3 3 

ac Lgggcraa 

71 

ttctcctatg 

caggttgggg 

4~ *^ r\ *^ 4~ 4~ ~~\ 4~ 

gtagat raa l 

-» -» t rt-H-H » 4 — I— 

aaagtttatt 

4~ —\ 4~ 4~ 4~ 

gc LgcanaL l 

cc tegg taaa 


/— ■ /— ■ /~1 -1— -1— -1— 3 3 f— 3 

ccgtttaaca 

gctgcaa tag 

4~ /^i /^i 4~ 3 3 4~ 4~ 

rgg Laa lc lc 

Ltcgtgtgta 

ag l l La lc Lg 

/— S— /"I /"I /-^ 3 4~ 4~ /3 

ccggcatc Lg 

71 484 

z-i -I— -I— /-i /— /-i -I— -I— /-i -I— 

gttgcgttgt 

aacd.gggT.cc 

aaaaccac Lg 

cgggttgggg 

gaiz l rac rg l 

4~ 4~ r°\ r\ 4~ r*\ /3 3 +■ 

rrggrggcat 

71 ^44 

accccgagga 

aa Laacaggc 

cgtgaaactg 

LI Ldd.yCd.dd 

3 tii y — / — ^ — H — y— 1 /—I ^— 1 

aaccctaggg 

ccccg tg taa 

71 K04 

/— 3 -1— 3 4— /— /— 3 /— 4— 

^ — i — i — i — i — i — i— ^ — i — i— 

CLLLLLLCIL 

ggcgtrggTia 

cgcac l rgca 

"3 /3 /3 /~ 4~ 3 3 3 

aggee racaa 

gec l rgcccg 

71 KK4 

/~1 /~i /— 4— /i /— 4— r— 3 

ggctgccrca 

gag agar tug 

4~ *3 *3 /^i 4~ 4~ *3 

Lacag l Lace 

Lgaaaaaacg 

dCCCLdLLLL 

4~ 3 3 /~- 4~ 4~ 3 4~ 

raac rcg ra l 

71 794 

arcccgaara 

acr rccacgc 

l Lacgcgcgc 

4— 3 3 3 4— -3 

raaa rcccca 

4~ /~ 3 3 3 /in-|- 3 /- 

rcaaagg rac 

gccccgcggg 

71 784 
/ ±/ OH 

cgcgrcmgr 

cccaa rg rcg 

gatttggggc 

/~1 /~1 3 ^ "3 /— "3 "3 

ggatacagga 

/— /— ^ ^ /— "3 3 +- 3 

cc l rcagaxa 

34 - /34 - 4 - 3/~/3/34 - 

arg l racgg l 

71 844 

+- 3 +- 3 /-i 3 /— +- 

raragagcgr 

grrga ra raa 

acccccca l l 

aaacagg rca 

•3 /— "3 "3 3 3 ^— /— /— 

acaaaacgcc 

gccgcaaaac 

71 QH4 

aggttggaat 

tggttacgaa 

ag l Lccgccc 

crcaacttgc 

4-/~i4 - /~/~/~i4 - i 3 3 

rgrccgraaa 

aracacaa tg 

71 QK4 

3 /— 3 +- 4- /~i /~i 4- 4- 

acatrggcrr 

— \ -^4-/-|/— 4--» — * y-1 4- 

aargcraagr 

4- 4- /~i 4- 

c t tg taccac 

ggctaggrgt 

grrcgrmaa 

/— 4- —>—>■">—>—>—> 4- 4- 

craaaaaari. 

79H94 

ggtaatggga 

caaaargcrc 

ctgagtatgg 

-3 4- /— -3 3 3/~/3"t~"t~ 

dtCdddCgtl. 

aacgecattg 

aargggrggc 

79D84 

T.T.Cgga Laal 

ccLtcacgga 

rcrraraarc 

/3/— /3/3/34-/— 4-/— -3 

gcgggtc tea 

-5 / — ^ — -\ t ; — t ; — 4-4- 

accaacactt 

X. C dl dddl I. g 

791 44 

tgttgttgtc 

rgrTicTiarac 

gcgcacgcag 

rgrgrcraa l 

atgcgacgaa 

— > /— /-i 4- 4- /—i /—i —> 4- /—i 

acgttggatg 

1 L.L.VJH 

•3 4- /~ /~ /~ — \ 4- /~i 

arccacaarg 

acagacgara 

grcccrcgga 

agaacatggg 

y-1 /— — > /— /— /-I /— /-I — > 4~ 

gcaccgcgat 

/■— /— — > /-i 4- -~\ /~i 4- /~i 

ccagtagtcg 

/ ^ ^ 04 

crcrrgrrcr 

agarcgaraa 

acaagegmc 

4~ /1 4~ /3 4~ y~1 /~ 

rag rgiagcc 

/— 4- —> 4- —> — > /-1 4- /—1 4- 

crataagrg t 

4~ /^i y~ ^ 4~ /~1 /~1 4~ 

ccrgcarggr 

79 594 

rgccrrrgcr 

r~ -\- -\- r~ r~ -\- -\- +- 

gcrrccgrrr 

gatccccggg 

4~ 4~ 4~ 4~ /I -~\ — \ y~1 y~1 

r Lrrcgaagg 

— x 4~ 4~~ *3 ^ ^ 4~ ~% 4~ /^i 

arraaararg 

/I — X /~1 y — — X 4~ "3 /~1 4~ 4~ 

gagcaragm 

79 584 

rccragagga 

rcgcagrcgc 

rararrggcr 

grTicangn 

ccaaacaccc 

^ — — \ — \ 4~ *3 /~i /~i 4~ 4~ /^i 

caa raggrrg 

79444 

acgggtggct 

rgrccaaarc 

gcggcatgcg 

mgrc raagi 

cggtgtactg 

4~ 4~ +- /i +- /~i — \ y~i 

ttgtgtgagc 

79 Rfli 

gcataccggc 

cgcgtgtgtt 

tttcacataa 

actacatgga 

atttcagagt 

caaaggtccc 

72564 

cgtaacatat 

tttaacgcat 

ccccgtgacc 

ccctgtaaac 

gcaccagcgt 

cacagcgttc 

72624 

tagataaaaa 

agcagtcgcg 

ccaacagggg 

tgctccaaat 

ccacaaatga 

gtgecaaata 

72684 

atccacgcta 

aactctgtgt 

ttgatgaacc 

cgtagactga 

ctggatagaa 

cgtggccatc 

72744 

tcgatctgtt 

tggggattcg 

cagctaaatg 

aggtceggea 

aactggtaaa 

atcgattaaa 

72804 
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ggtcccccat 
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ccttggcttc ggtcatcccg ctatcctcca 

cctcagttag 


cLI. cLC cLcLC y C d. 

gaatttgggc 

tgaaaaccat 

cgcaccaatg 

accccggcca 

cacgageggt 

HOlI A 

atatgacccc 

agagegttta 

gccttggcaa 

agtgccctcc 

atgcctataa 

acattggeca 

/ L yo^f 

TmctTmgata 

tctgttggag 

tttcttcgta 

aattccagtg 

ttgaatataa 

LCtgcgtg 


caaggctgtg 

tcagcggcca 

taatagaege 

caaccgtctt 

tcaaaccccc 

ccgatgggct 

/ D±VH 

aggcttagac 

gtggagttga 

categttteg 

acgcgctcca 

egggeggtag 

rggr Lccact 

7^1 

tgaagaggac 

tgaaaatacg 

tgtacgtaat 

gtcagggggg 

agtactgccc 

cc Lcgrgati: 

IT.')') A 

rrcarcaaaa 

gcaaggtggg 

ccgctcctcg 

ggegaeggea 

gttacatttc 

tgacgcgcaa 

7590/1 

ggcaacggcc 

— \ 4~ /~i /~i /~i ^ /— ^ ^ 

at g99 a g caa 

taacacagtc 

atgtattaaa 

tggcacaacc 

cggtgttata 

1 Jjft 

aaagggtgtt 

ggg La Lacaa 

aaccctctcc 

gatagacctg 

tgatgagtgt 

tgaatgggtc 


gggtaccaga 

eggttaacar 

egggcatgaa 

aagttgtacc 

ggaaataacg 

g ra racgrar 


_ _ _ _ j__ _ _ _ _ 

aacatcccca 

rgg l Laa ta l 

gaacaatatc 

gagtcctcca 

taatgcagaa 

acacg l rgca 

75 ^ ~) A 

ca Laaaracg 

gcLLCCLLaa 

acaatgeegt 

gaccaccaag 

tataatattg 

LaLLLLCLgg 

/ JJOH 


aggcgggtgc 

atatctcagc 

gccggtcgtc 

tcaacagcac 

eg rcaacagg 

T3C.AA 

aggcccttgg 

ca.gcgLgd.aa 

acccaaaccg 

ttctcgagcc 

gcgttacacg 

cgcgtgtgag 

737H4 
/ J / 

atttggggcc 

gcggagctgg 

gtaaaacgtg 

tttgcctccg 

tgaaagacaa 

agacagargg 


atagaaaiiga 

y 4— « « 4~ *^ 4~ 

ctggtagtga 

gttttaaggt 

aataccagct 

ccggcaagac 

ccgtagtgcg 

/ DO/4 

rgcrccagaa 

accaccgcca 

ggctggatgt 

aaaagttttt 

tccacggtca 

aarraegcar 

/ JOO't 

caaaggraar 

aaagecaaar 

cagagtccgt 

getacgageg 

gecaaaaatg 

dddlllCCIC 

75Q44 

cagatccaaa 

tcttcaaccc 

ggcaegcata 

aacgtaaccc 

aggggccccg 

'tggg cac 'tg't 

7/i nn/i 

—i r*\ 4~~ 4~~ 4~~ /~ 

cacagrcmc 

rgagrarrTiTi 

ccattttggt 

gaagtactcg 

taataatggg 

r~\ r~\ r~\ 4~ 4~ 4~~ 4~ r~\ r~\ 

gggttgttgg 


cagggtcaaa 

tgaccaccca 

aaacccagtc 

tgtcgataca 

ttaagaagag 

aggcttttaa 

74124 

acgggtatta 

catatgegga 

aaccacaaca 

aatcacgtga 

ttacacttta 

tgtattagaa 

74184 

gggcgtgggg 

ttgtgttact 

cagtaacact 

ggctttttac 

aagattatca 

ategttaaca 

74244 

taaa atg gcg ate aga 
Met Ala lie Arg 
5030 

acg ggg ttt tgt aat ccc ttt tta 
Thr Gly Phe Cys Asn Pro Phe Leu 
5035 

acc caa 
Thr Gin 
5040 

74290 


gca tea ggg att aaa tat aac cca aga acc ggg cgc ggt agt aac 74335 
Ala Ser Gly lie Lys Tyr Asn Pro Arg Thr Gly Arg Gly Ser Asn 
5045 5050 5055 


aga gaa ttt ctt cat agt tac aaa act acc atg tea teg ttt caa 74380 
Arg Glu Phe Leu His Ser Tyr Lys Thr Thr Met Ser Ser Phe Gin 
5060 5065 5070 

ttt ttg gec cct aaa tgt tta gat gaa gat gtg ccc atg gaa gaa 74425 
Phe Leu Ala Pro Lys Cys Leu Asp Glu Asp val Pro Met Glu Glu 
5075 5080 5085 
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cga aag ggg gtt cac gtc ggt aca ctt agt cga ccg cct aaa gtt 74470 
Arg Lys Gly Val His Val Gly Thr Leu Ser Arg Pro Pro Lys Val 
5090 5095 ~ 5100 

tac tgt aat gga aaa gaa gtt ccg att ctg gat ttt cgt tgt tec 74515 
Tyr Cys Asn Gly Lys Glu Val Pro lie Leu Asp Phe Arg Cys Ser 
5105 5110 5115 

age ccc tgg cct aga cgc gtg aat att tgg ggg gaa ate gac ttt 74560 
Ser Pro Trp Pro Arg Arg Val Asn lie Trp Gly Glu lie Asp Phe 
5120 5125 5130 

cgt ggg gat aag ttt gac ccc cgc ttt aac aca ttc cat gta tat 74605 
Arg Gly Asp Lys Phe Asp Pro Arg Phe Asn Thr Phe His Val Tyr 
5135 5140 5145 

gat att gtc gaa aca aca gaa gec gcg tct aat gga gat gta tec 74650 
Asp lie Val Glu Thr Thr Glu Ala Ala Ser Asn Gly Asp Val Ser 
5150 5155 5160 

egg ttt gca act gca aca cga ccg ctt ggt acc gtt att act tta 74695 
Arg Phe Ala Thr Ala Thr Arg Pro Leu Gly Thr Val lie Thr Leu 
5165 5170 5175 

ctt ggc atg tec cga tgt gga aaa agg gtg gca gtt cat gta tac 74740 
Leu Gly Met Ser Arg Cys Gly Lys Arg Val Ala Val His Val Tyr 
5180 5185 5190 

ggc ate tgt caa tat ttt tat ata aac aaa gec gag gtg gat acc 74785 
Gly lie Cys Gin Tyr Phe Tyr lie Asn Lys Ala Glu Val Asp Thr 
5195 5200 5205 

get tgt ggc ata cgt tec ggt age gag tta tct gta tta ctt gec 74830 
Ala Cys Gly lie Arg Ser Gly Ser Glu Leu Ser Val Leu Leu Ala 
5210 5215 5220 

gag tgt tta cgc agt tct atg ata aca caa aat gat gca acg tta 74875 
Glu Cys Leu Arg Ser Ser Met lie Thr Gin Asn Asp Ala Thr Leu 
5225 5230 5235 

aat gga gac aag aac get ttt cat ggt acc teg ttt aaa age gca 74920 
Asn Gly Asp Lys Asn Ala Phe His Gly Thr Ser Phe Lys Ser Ala 
5240 5245 5250 

tct cca gaa age ttt cgc gtt gag gtt att gag cgc aca gat gtt 74965 
Ser Pro Glu Ser Phe Arg Val Glu Val lie Glu Arg Thr Asp Val 
5255 ' 5260 5265 

tat tac tac gat aca cag cca tgt gcg ttt tac agg gtg tat tct 75010 
Tyr Tyr Tyr Asp Thr Gin Pro Cys Ala Phe Tyr Arg Val Tyr Ser 
5270 5275 " 5280 

ccc tea tct aaa ttt aca aat tat ctt tgt gat aac ttt cac ccg 75055 
Pro Ser Ser Lys Phe Thr Asn Tyr Leu Cys Asp Asn Phe His Pro 
5285 5290 5295 

gag ttg aaa aag tat gaa ggt egg gta gac get acc act cgt ttt 75100 
Glu Leu Lys Lys Tyr Glu Gly Arg Val Asp Ala Thr Thr Arg Phe 
5300 5305 5310 

eta atg gat aat ccc ggc ttt gtt agt ttt ggt tgg tat caa eta 75145 
Leu Met Asp Asn Pro Gly Phe val Ser Phe Gly Trp Tyr Gin Leu 
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5315 5320 5325 

aaa cct gga gtt gat ggg gaa cgt gtt cga gtt cga ccg gca agt 75190 
Lys Pro Gly Val Asp Gly Glu Arg Val Arg Val Arg Pro Ala Ser 
5330 5335 5340 

cgc caa tta acg tta age gac gtt gaa att gac tgc atg teg gat 75235 
Arg Gin Leu Thr Leu Ser Asp val Glu lie Asp Cys Met Ser Asp 
5345 5350 5355 

aat ctg cag get ata cca aac gat gac tea tgg cct gac tac aag 75280 
Asn Leu Gin Ala lie Pro Asn Asp Asp Ser Trp Pro Asp Tyr Lys 
5360 5365 5370 

ttg tta tgt ttc gat att gaa tgt aaa tea gga gga tct aat gag 75325 
Leu Leu Cys Phe Asp lie Glu Cys Lys Ser Gly Gly Ser Asn Glu 
5375 5380 5385 

ctg gcg ttt ccc gat gca aca cat ctg gag gat ctt gta ate caa 75370 
Leu Ala Phe Pro Asp Ala Thr His Leu Glu Asp Leu val lie Gin 
5390 5395 5400 

att tct tgt eta tta tat tea ate cct cga cag tct tta gaa cac 75415 
lie Ser Cys Leu Leu Tyr Ser lie Pro Arg Gin Ser Leu Glu His 
5405 5410 5415 

att tta ctg ttt tec ctt ggc tct tgt gac tta cca caa agg tat 75460 
lie Leu Leu Phe Ser Leu Gly Ser Cys Asp Leu Pro Gin Arg Tyr 
5420 5425 5430 


gta caa gaa atg aag gac gcg ggg tta ccg gag ccg act gtg ctg 
Val Gin Glu Met Lys Asp Ala Gly Leu Pro Glu Pro Thr val Leu 
5435 5440 5445 


75505 


gag ttt gat agt gaa ttc gag eta tta att gca ttt atg ace etc 75550 
Glu Phe Asp Ser Glu Phe Glu Leu Leu lie Ala Phe Met Thr Leu 
5450 5455 5460 

gta aaa cag tac get ccc gag ttt gee aca ggt tat aac att gtt 75595 
Val Lys Gin Tyr Ala Pro Glu Phe Ala Thr Gly Tyr Asn lie val 
5465 5470 5475 

aat ttt gat tgg gcg ttt att atg gag aaa ctt aat tct ata tac 75640 
Asn Phe Asp Trp Ala Phe lie Met Glu Lys Leu Asn Ser lie Tyr 
5480 5485 5490 

agt etc aag ctt gat ggt tat ggc agt ata aac cgt ggg ggt ctg 75685 
Ser Leu Lys Leu Asp Gly Tyr Gly Ser lie Asn Arg Gly Gly Leu 
5495 ' 5500 5505 

ttt aag ata tgg gat gtt ggc aaa tec gga ttt cag cga cga age 75730 
Phe Lys lie Trp Asp Val Gly Lys Ser Gly Phe Gin Arg Arg Ser 
5510 5515 5520 

aag gta aag ate aac ggt etc ata tct ctg gat atg tat gca att 75775 
Lys Val Lys lie Asn Gly Leu lie Ser Leu Asp Met Tyr Ala lie 
5525 5530 5535 

gca act gaa aaa tta aaa etc teg agt tat aaa tta gat teg gtt 75820 
Ala Thr Glu Lys Leu Lys Leu Ser Ser Tyr Lys Leu Asp Ser val 
5540 5545 5550 

gca cgt gaa get eta aat gag tec aag aga gat ttg ccc tac aaa 75865 
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Ala Arg Glu Ala Leu Asn Glu Ser Lys Arg Asp Leu Pro Tyr Lys 
5555 5560 5565 

gac att ccg gga tat tac get agt gga ccg aat aca cga gga att 75910 
Asp lie Pro Gly Tyr Tyr Ala Ser Gly Pro Asn Thr Arg Gly lie 
5570 5575 5580 

att ggt gaa tat tgt ata caa gac teg get ctt gtg ggg aaa ctg 75955 
lie Gly Glu Tyr Cys lie Gin Asp Ser Ala Leu val Gly Lys Leu 
5585 5590 5595 

ttt ttt aaa tat tta cca cac ctt gag tta tec gcg gtt gca agg 76000 
Phe Phe Lys Tyr Leu Pro His Leu Glu Leu Ser Ala val Ala Arg 
5600 5605 5610 

eta get aga att act tta acc aag get att tac gac gga cag cag 76045 
Leu Ala Arg lie Thr Leu Thr Lys Ala lie Tyr Asp Gly Gin Gin 
5615 5620 5625 

gtt agg att tac acc tgt tta tta gga ctg get teg tct cga gga 76090 
Val Arg lie Tyr Thr Cys Leu Leu Gly Leu Ala Ser Ser Arg Gly 
5630 5635 5640 

ttt att tta ccc gat ggg gga tac cca get act ttt gaa tat aag 76135 
Phe lie Leu Pro Asp Gly Gly Tyr Pro Ala Thr Phe Glu Tyr Lys 
5645 5650 5655 

gat gtt att ccc gat gtc ggg gat gtt gag gaa gag atg gat gaa 76180 
Asp Val lie Pro Asp val Gly Asp val Glu Glu Glu Met Asp Glu 
5660 5665 5670 

gac gag age gtt tct ccc act ggt acg tea agt ggg cga aat gta 76225 
Asp Glu Ser Val Ser Pro Thr Gly Thr Ser Ser Gly Arg Asn Val 
5675 5680 ' 5685 

gga tat aaa gga gee agg gtt ttt gac cct gat acg gga ttt tat 76270 
Gly Tyr Lys Gly Ala Arg Val Phe Asp Pro Asp Thr Gly Phe Tyr 
5690 5695 5700 

ate gat ccg gtg gtc gta ttg gat ttt gca agt tta tat cca agt 76315 
lie Asp Pro Val Val Val Leu Asp Phe Ala Ser Leu Tyr Pro Ser 
5705 5710 5715 

ata att cag gec cat aac tta tgt ttt acc acg eta acg tta aat 76360 
lie lie Gin Ala His Asn Leu Cys Phe Thr Thr Leu Thr Leu Asn 
5720 5725 5730 

ttt gag acg gtt aaa cgt ttg aat cca tec gat tat gee acc ttt 76405 
Phe Glu Thr Val Lys Arg Leu Asn Pro Ser Asp Tyr Ala Thr Phe 
5735 5740 5745 

aca gtt gga gga aaa cgt ctt ttt ttt gtg cgc tct aac gtt cga 76450 
Thr Val Gly Gly Lys Arg Leu Phe Phe Val Arg Ser Asn Val Arg 
5750 5755 5760 

gaa agt ctg ctg ggt gtt ctt tta aaa gac tgg ttg get atg cgc 76495 
Glu Ser Leu Leu Gly val Leu Leu Lys Asp Trp Leu Ala Met Arg 
5765 5770 5775 

aag get att aga gcg cgc ata ccc gga agt tct tea gat gaa gca 76540 
Lys Ala lie Arg Ala Arg lie Pro Gly Ser Ser Ser Asp Glu Ala 
5780 5785 5790 
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gtg tta tta gac aaa caa caa gcc gcg ata aaa gta gtt tgt aat 76585 
Val Leu Leu Asp Lys Gin Gin Ala Ala lie Lys Val Val Cys Asn 
5795 5800 5805 

tec gtg tac ggt ttt act gga gtt gcg cag gga ttt ctg cca tgt 76630 
Ser val Tyr Gly Phe Thr Gly Val Ala Gin Gly Phe Leu Pro Cys 
5810 5815 5820 

tta tac gta gcg gcc act gtc act aca att ggc cgt caa atg tta 76675 
Leu Tyr Val Ala Ala Thr Val Thr Thr lie Gly Arg Gin Met Leu 
5825 5830 5835 

tta agt acc aga gat tat att cat aat aac tgg gcc gca ttt gaa 76720 
Leu Ser Thr Arg Asp Tyr lie His Asn Asn Trp Ala Ala Phe Glu 
5840 ' 5845 5850 

cgt ttt att aca gcg ttt cca gac att gaa agt age gtt etc tec 76765 
Arg Phe lie Thr Ala Phe Pro Asp lie Glu Ser Ser val Leu Ser 
5855 5860 5865 

caa aaa gcg tac gag gta aag gtt ata tat gga gat acg gat tct 76810 
Gin Lys Ala Tyr Glu Val Lys Val lie Tyr Gly Asp Thr Asp Ser 
5870 5875 5880 

gtg ttt ate cga ttc aag ggt gtt agt gtt gag ggg ata get aaa 76855 
val Phe lie Arg Phe Lys Gly val Ser Val Glu Gly lie Ala Lys 
5885 5890 5895 

ate ggc gag aaa atg gca cat ata att tea acg get ctg ttt tgt 76900 
lie Gly Glu Lys Met Ala His lie lie Ser Thr Ala Leu Phe Cys 
5900 5905 5910 

cct cct ata aag ttg gag tgt gaa aaa act ttt ata aaa ctt ttg 76945 
Pro Pro lie Lys Leu Glu Cys Glu Lys Thr Phe lie Lys Leu Leu 
5915 5920 5925 

ctt ata aca aag aaa aag tac att ggg gta att tac ggc gga aag 76990 
Leu lie Thr Lys Lys Lys Tyr lie Gly Val lie Tyr Gly Gly Lys 
5930 5935 5940 

gtt tta atg aag gga gtc gac ttg gtt aga aaa aac aac tgt caa 77035 
Val Leu Met Lys Gly val Asp Leu val Arg Lys Asn Asn Cys Gin 
5945 5950 5955 

ttt att aac gat tat gcc cgc aaa ctt gta gaa ctg ttg tta tat 77080 
Phe lie Asn Asp Tyr Ala Arg Lys Leu val Glu Leu Leu Leu Tyr 
5960 5965 5970 

gac gac acc gtc teg cgt get gcg gcg gag gcg teg tgt gtt tec 77125 
Asp Asp Thr Val Ser Arg Ala Ala Ala Glu Ala Ser Cys Val Ser 
5975 5980 5985 

att get gaa tgg aat aga egg gcc atg ccg tct ggg atg gcc ggg 77170 
lie Ala Glu Trp Asn Arg Arg Ala Met Pro Ser Gly Met Ala Gly 
5990 5995 6000 

ttt gga cgc ata att gca gat gca cat cgc cag att aca tea ccc 77215 
Phe Gly Arg lie lie Ala Asp Ala His Arg Gin lie Thr Ser Pro 
6005 6010 6015 

aaa ttg gat att aat aag ttt gtt atg acg gcc gag ctt agt cgt 77260 

Lys Leu Asp lie Asn Lys Phe val Met Thr Ala Glu Leu Ser Arg 
6020 6025 6030 
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cca cca tec gec tac ata aac cgt cgc ttg get cac tta aca gta 77305 
Pro Pro Ser Ala Tyr lie Asn Arg Arg Leu Ala His Leu Thr Val 
6035 6040 6045 

tat tat aaa tta gta atg aga cag gat caa ate cca aac gtt cga 77350 
Tyr Tyr Lys Leu Val Met Arg Gin Gly Gin lie Pro Asn Val Arg 
6050 6055 6060 

gaa cgc ate cct tat gtt att gtq gec ccc aca gac gaa gtq gag 77395 
Glu Arg lie Pro Tyr Val lie Val Ala Pro Thr Asp Glu Val Glu 
6065 6070 6075 

get gat gca aaa agt gta get ttg eta cgt gqa gat cct tta cag 77440 
Ala Asp Ala Lys Ser Val Ala Leu Leu Arg Gly Asp Pro Leu Gin 
6080 6085 6090 

aat acc gca ggt aaa egg tgt ggg gaa gca aag cgt aag tta ata 77485 
Asn Thr Ala Gly Lys Arg Cys Gly Glu Ala Lys Arg Lys Leu lie 
6095 6100 6105 

ata tct gac tta gcg gaa gat ccc att cac gta aca tea cac ggg 77530 
lie Ser Asp Leu Ala Glu Asp Pro lie His Val Thr Ser His Gly 
6110 6115 6120 

ctg tct tta aac att gac tat tat ttt tct cat etc att ggg acg 77575 
Leu Ser Leu Asn lie Asp Tyr Tyr Phe Ser His Leu lie Gly Thr 
6125 6130 6135 

gcg agt gta act ttt aag gcg tta ttt gqa aac gac act aaa etc 77620 
Ala Ser val Thr Phe Lys Ala Leu Phe Gly Asn Asp Thr Lys Leu 
6140 ' 6145 6150 

aca gaa egg ctt tta aaa cgt ttt att cca gag aca cga gtt gtt 77665 
Thr Glu Arg Leu Leu Lys Arg Phe lie Pro Glu Thr Arg Val Val 
6155 6160 6165 

aac gtt aaa atg eta aac cgc ttg cag gcg gca ggc ttt gtt tgt 77710 
Asn Val Lys Met Leu Asn Arg Leu Gin Ala Ala Gly Phe Val Cys 
6170 6175 ' 6180 

ata cac gee ccg tgc tgg gat aat aaa atg aac act gaa get gaa 77755 
lie His Ala Pro Cys Trp Asp Asn Lys Met Asn Thr Glu Ala Glu 
6185 6190 6195 

ate acc gag gag gaa caa agt cat caa ata atg cgt aga gtc ttt 77800 
lie Thr Glu Glu Glu Gin Ser His Gin lie Met Arg Arg Val Phe 
6200 6205 6210 

tgt att cca aaa gca att etc cat caa agt taa ggtcacacat 77843 
Cys lie Pro Lys Ala lie Leu His Gin Ser 
6215 6220 

tttacagtaa aegtccgatg ttccaatgga tggcaccaca gtctctgttt gttgttctgg 77903 

gttgegacat accgacagta aaaatgttgt ctgccaaacg tgtgcgacta ttttataccc 77963 

ccgacacgcg gectgtatat gatcgattag tctgtaatgg aggtgaacag atttccccgg 78023 

aaatataaca tacatcataa accctccggc atctccatca cgataaaaaa gtacgegtat 78083 

atetegcatg cccccctccc tcataatatg atacataaaa aataattccg gttgtgccaa 78143 
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tacgctcgac 

aataggggtt 
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cagcggacgc tgcttgcatg ttggctcggt 

ctgatagege 

/ OZUj 

s— — \ — \ — \ — \ -I— /~i /~i — \ +- 

C cLcLcLcLI. y y cLI. 

y C clciy cLcLcLC d. 

cacgatattc 

gtatatgttg 

ttaagctget 

gaacatatgc 

/ OlDj 

tagtatcaga 

gccgcccgat 

eggttcgaca 

tagacgeggt 

tctccagatg 

cagtgcatgt 

/ Ojt j 

cggacaataa 

cctccgagac 

ctaaatgata 

acccattccg 

gataacgaca 

ggcagttatc 

/ OJOJ 

cgccactgtc 

tgacccaagt 

taaacggaag 

ggtgacaggg 

gtcgtcttaa 

T_a.an.ggccic 


gattaagcct 

ctaacggtag 

ctagttcttc 

tgggggggac 

ettgegatgt 

aattaaaata 

78 c;fi3 

atggcggtac 

acagaccgct 

cctttgacat 

aagttttcct 

cgaatggttt 

gaeggeggea 

78 c;p;3 

/ OJUJ 

tggcgttctg 

gagcgtacac 

gcatcgaagg 

cccgctccga 

gataeggatt 

tatatcgect 


agacatactt 

cgatagggtg 

tgttcgaggg 

agaccagega 

tattgeatgt 

eg tcgaagca 

/oOoj 

taagtcctcc 

— \ 4— /— 4— /— /~i 4— *-\ 4— /~i 

ate Leg La Lg 

aatgeggcat 

tggcggttgg 

tttgcgtgga 

aaaatc tggr 

78743 

aggctttaaa 

rgcaracgcc 

aatgtccaca 

ggccagcaca 

tacacgacct 

Lcaaatcrgr 

788(i3 
/ ooUj 

tttgtgcagc 

/— ^ /~i 4— 4— j»— 4— 

cagrrgggcT: 

ttatataact 

ccaacacttc 

cttatccgcg 

/-^ 4~ 4~ /~a 4~ /"i 4~ 

grrgraggar 

788K3 

gggcaaa Laa 

aai l Lraggg 

tttgtctgta 

attccgagag 

agegcatagg 

aga tegcaaa 

78Q"? 3 

aiaaaigiii 

a ra taeggee 

teggaacctg 

ctgettttae 

aatggttatg 

aatcgaccc l 

78Q83 

catcatiaaa 

rggaaa l l ra 

agtttaatgg 

ggttatctag 

gctccatgca 

l ugat uacag 

7Q043 

/ yutj 

gmcgaraca 

g rcaaa raaa 

cttgtgttat 

ttgctgagta 

tgctaatata 

icccLittaa 

7Q1 r>3 

acrgccgcaa 

agegatccaa 

tagtgeccta 

tggttaataa 

acaacataac 

atgeattegg 

7Q1 K3 

4— — \ 4 — |— /-•■ 4— /~i ^~ /-i 

tattcgtgcg 

accacggcac 

tttgcgtttt 

ttaaggtagt 

taacaaaata 

ggcccaaatg 

/ yzz 3 

cracmcggg 

acaggcarcc 

tegctegtaa 

atttggaaaa 

ttgttttgga 

acgrcccrgg 

7Q783 

agttttcaat 

ccggttcgcc 

tgccagtatg 

atttaacaca 

tccaacgcga 

n 4- 4- 4- /— -1 .-I |n 

gtttctatag 

7Q3/I 3 

s— —\ s~ -~\ -~\ 4~~ 4~~ 4~~ /~~\ 4~~ 

cacaaingi 

acgcrcgrcr 

acattccaag 

tagcaacccc 

actcagtaat 

aataaageca 


— \ 4- 4- rA /~a 4- 

agrcrgcgra 

accccaagcr 

gettctaegt 

aagacgattt 

tttaagtttg 

icianaaia 

7Q/1 c 3 

rarcrrcaaa 

/-■f-/--f--3-f--3-|-/-/- 

crcrararcc 

tcttttaatg 

cacgttccgc 

gcaggtaatc 

— > 4- f~~ /~- /~ -> 4- 4- rA 

arcccacrrg 

7Qt;9 3 

/ y jz o 

4-/~i/~/~i~\4 _ /~i4 _ 4 _ /~ 

rgcgargrrc 

cgax garget a. 

cagtcaacca 

tccgcgcgca 

atctttccaa 

magecaagg 

7Qt;83 

/ y joo 

cggccgctaa 

aggttgaggg 

cctccagtca 

gtccgtcctg 

attaaagtaa 

aatgacttac 

7QK43 

/ yo^o 

/-^ 4- 4- 4- rA rA 4- 

gcgtttcggt 

4— 4- /~ /"^ 4- /~ 4- *~\ -\ -\ 

rrcgrcraaa 

cgagacgtgc 

tgatcgatag 

taatgeagee 

craacraccg 

7Q7H3 

/y/u3 

ccrgracaaa 

aaaggagraa 

ttggaatatc 

ttactttgtt 

ggccatttcc 

ttaccggggg 

7Q7K3 
/y/D3 

/■■i /~a /~a 4~~ /■*! 4~~ 4~~ 

gcggtcgtat 

accrggraac 

cctccatcgg 

tacgaaaaca 

tacatgeaaa 

aaaaaargrc 

7Q8? 3 

/ yoz 3 

tttgtatatc 

taacagggaa 

agcgtgcgcc 

tggcaaagga 

cccaaccaaa 

gtaacgttat 

79883 

aacggcacag 

gtagtaacga 

tccataagat 

acacaaattc 

aaaggcagcg 

ctaaaagtga 

79943 

caactgcaca 

gggeggggat 

gecagacttt 

tcatacataa 

catggegtag 

tccgcaaccc 

80003 

attccggtgt 

cagtccaaat 

ttacgtttat 

acaaatcaag 

cgttctgcag 

accaaacagg 

80063 
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ctctgtctaa cgccaaaacg tctccaattt cttctataaa ttcagtggta cttgaggtca 80123 

tttcattatc cacacctacc gccgaagagg cctcataagt gacgttgttt tctattgcac 80183 

ggggaacatt tattaagtgg gaggcaaata acaattctga aaataacaaa tcgtttttta 80243 

gcagaagggc tggattataa gcg atg tac gaa teg gaa aat gcg teg gaa 80293 

Met Tyr Glu Ser Glu Asn Ala Ser Glu 
6225 6230 

cac cat ccg gaa tta gaa gat gta ttt teg gag aat acg ggc gat 80338 
His His Pro Glu Leu Glu Asp val Phe Ser Glu Asn Thr Gly Asp 
6235 6240 6245 

teg aat cca tec atg ggt tct tct gat tct acc cga tec ate tct 80383 
Ser Asn Pro Ser Met Gly Ser Ser Asp Ser Thr Arg Ser lie Ser 
6250 6255 6260 

ggg atg agg gec cgc gat tta att aca gac acc gat gtt aat eta 80428 
Gly Met Arg Ala Arg Asp Leu lie Thr Asp Thr Asp val Asn Leu 
6265 6270 6275 

tta aat ate gat gca ctg gag tea aag tat ttt cct get gat age 80473 
Leu Asn lie Asp Ala Leu Glu Ser Lys Tyr Phe Pro Ala Asp Ser 
6280 6285 6290 

acc ttt act ctt tec gtt tgg ttt gaa aat tta att ccc ccg gaa 80518 
Thr Phe Thr Leu Ser val Trp Phe Glu Asn Leu lie Pro Pro Glu 
6295 6300 6305 

ata gaa gca att eta cct aca act gac get caa tta aat tat ata 80563 
lie Glu Ala lie Leu Pro Thr Thr Asp Ala Gin Leu Asn Tyr lie 
6310 6315 6320 

tea ttt acc agt cgc ctg gcg tec gtt tta aaa cat aaa gaa agt 80608 
Ser Phe Thr Ser Arg Leu Ala Ser val Leu Lys His Lys Glu Ser 
6325 6330 6335 

aac gat tea gaa aaa tct get tat gtt gtt cca tgt gaa cat agt 80653 
Asn Asp Ser Glu Lys Ser Ala Tyr Val Val Pro Cys Glu His Ser 
6340 6345 6350 

gee age gtg acc cgt cgc cgt gaa cgc ttt gcg gga gtc atg gee 80698 
Ala Ser Val Thr Arg Arg Arg Glu Arg Phe Ala Gly Val Met Ala 
6355 6360 6365 

aaa ttt eta gat ttg cat gaa ata ttg aag gat get taa tacatgggga 80747 
Lys Phe Leu Asp Leu His Glu lie Leu Lys Asp Ala 
6370 6375 

aaataaaege attaataagt cgtcaggggg tggatcactc caaactcctc ctatatccca 80807 

cgataaatgg tctaaatact tcacgcgtgt gccttggttt gcaaccttag atcaat atg 80866 

Met 

tea egg aga acg tat gta egg agt gaa cgc agg agg ggt tgc gga 80911 
Ser Arg Arg Thr Tyr Val Arg Ser Glu Arg Arg Arg Gly Cys Gly 
6380 6385 6390 

gat aat ctt tta caa cgt att egg ttg gtg gta cca age get ctt 80956 
Asp Asn Leu Leu Gin Arg lie Arg Leu Val Val Pro Ser Ala Leu 

Page 307 


591508037SeqLi stAug2010 
6395 6400 6405 

caa tgt tgc gat ggg gat ctt cca ata ttt gat cca caa cgc ccc 
Gin Cys Cys Asp Gly Asp Leu Pro lie Phe Asp Pro Gin Arg Pro 
6410 6415 6420 

ccc gcc cgt tgt gtt ttt cag ttt aac ggc gaa gac aac gta tec 
Pro Ala Arg Cys Val Phe Gin Phe Asn Gly Glu Asp Asn Val Ser 
6425 6430 6435 

gaa gcc ttt ccg gta gag tat att atg cgt tta atg gcg aat tgg 
Glu Ala Phe Pro Val Glu Tyr lie Met Arg Leu Met Ala Asn Trp 
6440 6445 6450 

gcg caa gta gat tgt gac cct tac ata aaa att caa aat acg ggg 
Ala Gin Val Asp Cys Asp Pro Tyr lie Lys lie Gin Asn Thr Gly 
6455 6460 6465 

gtg tct gtg eta ttt caa ggt ttt ttt ttt cgt ccg act aac gca 
Val Ser Val Leu Phe Gin Gly Phe Phe Phe Arg Pro Thr Asn Ala 
6470 6475 6480 

cca gtg get gaa gtg tec att gac agt aat aac gtg att ctt agt 
Pro val Ala Glu val Ser lie Asp Ser Asn Asn val lie Leu Ser 
6485 6490 6495 

tea acg tta agt acc ggt ate aac eta tct get ttg gaa tea att 
Ser Thr Leu Ser Thr Gly lie Asn Leu Ser Ala Leu Glu Ser lie 
6500 6505 6510 

aaa cga ggt ggg ggt att gac cgc cga cct etc cag get tta atg 
Lys Arg Gly Gly Gly lie Asp Arg Arg Pro Leu Gin Ala Leu Met 
6515 6520 6525 

tgg gtg aac tgc ttt gtg cga atg cca tat gtt cag tta tec ttt 
Trp Val Asn Cys Phe Vat Arg Met Pro Tyr Val Gin Leu Ser Phe 
6530 6535 6540 

cgt ttt atg gga ccg gaa gat cca tct cgc acc att aaa ctt atg 
Arg Phe Met Gly Pro Glu Asp Pro Ser Arg Thr lie Lys Leu Met 
6545 6550 6555 

gcc cgc gcc acg gat gca tac atg tat aag gaa act ggc aat aat 
Ala Arg Ala Thr Asp Ala Tyr Met Tyr Lys Glu Thr Gly Asn Asn 
6560 6565 6570 

ttg gat gaa tat ata cgc tgg egg cct tea ttc aga tec cca ccc 
Leu Asp Glu Tyr lie Arg Trp Arg Pro Ser Phe Arg Ser Pro Pro 
6575 6580 6585 

gag aac gga agt cca aac acg tct gtt caa atg caa agt gac att 
Glu Asn Gly Ser Pro Asn Thr Ser Val Gin Met Gin Ser Asp lie 
6590 6595 6600 

aaa cct gcg tta ccc gat acc caa act acg cgt gtc tgg aaa ctt 
Lys Pro Ala Leu Pro Asp Thr Gin Thr Thr Arg Val Trp Lys Leu 
6605 6610 6615 

get eta ccc gta get aac gtg aca tat gcc ctg ttc att gta att 
Ala Leu Pro Val Ala Asn Val Thr Tyr Ala Leu Phe lie Val lie 
6620 6625 6630 

gta ctg gta gtt gta tta ggg gcg gtg ctt ttc tgg aaa taa 
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Val Leu Val Val Val Leu Gly Ala Val Leu Phe Trp Lys 
6635 6640 6645 

attgcctttc cgtacatatc ctgcgcagat gtacgtgtat gctgttatcg attgtcccgt 81733 

aaactaataa acg atg aca caa ccc gca teg tct cgt gta gtc ttt gat 81782 
Met Thr Gin Pro Ala Ser Ser Arg Val Val Phe Asp 
6650 6655 

ccc age aac ccc acc aca ttt teg gtq gaa gca att gcg get tac 81827 
Pro Ser Asn Pro Thr Thr Phe Ser Val Glu Ala lie Ala Ala Tyr 
6660 6665 6670 

acc ccc gtt get tta ata cga ctt tta aac gec agt gga cct ttg 81872 
Thr Pro Val Ala Leu lie Arg Leu Leu Asn Ala Ser Gly Pro Leu 
6675 6680 6685 

caa cct ggt cac cgt gtq gac ate get gat gee aga age att tac 81917 
Gin Pro Gly His Arg Val Asp lie Ala Asp Ala Arg Ser lie Tyr 
6690 6695 6700 

acc gtq gga gec gcg gec agt gec gcg cgt gca cgc get aac cat 81962 
Thr Val Gly Ala Ala Ala Ser Ala Ala Arg Ala Arg Ala Asn His 
6705 6710 6715 


aat gca aat acg ata cgc cga acg gec atg ttt gec gag act gac 
Asn Ala Asn Thr lie Arg Arg Thr Ala Met Phe Ala Glu Thr Asp 
6720 6725 6730 


82007 


cct atg aca tgg tta aga cca acg gtt ggc tta aaa cgt acg ttt 82052 

Pro Met Thr Trp Leu Arg Pro Thr Val Gly Leu Lys Arg Thr Phe 
6735 6740 6745 

aac ccg cgt att ata cga cca caa ccc cca aat cca tec atg agt 82097 

Asn Pro Arg lie lie Arg Pro Gin Pro Pro Asn Pro Ser Met Ser 
6750 6755 6760 

ttg gga ate teg gqg cct act ata ttg ccg caa aaa aca cag age 82142 

Leu Gly lie Ser Gly Pro Thr lie Leu Pro Gin Lys Thr Gin Ser 
6765 6770 6775 

gee gat cag tct get tta caa cag ccc gee gcg ttg gcg ttt teg 82187 

Ala Asp Gin Ser Ala Leu Gin Gin Pro Ala Ala Leu Ala Phe Ser 
6780 6785 6790 

gga tea tec ccg caa cac ccc cca cct caa acg acg teg gca tec 82232 

Gly Ser Ser Pro Gin His Pro Pro Pro Gin Thr Thr Ser Ala Ser 
6795 6800 6805 

gtt gga caa cag caa cac gtq gtq teg gqg tct tct gga caa caa 82277 

Val Gly Gin Gin Gin His Val Val Ser Gly Ser Ser Gly Gin Gin 
6810 6815 6820 

ccg caa cag gga gca cag tea age act gtc cag cca aca acc gga 82322 

Pro Gin Gin Gly Ala Gin Ser Ser Thr Val Gin Pro Thr Thr Gly 
6825 6830 6835 

tea ccg ccc gcg gec caa ggc gtq cca cag tct acc ccg ccc cca 82367 

Ser Pro Pro Ala Ala Gin Gly Val Pro Gin Ser Thr Pro Pro Pro 
6840 6845 6850 

acc caa aat acc ccc cag gqg ggt aag gga cag acc ttg tea cac 82412 

Thr Gin Asn Thr Pro Gin Gly Gly Lys Gly Gin Thr Leu Ser His 
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6855 6860 6865 


acg gga caa tct gga aac get tea aga agt cgt agg gtg taa 82454 
Thr Gly Gin Ser Gly Asn Ala Ser Arg Ser Arg Arg Val 


6870 


6875 


6880 



ataaaaatac 

acagaaaata 

atcgttgttt 

tttttttttc 

tttaataggc 

gctactttat 

82514 

atatatgttc 

catctaataa 

caatttaaca 

taccccaggc 

cttgaaatat 

atettcegtg 

82574 

tggtccatta 

aaagtttacg 

tgtatatcta 

acgttgtcga 

tcatacgccg 

acatgectgg 

82634 

cttaacagtg 

ccagtgctcc 

caaggeggtc 

cctcggacat 

aacgtcgacc 

ggtgactaca 

82694 

teggcattaa 

caacgcgtac 

gtgcctagga 

aegegacatg 

accgatgttc 

gtcgagactt 

82754 

agtacgatag 

aattttcact 

ctcactgcta 

tagcegtcag 

aaggttcact 

aaaatcactt 

82814 

tgatataggt 

ctctgttcgg 

tgagttaaac 

gggttagaag 

atacgcccca 

tgtgtgtacg 

82874 

tcccgcggaa 

agtttggcga 

eggctgtett 

gttttatagt 

ttgtcaatag 

gtccgtttgg 

82934 

ggggcategg 

ctgccgtgtc 

aacccaagaa 

ggtaattggt 

tatttacagg 

gtggaatact 

82994 

gttttggagt 

tatacattcg 

agggtcattt 

tgatgccgtt 

tttgtgtttg 

atttgatttt 

83054 

tcaatccaag 

teeggtaaga 

tatcgagtca 

tctgtcggaa 

tggaggtaat 

ctcaagtatt 

83114 

ggtttactga 

acgcttggtt 

taacgtttgg 

ttttgctgtg 

gattattttt 

ccaatccgac 

83174 

aattggttat 

ttggtggggt 

aatactttta 

caaacggttg 

ttttaatgga 

ggtggttaat 

83234 

tgcttaggta 

taagcacagc 

cgtttctgat 

teggtttcca 

catacaaggg 

aatatctttt 

83294 

tggctaaggg 

ttgtttttac 

gctttggggt 

ttcttaaaat 

tttgtaccac 

tatttgtgtg 

83354 

cccggttcta 

tgggctgege 

gggctggacg 

gtctgegegg 

getgegeggg 

ctgcgcgggc 

83414 

tgegeggget 

gcgcgggccg 

gaegggcatt 

tttttacatt 

tggaacttct 

aacaacttga 

83474 

aegggagact 

taaatagtgg 

ctccgttggg 

taaaaatcag 

ttgtgtcgag 

gtttgggggg 

83534 

ccttggggcg 

cataaccggc 

aataatttgc 

gagtaaaatg 

gatcateggg 

acacgagggg 

83594 

aaagagtcct 

categgagtc 

gatgtaegge 

aaatcaataa 

gagattctgg 

cccccaaaag 

83654 

accacataat 

ccggagctgg 

aatcgagtct 

tttcgttccc 

ataaaacata 

agagggattc 

83714 

atatgttcgt 

ccaatagcag 

taaacacggg 

ggattgtttg 

taagaggttt 

gtttgcaatg 

83774 

agegeggaca 

gtttttctag 

ttggacaatt 

aaacatgeat 

tttcaattgg 

gtgaggatcc 

83834 

atatgeagta 

aacgtaaccc 

ccaagaaaca 

atategggag 

ataeggctga 

ggatataccc 

83894 

gaatctgtag 

ccatatgccg 

ggaatcgaat 

aattttaacc 

ccaaagtaag 

teeggaattt 

83954 

tgtgaaaaaa 

cggatgtaag 

ttccatggca 

ataaccaaag 

gagccccaaa 

taaaatagee 

84014 

gtagttgcta 

tgtcaaaege 

tgttacatta 

gaaacgtgag 

ttggtgccgc 

ccccgttact 

84074 

gtaaaaactg 

tcgttgcccc 

ggtttgaata 

taagcatctg 

taattacttt 

acggtctgta 

84134 

ttccactcta 

acgtggtatt 

gctgggagcg 

gtatcaaatc ttgcattaag 
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gacaatgtcc 
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aatggccaat gcaattgttt tgggaggggg 

ggT.T.d.gT.T.T.1. 
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S71 Q4 
O / ±34 

— \ /~4 4~~ 4~~ 4~~ 4~~ /~i 

agcrrrrgca 

/i 4~ 4~ 4~ 4~ 

grrcaacrrc 

aacaagttta 

accgtatcca 

ttagggcgtg 

, \ , j4-4-4-/-i4-4- 

cacarrrgrr 

S77 
O / i. 34 

rgrarrgara 

araregcarc 

gtttatttca 

taatcatcta 

catttgaaga 

r gar ar aaac 

S751 A 
Ol 3 ±4 

rrcaagrgrc 

cagargagac 

agctagggtg 

gagaagtcat 

ctccaagttg 

rrrrrgraar 

O / 3 /4 

4— /~ — ^ 4- — \ 4- 

rcagrcaacr 

rargggrarr 

egtaatttet 

tgttgtaaag 

cctgatattt 

rrrararaac 

O / 434 

— 1_ —— — —— —— — 

gacaacacaa 

aggaraaggc 

tggcactgta 

gatgaaacta 

aegtegcttt 

acraagagrr 

07/1 Q/l 
0 / 434 

y C cLcLC cLcLC ciy 

cgi.i.i.a.i.ggc 

ggactcactt 

teegggttag 

tagataeggt 

cgegargreg 

0 / 3 34 

gargcaagca 

carcrgccac 

gtcaccaaaa 

aacgeaagea 

atgatggtct 

aracrccgr a 

O / 0±4 

ggtatcggca 

caarrrcgar 

aatagctgta 

aaacaagctc 

ccagtcctcc 

r aagacagar 

Q7F.7 A 
O/0/4 

gtgcgtgcgt 

rrccgggarg 

4— 4- /~ 4- —i -~i — i 4- /~i 

rrcraaaarg 

tctcgatatt 

ggttaaataa 

cgcccagaaa 

O / / 34 

tcacccgtaa 

gttgagaacg 

gatctctacc 

ggcgcctcta 

agactttggt 

cctgagattt 

87794 

accagggctc 

cttggacatc 

taactcagaa 

gcaagttccg 

gtaataaatc 

tactgcagcc 

87854 

ctaagtccca 

caaaaceggt 

tacegggega 

agtaaccccc 

cgagtttatt 

atatgccgcc 

87914 

tgttttcgac 

tctttattgt 

gtcctgtgtg 

gttegggect cgtttgcata 
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■4— s— 4— 4— 4— — \ — \ /-i s— s— 

tctttaagcc 

T_T_gT_T_T_CCaa 

4-,— /-i-l-,— 4-4-4-4--5 

T. c g T. C T. T. T. t. a 

a LCyaaggtt 

g taaaccgga 

T_T.ggaT.caT.T_ 

OOVDH 

gga.tca.ctta. 

-, -, -,4-4-4-4-4 — ,4- 

/— 4— « 4~ /— « /— — \ /— /— 

ctgtcgcacc 

— \ — \ 4~~ ^* 4~ 4~ 

aaatcgtctg 

4~~ — \ /~i /- — x s— 4~ /— 

tagcacgtac 

-, -,4-4-/-i4-4-/-i/-4- 

aattgttgct 


— \ — \ -I— — \ — \ — \ 4— /— - — \ 4— 

aataaatcat 

s— s— s— /~i 4— /~i 4- 4- 4- 

cccgtgttat 

ttcaggatac 

ttgacctcac 

cattgttata 

T_gT_T_T_caT_ag 

881 <^A 

-1— /— s— 4— 4— 4— — \ s— /~i /~i 

tcctttacgg 

cttggtctac 

ggccgcgctt 

agcg ta l taa 

agcaagacaa 

ctctgcttcc 

8891 A 

gcggaagccc 

gttgcgttgc 

/~i s— /~i 4~ /^i 4~ ^ 4~ 4~ ^ 

gcgtgtatta 

atgg l l l taa 

ttgtacgtga 

taattcatcg 

889 7 A 

aactctcgtc 

tggataagta 

acctgcggtt 

tgagc l lccc 

cgactacaga 

4~ -\ /— /— -\ /— rA — \ 4~ 

taaccacgat 


acgagagccg 

tgtctgtgtt 

taaatcttcc 

ccttc L L taa 

Laagctcttt 

taacagagat 

00 jjI 

acgacgggga 

gattttgtat 

agtctcagga 

ggagggtgta 

tagacaggga 

cgatatgatt 

884 <^A 

gccgttaatt 

tagcgtcgaa 

ttccggaaga 

gaatctaaaa 

gccgttgaat 

gggtgccgta 

88^1 A 

cttgcggtcg 

cgacccgaaa 

acgcctaggg 

gattgttcag 

cgatcaaggc 

ccgtgtgcta 

88^74 
00 J / H 

tataacactc 

c 9 c 999Lgaa 

gtattctgta 

acagccgagg 

tcaatagcat 

4~ r°\ 4~ -\ /— 4~ 4~ /^i 

tgtaacttcg 

88K34 

/-I — \ 4— /— ■ /-i 4— — i 4— /— 4— 

gatcgtatct 

ca la Lacacg 

ccgaattaac 

tcttcgggtg 

gaatgtcggt 

ttcttccggg 

88KQ4 

ggttcctggg 

gaacttctgg 

tatttgaatg 

gcatcaa l l l 

tattgcgggt 

agaccgtaat 

887 R4 
00 / DH 

gcattctcta 

aagcctttac 

actagaaaca 

agcgcggtgt 

y l rcacgcat 

atagcgtg tc 

8881 4 
000X4 

tcccgggccg 

agactaattc 

acaaagaaga 

cgta l rcg l l 

cagacaggga 

✓— /— /— 4— /1 4— — ^ /— /1 /1 

ccc tg tacgg 

88874 
000 / H 

grrggaaraa 

gctcggcaaa 

aagtccggga 

rgagaaa raa 

taggcgaa l l 

tagtatactt 

ooy 34 

ataagacctg 

tcgacaytct 

agaatagagg 

4— /— 4~ ^ 4~ /^i/^i/^i/— /^i 

tctatgggcg 

acgaacctcc 

tagatccgct 

88QQ4 

ooyy4 

4— 4- — l Tz-Tnt - 

rcraacacat 

4- /~i 4- 4- /— /~i /~i /— 

ctagttcggc 

atgtaaagcg 

/" /" n n +- 4- n 4- t 4- 

ccggttgtat 

cctgaacccg 

/— — > 4- /~i /~i /— — > — > /— 4- 

catggcaact 

oyu 34 

ciy cLC C cLcLcLC L 

tagcgataat 

gagcatgcca 

attgtacatt 

ttttccggag 

aacagtttta 

8Qi 1 4 

atagcatatt 

ccgcccccgg 

catgtttgtt 

— \ — \ 4— — ^ 4- ^— — \ — \ — \ £— 

aatatcaaac 

4— 4- /1 4- ^ — x «— /1 /1 

ttgtaacgcg 

4— ^ 4- ^ — x /1 4- 4- /— «— 

tataagttcc 

OQ1 -7/1 

oy±/ 4 

gcggcggagg 

/-« — 1 — 1 — * 4- /— /— 4- /~i 4- 

gaaatcctgt 

taaaatttcc 

ccaaggggac 

/— 4- — > 4- — > — > — > r~A 4- /— 

ctataaagtc 

4— /~1 — > 4~ — > /— — > — \ /-— y-1 

tgatacaacg 

8Q9 34 

oy^ 34 

s— 4- 4- /-1 4- — ^ /-1 /— ■ — ^ ■ 

cttgtagcac 

—1 4- /^i 4- 4- /~i 4- 

catgatgtgt 

acgtgttcca 

ttttccacca 

/— — \ — \ — > 4- /— /— /— /~i 4- 

caaatcccgt 

taaacgcaaa 

80,90,4 

— \ 4— /■*! /■*! 4- /■*! — ^ /1 « 4— 

atggtgaggt 

taataaaaag 

4- /— /— —1 — » 4- /~i /~i —1 

ctccaatgga 

4-^^4-4-4-4-^ ,-1 4- 
tccttttcgt 

/— 4- /~i /~i /— — > 4- — > — > /— 

ctggcataac 

caagggcctt 

8Q3 R4 
Oi73 34 

gttacccaaa 

tgggaacatt 

4~ 4~~ ~~\ 4~ /^i /— /— /-« 

tgtatgaccg 

/1 4"- — 1 — , 4"- — \ "~\ /— — \ 

gtaataacag 

4~ ^ 4"- /— /— -~\ — x /— « 4-- 

tatccaacgt 

acccaccgca 

8Q41 A 
0i74±4 

ttttgtacgt 

— \ 4~ /— /— — \ 4~ 4~~ /^i /— 4~ 

atccattgct 

— \ — \ 4~ 4~ 4~ /— -~i 4~ /~i /— 

aatttcatgc 

/— /— — , 4- /"i 4"- 4~- /~i 4~ ~\ 

ccatgttgta 

r1 4--, r1 4-4-4-4-4-^ 

gtagtttttc 

gacaaccatg 

8Q474 

oy4 / 4 

4- 4- /■*! — ^ —\ 4- —\ 

ttgacatcac 

— \ 4- 4- /"^ 4- 4- 

cactctgttc 

aaatagaaat 

/1 /1 /— 4-- 4"- — /— /~t — \ 4~ 

ggcttccgat 

,— 4- 4- 4- ,— -, -, ^ 4- 

ctttcaaact 

/~i ^ — 4— -I— /— y— 4~ — ^ /— ^ 

gcttcctaca 

8Qt;34 
0i?334 

ttcatgttcc 

gtgaaaaagt 

gggactggat 

tcaggcgtat 

ctacattgga 

tacatttaac 

89594 

acaacgtctg 

gggtgttagc 

aacttctcgt 

aggcggggta 

atacatgtgc 

cacttgtgtt 

89654 

ttatccggca 

cgtctacagt 

tggtttaaat 

ttgagaacct 

ttttagcggg 

tttatgtaaa 

89714 

ttatccgtgg 

aatgtgtatt 

atttaccaag 

ccatcgtcga 

tacaagctaa 

attttcctcg 

89774 

cttgaaggag 

gagtccatga 

aggacggcgt 

ctacgacgac 

aatccaaaac 

gccagaccca 

89834 
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cgcatgccaa ggatcaacct cgctgtaact 

acatctaggg 

8Q8CM 

tccag tgcaa 

ccgngiiiiggii 

taacgttgaa 

tgtagggttg 

cttccaagga 

-1— -a/— -a/ — 1 — 1 — 1-/— -a 


ccaacgtLTm 

ggtgaagagg 

tactatagac 

gatttattaa 

gcacaattgt 

cgtggaatta 


99 a 99 l: 9 aaa 

gaagcaacgg 

atgttgagct 

gtaaccagtt 

tttcgcaata 

rtgttcatct 

ar\r\7A 

/~i -I— — \ — \ — \ — \ -I— — \ -I— /~i 

gtaaaatatg 

na ncacagc n 

tccgtatata 

agcgttactg 

ccgaagatag 

S— r~* S— 4~ 4~ /~ 4~ 4~ /~ /~i 

cgcrtcttcg 

am ^4 

cttacgggac 

c g n c g n n n g c 

ggtgacaaaa 

aaaactaatg 

cagcggccca 

ttgggaTTCt 


acgttatcgg 

ggcggtgggt 

atactccgat 

gcgatataag 

agtacacatc 

4~ /^i 4~ 4~ 4~ /™ 

cgtggtat tc 


acccgaacaa 

ctacagcctg 

tcctatagtc 

ccatggccat 

gtggatcaaa 

aaraaaagar 


:a-t-n-t--t--t-/~/~/~-t- 

atgtttccct 

gacga naga r 

ggccattccc 

gttgagtcta 

cagttataat 

tg taracgac 

yuj / 1 

-1— s— 4~~ 4~~ s— — \ s— /~i -1— /— 

tcttcacgtc 

— — — j_ — — — — — — 

cca nccacac 

atcatcgaaa 

aacgctctag 

cgggaatttg 

tg tgcacara 


aaaccctcgt 

ctggaacggt 

aaaaaaatgg 

ctatcgccgt 

atattctaga 

caaaacgcag 


cacgtactgg 

4— — \ /~i 4— 4— /— /— /— /— 

rag ng lcccc 

cagtttaata 

tatgaaattc 

gattggggag 

atcaacaaga 

Qn^ <^a 

gcacacarar 

ctgggacacc 

cctccccata 

ttagacagat 

ccgtagtcca 

tgc tgcaccc 


4— /~ ■ +~ 4~ /"i 4~ -5 n /— 

t_l Ltgtaaac 

a rcca izcaa l 

catgtctgat 

gacagggttg 

cattaattcc 

aLgcgcata l 

yuD/ 4 

grcarargca 

aaaacga raa 

agatgttctt 

aaacatgaca 

gacctgacgc 

cggtcccagg 

Q0734 

gcaccgrcaa 

arrga l racg 

gcttcccact 

cccgcaacag 

tgacagctat 

a ggcgg aa L t 

yu/ yt 

-,4--,-+-,— -.4-4-4- 

atatccattt 

-+--,4-4-— i^4-4--,^ 

tattgcttac 

gaaaattacg 

cgctcaactg 

gtagggacgc 

tacgtttacg 

ana c/i 

aTzgamcaaa 

tcccaaagag 

cgttgaataa 

gcacgtgtag 

ctccaaaaac 

ctaggaggtt 


a rgaaaarac 

ragcaacaac 

agcgttatac 

aaacgaaacg 

cccagtcaat 

aaaaaccdca. 

QHQ7A 

yuy/ h 

aatactttaa 

tgtacataaa 

cacgcctgtt 

ttatattaag 

ggtcactccc 

-»/— 4-4-r^4--»4-4-/— 

acttgtattc 

qi r>3/i 

ccgggtacgc 

caagacgcaa 

atctacatta 

gataaaatct 

catctggacg 

— x — x « /— /— — x 4~ /~ 4~ 4~~ 

aagccarcrr 

QI nQ4 

yiuy't 

lylCCIdlld 

tcagcgtcgg 

agcctctgaa 

attacgtctc 

tgaccgttgt 


Q1 1 Rzl 

y±± j^t 

acar rarcar 

graaaaacgr 

tgcatttaca 

ttctcccatg 

ttcctatatt 

— > /— — > 4- 4- 4- /*i ^ o 

acarrgrgaa 

Q1 9 1 4 

y±z m 

grraaaaccg 

cgcccarcrg 

aggtccagaa 

tccacaataa 

actgttgcct 

ggagrccara 

Q1 9 74 
y LL 1 H 

acgaa rgaaa 

4- /"^ /~ 4- /"^ /~ /~ 4- 4- 

c r g c r g c c rr 

gtgatcttcc 

agatttcggg 

cgtgactcat 

^ 4- ^ 4- rA -~\ /~a /~a 4- 4- 

aratgaggm 

QI 3 34 

/~i/~i/~i/~i/~~\4 _ 4 _ 4 _ ~\ 

ggggcattta 

cacgarccrc 

ttgtatattt 

tttaaaccgc 

gcctcaattc 

arracacacg 

QI 3Q4 

/~i 4- 4- /~i /~ — \ 4- 

grrgcaarag 

attcggccga 

cgggactgcc 

gtggcatgcc 

tacaagctgt 

rgcrarrcgr 

QI 4^4 
y±4 34 

4— /—/—/— ~\ /— /— 4- 4- 

rcccacc rar 

rraaaaaaar 

ctctacattt 

gcaagaccgg 

gtatattttc 

rccrgrrgm 

QI 4 

agtttgtcaa 

cacgcattaa 

aatgtccatt 

tgatcctgtg 

taaaccgtgc 

ataccgggaa 

91574 

gccatcgttg 

aaaaaagagg 

cccaatagca 

gaagtggagg 

ttttagtcat 

taaattttca 

91634 

cattccctaa 

gggctgagga 

agcatcggcc 

ataattgtgc 

gcaggctgga 

tattcccact 

91694 

ctcatttgcg 

ttcggattcc 

ttgtattgtc 

ccaacaatat 

gaccaaccgc 

atcagcaaga 

91754 
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■4— s— /-i -1— -1— -1— — \ — \ — \ /— 

rcgrrraaac 

gccatacccc 

aaarrgrrca 

regegtrcaa 

s— s— 4 — 1— 4~ /^i /~i 4~ 4~ 

cctrtgggrr 

— \ /— — \ /~i — \ 4— /— ■ /— ■ 

acagaracca 

Q1 81 A 

acagccrgaa 

gatctggcgt 

+- /~i /~i — \ +- — \ — \ — \ 

rggaraaaaa 

cgacacgcaa 

-i -i -i -i4-4-4-4-4-/~i 

aaaan l t t tg 

4— —\ — \ — \ 4— 4— ~~\ ~~\ s~ 

raacarraac 

Q1 R7A 

argraccgag 

aaaccacraa 

z~ /i /i 4~" +■ /i « *^ 4~" 

cgcgttggat 

g taaaa t t t t 

caaccaacgc 

s~ 4— /^i /1 —\ 4— /^i 4— 4— 

ergegargr r 

Q1 Q -M 

-I— -I— — \ -I— /— s— — \ /-i -I— /— 

rrarccagrc 

gggtccaacg 

— \ /— /~i 4~ ^ ^ — \ /i 4~" 

accgraaag l 

Lcaicataai 

agagagtrgc 

raaaaaaacg 

Q1 QQA 

cr ar r r gr aa 

tagaaggacg 

gr caggaacc 

aaaggacgga 

cgtgctgggg 

-\ -\ /1 /-^ — \ /~i /~i 4— /— ■ 

aagcaggrca 


— \ /— /-i /-i s— — \ — \ -1— /-i /— 

acggcaar gc 

caacagtccg 

a rgaag l Leg 

ca La raaggg 

-\ -\ 4~ 4~ 4~ 4~ 

aarcr ar agr 

agaaacgT_ga 


/-i — \ -1— /-i /-i -1— — \ — \ — \ — \ 

y cLI. y y I. cLcLcld. 

gtactggggg 

/i 4~ /"i 4~ /^i 4~ ^ f~~ /°a r°\ 

gtgtgtacgg 

g Laaaaggrr 

craararrgr 

4— ^ 4— /~i /— 
raraagagca 


/~1 — \ -1— — \ /~1 -1— -1— -1— -1— /~1 

garagrrrrg 

tgcga tarcc 

ate Lgca l rg 

ggcacggttc 

eggarccara 

arcgcgagcc 


/— — \ /— -I— /-i — \ — \ /-i — \ — \ 

cacr gaagaa 

tagacaaggc 

rrgc Lg La l l 

/i 4- 4~ "5 4— 

ccccg rg ra l 

caaaagacaa 

agcrarrgr r 


/-I /— ■ /— ■ /~i — \ — \ — \ /~1 /~1 /~1 

gccgaaaggg 

carcaagcg l 

gc l tg l tgea 

a raa ra raag 

gcacaaacga 

cggrrccaca 

y^ jd4 

aacacgcrag 

agcgarrara 

l Lcggtagga 

ra rgcaa lc l 

rragrgcrrc 

rgrrarcar g 


acagcrrcca 

— \ ^ ^ f— 4~" 4~" /"h ^ 

accc rg rage 

s— 4~" /"I /"I 4~" ~~\ 

cggtggatca 

acacaaarag 

z^i — \ « /i 4~~ 4~ 4~ 

gaggtgtcat 

acccacarcc 

C\~) A~7 A 

accgggggag 

raa Lacccca 

lc l Lgaa lcc 

a racg ragg l 

caaaccaggr 

4— 4— /— ■ /— 4— 

ragraegger 

Q"> R 7.A 
y*l j j4 

tcgcgtacgg 

cac l l rg LCC 

4~ /^i 4~ 4~ /^i 4~ /~i /^i 4~ 

LgcTngrggT: 

aa raaegcac 

cr gaggarrg 

arrargrgr r 

y*i jy4 

4— /— 4— 4— —\ —\ —\ — » +- 

rgcrraaaar 

a rg l rg lc lc 

4-/-4--3/^i/-4-4-/-4- 

LC LcLy C L LC L 

/l -> 4— 4— /i *^ 

y C 3. L y L y d. d. d. 

4~ 4~ 4~ a~ — \ 4~ +" ^ \ « 

r r r carraag 

ragrarracg 

y/o d4 

/— 4— 4— /— /— 4— 4— 

cgr gr cgcr r 

y LataCL I LC 

aataaggggt 

eg rggagcaa 

aacagcgccg 

caraarrrgr 

CO 71 4 

y^ / it 

cccaggccrc 

ccggtggtaa 

tectaaggeg 

ggtaatagcg 

r r r car accg 

rrrrrcggr c 

Q? 77/1 

y^ / / h 

rcgrrracrg 

4— /~i 4- /~i 4- —i 4- —i 

tccgrgrara 

4— /~i 4- 4- nnn 

rgrraacaca 

tacteggtag 

taggagegta 

/— /-1 4— 4— 4— f~- f~- —> /~ 4— 

cgrrrccacr 

Q7S34 

aarrggrarg 

ccagrccacc 

cacraaagcg 

agaca recta 

n-t-rt-f--f--f-n-f--f-n 

gtgtttgttg 

/-1 — > — > — > 4— /~ 4— /-1 4— —> 

gaaarcrgr a 

y^oyt 

— \ 4- —i 4- /~i 4- /— ■ /~i 4- 

arargcrcgr 

crgcracaac 

y-1 4- 4- /~i 4- /~1 

g c r r c c g r g a 

ar aaaacegg 

/— /-1 — > /-1 4— /-1 4— /-1 4— /-1 

cgagrgtgtg 

/-1 4— /-1 —> r~A f~- —> — > 4— —> 

grgagcaar a 

yz y 

aaccgacgra 

/-« — i — i 4- 4- 4- /~i 

gcaarmgca 

rgaaaarcrr 

graaaccegg 

arreggcaag 

/-1 /-1 4— /~i /~ 4— 4— —> 4— 4— 

ggtgcttart 

you±'t 

— \ — \ — \ 4- *~\ /— ■ 4- /~i 

aacar acr ag 

y-1 y-1 — 1 4~ /"I 4~ —1 4~ 

gcgatgtact 

agccrgaacc 

4-4-4-4-^^- 1-1-1 

rrrrcccaaa 

4— /-1 /~ /~ —> t— /—1 /—1 /—1 4— 

tgccacgggt 

/-1 4— /~i 4— 4— /~ 4— /~i /— 4— 

gtgttctgct 

you/ 1 

acarracrrc 

cagatgtggt 

4— 4- /i 4- 4- 

mccgcrTicc 

/"i /l /l 4~ /~l /"I y~1 4~ 

gggtcggagr 

4— 4— r~\ 4— ^ ^ ^ 4— /^i 

rragraaarg 

4— ~\ —% 4— —% /~i ✓ — /1 ^ — / — 

raacagcgcc 

Q31 3/1 

r caar ar gaa 

+- +- /i /~i /i /i /i 4~~ 

ttccgggggt 

ggacaacgar 

— ^ —\ /I — \ y~1 y~1 4~~ 4~ /"I 

aagaggttgc 

4-4 1— — / — / — — l4— 

rrrcccarar 

— x — x 4— 4— /~i 4— / — 4— 

accarrgrcr 

Q31 Q4 

aarcraagrc 

rccragcaag 

camcccggg 

/i — ^ 4~ /^i 4~ 4~~ -~\ — \ 

gargrcrcaa 

aaacaraagg 

/1 4— / — 4— / — /~i -~\ 4— ~\ ~~\ 

grcrcgaraa 

yo^ j^i 

gccagagctg 

— \ /~i /~i — \ — \ — \ +- +- /~i 

aggaaarrcg 

rgacrcgrgc 

—\ s~ s~ /i 4~~ 4~ /~ 4~ /~i 

accgrr cgr g 

*ti 4~ 4~~ /~ /1 4— 4— ~% /~ 

garrcgrrac 

f — yi ^ — 4— 4— s — 4— 4— /~*\ 

cgcrrcrrcg 

Q-! 31 4 

atggatacga 

acgcctcatc 

tttaattaaa 

tttacagtat 

ctgcaaataa 

ttctgatatg 

93374 

ctatgtactg 

gcgtttccgt 

gagatattca 

tcaatcatac 

agattataaa 

aagggctcgt 

93434 

gttagaggag 

tgagtgagct 

attttgaatc 

tgattccaca 

taacattaaa 

eggaagaage 

93494 

catcctgcat 

attgtgttaa 

aacacgaatc 

ccctcttgaa 

caaatggcat 

ategtaaatg 

93554 

atcgcaaatt 

tatgttgtgt 

taaagctgea 

atggcgcttt 

ccaacattcc 

aatacgagcg 

93614 
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ggctgttgtt gcatccttta aggcgacctc 

/-^H ,/ ,4 ) H — 1— -|— 

grd.CdXd.rrr 


atccagtccg 

T. I. d I. d d I. y d d 

gtgtatcgaa 

aegggtccaa 

atttagacga 

ggttcgtaat 

Q3734 

imairnggccg 

cLI. cLcLcLC y cLI. y 

taaegtcteg 

gaatcttgta 

ctacacttga 

4~ /~i /""" 4~~ /~i /~i /~i 4~~ 4~~ 

tagctgggtt 

Q37CM 

aaaaLTmima 

age Lattacc 

tggctcctct 

ategtccagt 

ctagatctag 

tcrccaaaac 


aacagtccgg 

gtaaattttc 

ggccgtgaaa 

gcagcctccg 

ccaaaaatgt 

arrggaatat 

Q3Q1 4 

acaaaacaga 

tattagaatg 

caggggttcc 

catatctgaa 

taaaatgttt 

— x /™ 4~~ 4~~ 4~~ 

agctggaatt 

Q3Q74 

-I— -I— s— 4~~ /~i /~i /~i -I— — \ /~i 

ttctgggtag 

ategtaaaaa 

cttaactacc 

ttaactctgg 

cgatttctgt 

4-4-4-rtrtnnt 

rmcrcrggt 


gaccatggtc 

tttcgttgtc 

cgcttcttgt 

actttcaagt 

tacttaaatc 

atccaaaagt 

cm no/i 

1--|--|--|-n-|-n-|-^-|- 
T.T.T.T.gT.gT.d.T_ 

c at aac aaa l 

tggttcttcc 

atggtatatt 

ctacgctgac 

ItaaCtllal 

Q41 c;4 

aacgtgatat 

gaaaaagcra 

catccgtccg 

gaatgaaaag 

acataaatgt 

aacatcaara 


aaaacgcatg 

ttaataaaaa 

ggacgtcacg 

gtaagttgaa 

gaacctttta 

acgccaatca 

94274 

aaatattttt 

ataggctcct 

cctacctaac 

attatataaa 

eggtactacg 

actgtataat 

94334 

gtgtacacat 

accccaggca 

acatttcaga 

tagtaccacg 

teacgattge 

attgtgtgaa 

94394 

tttaacccct 

cagct atg ggg agt caa 
Met Gly Ser Gin 

cca acc aac teg cat 
Pro Thr Asn Ser His 

ttt act 
Phe Thr 

94442 


6885 6890 

tta aac gaa caa acg eta tgt gga act aat ate agt ctt tta gga 94487 
Leu Asn Glu Gin Thr Leu Cys Gly Thr Asn lie Ser Leu Leu Gly 
6895 6900 6905 

aat aac cgt ttt att caa ata ggg aac ggg ctt cat atg act tat 94532 
Asn Asn Arg Phe lie Gin lie Gly Asn Gly Leu His Met Thr Tyr 
6910 6915 6920 

get ccg ggc ttc ttc gga aat tgg agt cgc gat tta aca att ggc 94577 
Ala Pro Gly Phe Phe Gly Asn Trp Ser Arg Asp Leu Thr lie Gly 
6925 6930 6935 

cct cgc ttt gga ggt ctg aac aaa caa ccg ata cat gta cca cca 94622 
Pro Arg Phe Gly Gly Leu Asn Lys Gin Pro lie His val Pro Pro 
6940 ' ' 6945 6950 

aaa cgt aca gaa acc gcg tct att caa gta acc ccc cgt tea att 94667 
Lys Arg Thr Glu Thr Ala Ser lie Gin Val Thr Pro Arg Ser lie 
6955 6960 6965 

gtt att aat cgt atg aac aac att caa ata aat cca act tea att 94712 
Val lie Asn Arg Met Asn Asn lie Gin lie Asn Pro Thr Ser lie 
6970 6975 6980 

ggt aac ccg caa gtt acc att aga etc ccg tta aat aat ttt aaa 94757 
Gly Asn Pro Gin Val Thr lie Arg Leu Pro Leu Asn Asn Phe Lys 
6985 6990 6995 

tea acg aca cag eta ate caa caa gtg tea tta acc gat ttt ttt 94802 
Ser Thr Thr Gin Leu lie Gin Gin Val Ser Leu Thr Asp Phe Phe 
7000 7005 7010 

cgt ccg gac att gag cat get ggg tea ate gtc tta ate ctt cgt 94847 
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Arg Pro Asp lie Glu His Ala Gly Ser lie val Leu lie Leu Arg 
7015 7020 7025 

cat cca tct gac atg att gga gaa get aat aca ctt aca cag get 94892 
His Pro Ser Asp Met lie Gly Glu Ala Asn Thr Leu Thr Gin Ala 
7030 7035 7040 

gga cgt gac ccc gat gta eta eta gag ggt tta cga aac eta ttc 94937 
Gly Arg Asp Pro Asp val Leu Leu Glu Gly Leu Arg Asn Leu Phe 
7045 7050 7055 

aat gec tgc acg get cct tgg acc gtt gga gaa ggt ggg ggg ctt 
Asn Ala Cys Thr Ala Pro Trp Thr Val Gly Glu Gly Gly Gly Leu 
7060 7065 7070 

aga gca tat gta acg tea tta agt ttc ate gec gca tgc egg gca 95027 
Arg Ala Tyr Val Thr Ser Leu Ser Phe lie Ala Ala Cys Arg Ala 
7075 7080 7085 

gaa gaa tat acg gat aaa cag gca gcg gat gec aac aga aca gca 95072 
Glu Glu Tyr Thr Asp Lys Gin Ala Ala Asp Ala Asn Arg Thr Ala 
7090 7095 7100 

att gtt tct gec tat gga tgc agt cgt atg gaa acg egg etc ata 95117 
lie Val Ser Ala Tyr Gly Cys Ser Arg Met Glu Thr Arg Leu lie 
7105 7110 7115 

agg ttt teg gag tgt tta cgt gcg atg gta caa tgt cat gta ttt 95162 
Arg Phe Ser Glu Cys Leu Arg Ala Met val Gin Cys His val Phe 
7120 7125 7130 

cca cat cga ttt ata agt ttt ttt gqg tec ctg ctg gaa tat acc 95207 
Pro His Arg Phe lie Ser Phe Phe Gly Ser Leu Leu Glu Tyr Thr 
7135 7140 7145 

att cag gat aat tta tgc aat ata acc gec gtg gee aaa ggt ccc 95252 
lie Gin Asp Asn Leu Cys Asn lie Thr Ala Val Ala Lys Gly Pro 
7150 7155 7160 

caa gaa get gca cgt aca gac aaa act tea act cgc agg gtc aca 95297 
Gin Glu Ala Ala Arg Thr Asp Lys Thr Ser Thr Arg Arg Val Thr 
7165 7170 7175 

gee aac ate ccg gee tgc gta ttt tgg gac gtt gac aaa gat tta 95342 
Ala Asn lie Pro Ala Cys val Phe Trp Asp val Asp Lys Asp Leu 
7180 7185 7190 

cat ctt tec gcg gac gga ctg aag cat gtg ttc ttg gtt ttt gta 95387 
His Leu Ser Ala Asp Gly Leu Lys His val Phe Leu val Phe val 
7195 7200 7205 

tat aca cag cga cgc caa cga gaa ggt gta aga ctg cat ctt gca 95432 
Tyr Thr Gin Arg Arg Gin Arg Glu Gly Val Arg Leu His Leu Ala 
7210 7215 7220 

tta age caa eta aac gaa caa tgt ttt ggt cgt ggt att ggc ttc 95477 
Leu Ser Gin Leu Asn Glu Gin Cys Phe Gly Arg Gly lie Gly Phe 
7225 7230 7235 

ctg tta gga cgc ata cga get gaa aat gee gee tgg ggg act gaa 95522 
Leu Leu Gly Arg lie Arg Ala Glu Asn Ala Ala Trp Gly Thr Glu 
7240 7245 7250 
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ggg gtt gca aat acc cac cag cca tat aac aca agg gcg ttg ccg 95567 
Gly Val Ala Asn Thr His Gin Pro Tyr Asn Thr Arg Ala Leu Pro 
7255 7260 7265 

ctt gtg cag tta tec aat gac ccg aca age cct cga tgt agt att 95612 
Leu Val Gin Leu Ser Asn Asp Pro Thr Ser Pro Arg Cys Ser lie 
7270 7275 7280 

ggc gaa att aca gga gta aat tgg aac ttg get aga cag cga ttg 95657 
Gly Glu lie Thr Gly Val Asn Trp Asn Leu Ala Arg Gin Arg Leu 
7285 7290 7295 

tat caa tgg acc ggc gat ttt egg gga ctt ccc aca caa tta tec 95702 
Tyr Gin Trp Thr Gly Asp Phe Arg Gly Leu Pro Thr Gin Leu Ser 
7300 7305 7310 

tgc atg tat gcg gca tat acg tta att gga aca att cca tea gag 95747 
Cys Met Tyr Ala Ala Tyr Thr Leu lie Gly Thr lie Pro Ser Glu 
7315 7320 7325 

tct gtg cgt tat aca aga cgc atg gaa egg ttc gga ggt tat aac 95792 
Ser Val Arg Tyr Thr Arg Arg Met Glu Arg Phe Gly Gly Tyr Asn 
7330 ' 7335 7340 

gtg cca act att tgg tta gag ggg gtt gtg tgg ggg ggt aca aat 95837 
val Pro Thr lie Trp Leu Glu Gly val Val Trp Gly Gly Thr Asn 
7345 7350 7355 

aca tgg aac gaa tgt tat tat taa agcatgtatg taaaataaac tgaatttaac 95891 
Thr Trp Asn Glu Cys Tyr Tyr 
7360 

atagcgtggg ttttgcgtga tattatatac tggggagggg caggctgtac gtaaccatat 95951 

ataagggagt ctacaatatt gtagaactaa ctcagctgtg agtttagggt ttaaaggttt 96011 

attceggage etaaataegt tatcegtt atg gag ttc aaa aga att ttt aat 96063 

Met Glu Phe Lys Arg lie Phe Asn 
7365 7370 

acg gtt cat gac att ata aac cga tta tgt caa cat ggc tac aag 96108 
Thr Val His Asp lie lie Asn Arg Leu Cys Gin His Gly Tyr Lys 
7375 7380 7385 

gaa tac ate att ccg ccc gaa tea acc aca ccg gtg gaa tta atg 96153 
Glu Tyr lie lie Pro Pro Glu Ser Thr Thr Pro Val Glu Leu Met 
7390 7395 7400 

gag tat att age act ate gtc tea aaa ctt aag gcg gtg acg cga 96198 
Glu Tyr lie Ser Thr lie Val Ser Lys Leu Lys Ala Val Thr Arg 
7405 7410 7415 

caa gat gag cga gtg tac cga tgt tgt gga gaa ctt ate cat tgc 96243 
Gin Asp Glu Arg Val Tyr Arg Cys Cys Gly Glu Leu lie His Cys 
7420 7425 7430 

cgt att aac eta cga tec gtt tec atg gaa acg tgg ttg act tec 96288 
Arg lie Asn Leu Arg Ser Val Ser Met Glu Thr Trp Leu Thr Ser 
7435 7440 7445 

cca att etc tgt tta act ccc cga gtc cgc caa gca att gaa ggg 96333 
Pro lie Leu Cys Leu Thr Pro Arg Val Arg Gin Ala lie Glu Gly 
7450 7455 7460 
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egg agg gac gaa att cgt egg get ata tta gaa ccg ttt ttg aaa 96378 
Arg Arg Asp Glu lie Arg Arg Ala lie Leu Glu Pro Phe Leu Lys 
7465 7470 7475 


gat caa tac ccc get tta get acc ctt gga eta cag tct get tta 
Asp Gin Tyr Pro Ala Leu Ala Thr Leu Gly Leu Gin Ser Ala Leu 
7480 7485 7490 


96423 


aag tac gaa gac ttt tat tta act aag tta gag gaa ggt aaa tta 96468 

Lys Tyr Glu Asp Phe Tyr Leu Thr Lys Leu Glu Glu Gly Lys Leu 
7495 7500 7505 

gag teg ctt tgc caa ttc ttt tta aga ctg gcg gec acc gtg aca 96513 

Glu Ser Leu Cys Gin Phe Phe Leu Arg Leu Ala Ala Thr Val Thr 
7510 7515 " 7520 

aca gaa ate gta aac ctg cct aaa ate gca act ctt att ccc gga 96558 

Thr Glu lie Val Asn Leu Pro Lys lie Ala Thr Leu lie Pro Gly 
7525 7530 7535 

ata aat gat ggt tat aca tgg act gat gtc tgt egg gta ttt ttc 96603 

lie Asn Asp Gly Tyr Thr Trp Thr Asp Val Cys Arg Val Phe Phe 
7540 ' 7545 7550 

aca gcg ttg gca tgt cag aaa att gtc ccg get aca ccg gtt atg 96648 

Thr Ala Leu Ala Cys Gin Lys lie val Pro Ala Thr Pro val Met 
7555 7560 7565 

atg ttt tta ggt cga gag acc ggg gca acg gec agt tgt tat tta 96693 

Met Phe Leu Gly Arg Glu Thr Gly Ala Thr Ala Ser Cys Tyr Leu 
7570 ~ 7575 7580 

atg gac ccg gaa tec ate act gtt gqg aga get gtt cga get ate 96738 

Met Asp Pro Glu Ser He Thr Val Gly Arg Ala Val Arg Ala lie 
7585 7590 7595 

aca ggc gat gtg gga acg gta tta caa agt cga ggt gga gtg gga 96783 

Thr Gly Asp Vat Gly Thr Val Leu Gin Ser Arg Gly Gly Val Gly 
7600 7605 ~ 7610 

att tct eta cag agt ctg aat tta ata cct acg gaa aat caa acg 96828 

lie Ser Leu Gin Ser Leu Asn Leu lie Pro Thr Glu Asn Gin Thr 
7615 7620 7625 

aaa ggt ctt ctt gca gtt tta aaa ctt tta gat tgc atg gtt atg 96873 

Lys Gly Leu Leu Ala val Leu Lys Leu Leu Asp Cys Met val Met 
7630 7635 7640 

gca att aac agt gat tgt gaa cga cca act gga gtt tgt gtt tac 96918 

Ala lie Asn Ser Asp Cys Glu Arg Pro Thr Gly Val Cys Val Tyr 
7645 7650 7655 

ata gaa cca tgg cac gtc gat eta caa act gtt ttg gec aca cgt 96963 

lie Glu Pro Trp His Val Asp Leu Gin Thr Val Leu Ala Thr Arg 
7660 7665 7670 

gga atg ttg gtt cgt gat gaa ata ttt cga tgt gat aac ata ttt 97008 

Gly Met Leu val Arg Asp Glu lie Phe Arg Cys Asp Asn lie Phe 
7675 ' 7680 7685 

tgt tgt tta tgg acc cca gat tta ttt ttt gaa aga tac eta age 97053 

Cys Cys Leu Trp Thr Pro Asp Leu Phe Phe Glu Arg Tyr Leu Ser 
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7690 7695 7700 

tat eta aaa ggg get agt aat gtt cag tgg act ctt ttt gat aac 97098 
Tyr Leu Lys Gly Ala Ser Asn Val Gin Trp Thr Leu Phe Asp Asn 
7705 7710 7715 

aga gec gat ate ctt cga aca tta cac ggg gag gca ttc act tea 97143 
Arg Ala Asp lie Leu Arg Thr Leu His Gly Glu Ala Phe Thr Ser 
7720 7725 ' 7730 

acc tat tta cgt tta gag aga gaa gga tta ggc gtt tct tct gtt 97188 
Thr Tyr Leu Arg Leu Glu Arg Glu Gly Leu Gly val Ser Ser val 
7735 ' 7740 7745 

ccc att caa gat ate gca ttc aca ate ata cgc agt get get gta 97233 
Pro lie Gin Asp lie Ala Phe Thr lie lie Arg Ser Ala Ala Val 
7750 7755 7760 

aca gga age ccc ttt tta atg ttc aaa gat gec tgt aat cgt aat 97278 
Thr Gly Ser Pro Phe Leu Met Phe Lys Asp Ala Cys Asn Arg Asn 
7765 7770 7775 

tat cat atg aat acc caa gga aat get ate acg ggg tea aat ttg 97323 
Tyr His Met Asn Thr Gin Gly Asn Ala lie Thr Gly Ser Asn Leu 
7780 7785 7790 

tgt acg gaa att gtt caa aag gca gac get cat caa cat ggc gta 97368 
Cys Thr Glu lie val Gin Lys Ala Asp Ala His Gin His Gly val 
7795 7800 7805 

tgt aat ctt gec age ata aat ctt aca acg tgc tta tec aaa ggc 97413 
Cys Asn Leu Ala Ser lie Asn Leu Thr Thr Cys Leu Ser Lys Gly 
7810 7815 7820 

cca gtg tea ttt aat tta aac gac ctt caa ttg aca gca aga acg 97458 
Pro Val Ser Phe Asn Leu Asn Asp Leu Gin Leu Thr Ala Arg Thr 
7825 7830 7835 

act gtt att ttt tta aac ggg gtc ctg gcg get ggg aac ttt cca 97503 
Thr Val lie Phe Leu Asn Gly val Leu Ala Ala Gly Asn Phe Pro 
7840 7845 7850 

tgt aaa aaa tea tgt aaa ggt gta aaa aac aac cga tea ctt ggc 97548 
Cys Lys Lys Ser Cys Lys Gly val Lys Asn Asn Arg Ser Leu Gly 
7855 7860 7865 

att ggc ata caa ggg tta cat aca act tgt etc cgc tta gga ttt 97593 
lie Gly lie Gin Gly Leu His Thr Thr Cys Leu Arg Leu Gly Phe 
7870 7875 7880 

gat tta act tec caa cca get aga egg tta aat gta caa ata gcg 97638 
Asp Leu Thr Ser Gin Pro Ala Arg Arg Leu Asn Val Gin lie Ala 
7885 7890 7895 

gag tta atg ttg tat gag aca atg aaa aca age atg gaa atg tgt 97683 
Glu Leu Met Leu Tyr Glu Thr Met Lys Thr Ser Met Glu Met Cys 
7900 7905 7910 

aag att ggc ggc tta gec ccg ttt aag ggt ttt acc gaa agt aaa 97728 
Lys lie Gly Gly Leu Ala Pro Phe Lys Gly Phe Thr Glu Ser Lys 
7915 7920 7925 

tat get aag gga tgg tta cac caa gat ggg ttt tct acg ata agt 97773 
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Tyr Ala Lys Gly Trp Leu His Gin Asp Gly Phe Ser Thr lie Ser 
7930 7935 7940 

tat tta gat tta cca tgg tgt acc ctg cga gat gat att tgc get 

Tyr Leu Asp Leu Pro Trp Cys Thr Leu Arg Asp Asp lie Cys Ala 
7945 7950 ~ 7955 

tat ggg tta tac aac teg cag ttc tta gcg tta atg ccc aca gtt 

Tyr Gly Leu Tyr Asn Ser Gin Phe Leu Ala Leu Met Pro Thr Val 
7960 7965 7970 

tea tct gca cag gta acg gag tgc agt gag ggt ttc tct cca att 

Ser Ser Ala Gin Val Thr Glu Cys Ser Glu Gly Phe Ser Pro lie 
7975 7980 7985 

tat aat aat atg ttt agt aag gtc acc acc teg ggt gag tta ctt 

Tyr Asn Asn Met Phe Ser Lys Val Thr Thr Ser Gly Glu Leu Leu 
7990 

aga ccc aac tta gac ctt atg gac gaa eta aga gat atg tat tea 

Arg Pro Asn Leu Asp Leu Met Asp Glu Leu Arg Asp Met Tyr Ser 
8005 8010 8015 

tgt gaa gaa aaa cga ctg gaa gtt ata aac ata ctt gag aaa aac 

Cys Glu Glu Lys Arg Leu Glu val lie Asn lie Leu Glu Lys Asn 
8020 8025 8030 

caa tgg tea gta ata cgt teg ttt ggc tgt tta tct aat agt cac 

Gin Trp Ser Val lie Arg Ser Phe Gly Cys Leu Ser Asn Ser His 
8035 8040 8045 

cca etc tta aaa tat aaa aca gcg ttt gaa tat gag caa gag gat 

Pro Leu Leu Lys Tyr Lys Thr Ala Phe Glu Tyr Glu Gin Glu Asp 
8050 ' 8055 8060 

etc gtt gat atg tgt gca gaa agg gcg cca ttt att gac caa agt 

Leu val Asp Met Cys Ala Glu Arg Ala Pro Phe lie Asp Gin Ser 
8065 8070 8075 

caa tea atg act tta ttt att gag gaa cgc cca gac ggg aca att 

Gin Ser Met Thr Leu Phe lie Glu Glu Arg Pro Asp Gly Thr lie 
8080 8085 8090 

ccc gee tec aaa ata atg aat ttg ctt ata cgt gee tat aaa gee 

Pro Ala Ser Lys lie Met Asn Leu Leu lie Arg Ala Tyr Lys Ala 
8095 8100 8105 

ggc ctt aaa acg ggt atg tac tac tgt aaa att cgt aaa get acg 

Gly Leu Lys Thr Gly Met Tyr Tyr Cys Lys lie Arg Lys Ala Thr 
8110 8115 " 8120 

aac age gga ctg ttt gcg gga ggc gaa tta acc tgt acc agt tgt 

Asn Ser Gly Leu Phe Ala Gly Gly Glu Leu Thr Cys Thr Ser Cys 
8125 8130 8135 

get tta taa atttacaegg gaaactattc caaa atg gat cag aaa gat tgc 
Ala Leu Met Asp Gin Lys Asp Cys 

8140 8145 

agt cat ttt ttt tac agg ccg gag tgt cca gat ata aac aat tta 
Ser His Phe Phe Tyr Arg Pro Glu Cys Pro Asp lie Asn Asn Leu 
8150 8155 8160 
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cgt gcc ctg age att teg aat cgt tgg tta gaa age gat ttt ate 98499 

Arg Ala Leu Ser lie Ser Asn Arg Trp Leu Glu Ser Asp Phe lie 

8165 8170 8175 

att gaa gat gat tat caa tac ttg gac tgt tta acg gaa gat gaa 98544 

lie Glu Asp Asp Tyr Gin Tyr Leu Asp Cys Leu Thr Glu Asp Glu 

8180 8185 8190 

eta ata ttc tac aga ttt att ttt aca ttt tta teg gcg gca gat 98589 

Leu lie Phe Tyr Arg Phe lie Phe Thr Phe Leu Ser Ala Ala Asp 

8195 8200 8205 

gat ctg gta aat gtt aat ttg ggc tct eta acc caa etc ttt tec 98634 

Asp Leu val Asn Val Asn Leu Gly Ser Leu Thr Gin Leu Phe Ser 

8210 8215 8220 

caa aag gat att cac cat tac tac att gaa caa gag tgc ate gag 98679 

Gin Lys Asp lie His His Tyr Tyr lie Glu Gin Glu Cys lie Glu 

8225 8230 8235 

gtt gtc cac gcg cgt gtc tat agt caa att caa eta atg ttg ttc 98724 

Val Val His Ala Arg val Tyr Ser Gin lie Gin Leu Met Leu Phe 

8240 8245 8250 

aga ggg gat gaa teg ttg egg gta caa tac gta aat gtc act att 98769 

Arg Gly Asp Glu Ser Leu Arg Val Gin Tyr val Asn Val Thr lie 

8255 8260 8265 

aat aat ccg teg ate caa caa aaa gta caa tgg ttg gaa gaa aag 98814 

Asn Asn Pro Ser lie Gin Gin Lys Val Gin Trp Leu Glu Glu Lys 

8270 8275 8280 

gta egg gac aac cca tec gtt gca gaa aaa tat ata eta atg att 98859 

Val Arg Asp Asn Pro Ser val Ala Glu Lys Tyr lie Leu Met lie 

8285 8290 8295 

ctt ata gag ggc att ttt ttt gta tea teg ttc gcg get att gca 98904 

Leu lie Glu Gly lie Phe Phe val Ser Ser Phe Ala Ala lie Ala 

8300 8305 8310 

tat tta cgc aat aac gga eta ttt gtt gta act tgt caa ttt aac 98949 

Tyr Leu Arg Asn Asn Gly Leu Phe Val Val Thr Cys Gin Phe Asn 

8315 8320 8325 

gac ctt ata age cga gat gaa gcc ata cat acc age gca teg tgt 98994 

Asp Leu lie Ser Arg Asp Glu Ala lie His Thr Ser Ala Ser Cys 

8330 8335 8340 

tgt ata tac aat aac tat gta ccc gaa aaa ccc get ate acc aga 99039 

Cys lie Tyr Asn Asn Tyr Val Pro Glu Lys Pro Ala lie Thr Arg 

8345 8350 8355 

ata cat caa ctg ttt teg gaa gcc gtt gaa ate gag tgt gcg ttt 99084 

lie His Gin Leu Phe Ser Glu Ala val Glu lie Glu Cys Ala Phe 

8360 8365 ' 8370 

tta aaa tec cat gca ccc aaa acc cgt ttg gtg aac gtc gat gca 99129 

Leu Lys Ser His Ala Pro Lys Thr Arg Leu Val Asn Val Asp Ala 

8375 8380 8385 

att aca caa tac gtg aaa ttc age gcg gac agg ctt tta tea gcg 99174 

lie Thr Gin Tyr Val Lys Phe Ser Ala Asp Arg Leu Leu Ser Ala 

8390 8395 8400 
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att aat gta cca aaa eta ttt aac acc cca cct ccc gat teg gac 99219 
lie Asn Val Pro Lys Leu Phe Asn Thr Pro Pro Pro Asp Ser Asp 
8405 8410 8415 

ttt cca ctt gca ttt atg att gca gat aaa aac aca aat ttt ttt 99264 
Phe Pro Leu Ala Phe Met lie Ala Asp Lys Asn Thr Asn Phe Phe 
8420 8425 8430 

gag aga cac agt aca tct tat gcg gqc aca gtg ata aac gat tta 99309 
Glu Arg His Ser Thr Ser Tyr Ala Gly Thr VaT lie Asn Asp Leu 
8435 8440 8445 

taa catgtatata cgagcaaaat aaaacaatga accattaagt cgctcttatg 99362 
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cgcctcaatg 

tcaaccgcct 

egaegtatge 

ataccccatc 

catctaataa 

gaettgeaca 

100142 

caatttgtga 

tataatcgat 

ggttaggatg 

tectegggat 

ggcattgtag 

aggtaagact 

100202 

gcatacgttt 

tggtcgegea 

ggcagatcgt 

cttgtcagtt 

tgtcgtggac 

aaccgtccaa 

100262 

aaacatatcc 

tgggatttgt 

tttcttcget 

aggaatacaa 

ctcgtggaag 

agtttcgaaa 

100322 

cacactgtca 

tatgtttccg 

atgttttgtt 

atacttgata 

gaacatgatg 

tgttggatga 

100382 

tagtagaaca 

cgggttaagt 

ccgaggttcc 

cctttcatcg 

tggttcatgg 

cccgtgacat 

100442 

aattgccttg 

gctccacgtg 

ataatgggee 

gtctgtacaa 

cgttccaata 

caaatategg 

100502 

atagtatgac 

cgttgtgtta 

atagcegcaa 

taagactcca 

agacaatgta 

tegttacaga 

100562 

tggtccgtgt 

aaattctege 

gtttacccac 

agggtataaa 

cgttccaaca 

atgtgtacat 

100622 

gaegttccat 

acgtctaccg 

ecaegggggt 

taaaactccg 

ggtggcgttg 

aaatgatget 

100682 

gggtttaacc 

agtttatgtt 

catggataaa 

gcgtgtcagt 

ccaaagagcc 

ccatcaatac 

100742 

acttaaccaa 

gtttatatcg 

tcttgtgaaa 

ggtttcacag 

eggcttcagt 

aattcttcga 

100802 
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tgtgatcttg tgttaattac agacgtatat aatgatgtac atatttttta tgacaaacat 100862 

tacatcaaat ctggtaactt cttacgtatt ttattgcaca gtccctatta aggaacaccc 100922 

cctgtattgg aacacgtgga aatgttccct cccatgggcc gtactattca aatatcatgc 100982 

ctgtttatgt acttaagtca ccggatcggg ttaaacaaac atattaacga aactcgtgtg 101042 

tttacatatg attacttttt ctatagtaaa cattttaagt agtaaatt atg gat ttg 101099 

Met Asp Leu 

agg teg cgt aca gac gat get ttg gac atg gaa ttg cat gcg ggt 101144 
Arg Ser Arg Thr Asp Asp Ala Leu Asp Met Glu Leu His Ala Gly 
8450 8455 8460 

ttt gac gec cca gaa ate gec aga get gtt tta acg gaa aaa acg 101189 
Phe Asp Ala Pro Glu lie Ala Arg Ala Val Leu Thr Glu Lys Thr 
8465 8470 8475 


ctt act 
Leu Thr 
8480 


ggt tta att teg tct 
Gly Leu lie Ser Ser 


ata tea cct ctg gtt aat aga eta 
lie Ser Pro Leu val Asn Arg Leu 
8485 8490 


101234 


agg gat tct att tta ata ttc age gac gaa gga tta att att cac 101279 

Arg Asp Ser lie Leu lie Phe Ser Asp Glu Gly Leu lie lie His 
8495 8500 8505 

tgt agt ttg gaa aca gaa caa ctg tat att cct ata ccg gca aat 101324 

Cys Ser Leu Glu Thr Glu Gin Leu Tyr lie Pro lie Pro Ala Asn 
8510 8515 8520 


atg ttt gac cag tat aat tgg act gag ccg aga atg 
Met Phe Asp Gin Tyr Asn Trp Thr Gly 


8525 


8530 


gtt gta etc 
Pro Arg Met Val Val Leu 
8535 


101369 


gcg gca acg gag gga egg tec teg ctt att gac gcg ttt cgc cat 
Ala Ala Thr Glu Gly Arg Ser Ser Leu lie Asp Ala Phe Arg His 
8540 8545 8550 


101414 


aca aaa gat ccg teg acc cca aca egg tta tat ttt aaa ttt ace 
Thr Lys Asp Pro Ser Thr Pro Thr Arg Leu Tyr Phe Lys Phe Thr 
8555 8560 8565 


101459 


gga caa 
Gly Gin 


ccc ccc gag egg agt att ate caa acg atg gta tgg caa 
Pro Pro Glu Arg Ser lie lie Gin Thr Met Val Trp Gin 
8570 8575 8580 


101504 


cgc ccg ggt gat tgt ggt cca gat gat caa gta caa tgt tac aaa 101549 
Arg Pro Gly Asp Cys Gly Pro Asp Asp Gin val Gin Cys Tyr Lys 
8585 8590 8595 

caa gtt gta aaa cgt gaa etc get tgt tat aca atg atg ttt cca 101594 
Gin Val Val Lys Arg Glu Leu Ala Cys Tyr Thr Met Met Phe Pro 
8600 " 8605 8610 

aat eta act cca gat ata age att tgc tta aaa cgc gat caa ttc 101639 
Asn Leu Thr Pro Asp lie Ser lie Cys Leu Lys Arg Asp Gin Phe 
8615 8620 8625 


acc cgt tta cag cga eta ctt aaa act ttt ggg ttt aca aca tgc 
Thr Arg Leu Gin Arg Leu Leu Lys Thr Phe Gly Phe Thr Thr Cys 
8630 8635 8640 
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ttc att eta aca gec acg gat atg tac ate cag acc gec ggg ggt 101729 
Phe lie Leu Thr Ala Thr Asp Met Tyr lie Gin Thr Ala Gly Gly 
8645 8650 8655 

ggt ttt ate tea ttt aat gtt tec ttg gat ata aac gga age aag 101774 
Gly Phe lie Ser Phe Asn val Ser Leu Asp lie Asn Gly Ser Lys 
8660 8665 8670 

cct aca cca tat aat tta ata cgc tea ate aca aat tea aaa agg 101819 
Pro Thr Pro Tyr Asn Leu lie Arg Ser lie Thr Asn Ser Lys Arg 
8675 8680 8685 

ate ctt aat aat gtt gtt tat ggc age ggg agt atg cgt gaa ttt 101864 
lie Leu Asn Asn Val Val Tyr Gly Ser Gly Ser Met Arg Glu Phe 
8690 8695 8700 

gga gta tta ttg gaa aca cac agt gga ttc cgt tct gec gta caa 101909 
Gly Val Leu Leu Glu Thr His Ser Gly Phe Arg Ser Ala Val Gin 
8705 8710 8715 

aat ctt aag tta aca egg gat gag acg tgt tat att aat ttt tat 101954 
Asn Leu Lys Leu Thr Arg Asp Glu Thr Cys Tyr lie Asn Phe Tyr 
8720 8725 8730 

etc gee tta act aac tec ccc atg gtt gga ttg tat ate caa cgt 101999 
Leu Ala Leu Thr Asn Ser Pro Met val Gly Leu Tyr lie Gin Arg 
8735 8740 8745 

tec gca ccc gtq cat tct ttt ttt tat gca acg ttc tta agt ccc 102044 
Ser Ala Pro Val His Ser Phe Phe Tyr Ala Thr Phe Leu Ser Pro 
8750 8755 8760 

aaa gac ctt aaa gaa aaa tta acc teg atg caa tta ttt gcg aac 102089 
Lys Asp Leu Lys Glu Lys Leu Thr Ser Met Gin Leu Phe Ala Asn 
8765 8770 8775 

atg gaa tct gtq aag gat gaa cca cca tta aaa aaa aga cgc aat 102134 
Met Glu Ser Val Lys Asp Glu Pro Pro Leu Lys Lys Arg Arg Asn 
8780 8785 8790 

tta tta aca aaa aga aac gaa aaa aat acc gga aat aaa atg ggg 102179 
Leu Leu Thr Lys Arg Asn Glu Lys Asn Thr Gly Asn Lys Met Gly 
8795 8800 8805 

ggg aaa etc ccc gaa acc aca tgg cag gag gga ate gga att cgc 102224 
Gly Lys Leu Pro Glu Thr Thr Trp Gin Glu Gly lie Gly lie Arg 
8810 8815 8820 

gaa tat tgt gtq get cct cca gtq gac cct gca gga acc ctg gat 102269 
Glu Tyr Cys Val Ala Pro Pro Val Asp Pro Ala Gly Thr Leu Asp 
8825 8830 8835 

tat tct gaa tta tea cgt gaa tct gac gta ata tgt aca gtt aaa 102314 
Tyr Ser Glu Leu Ser Arg Glu Ser Asp val lie Cys Thr val Lys 
8840 8845 8850 

taa gtgcaacttt tgcttatatt ttacatacaa acttgtgtgt accatagatg 102367 

aacacatttt tatttgtttt gaattattaa acttaagac atg gec gtg aat ggt 102421 

Met Ala val Asn Gly 
8855 
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gaa aga get gtc cat gat gaa aac ctg ggt gtg tta gac aga gaa 102466 
Glu Arg Ala Val His Asp Glu Asn Leu Gly val Leu Asp Arg Glu 
8860 8865 8870 

tta ate cgc get caa tea ate caa gga tgt gtc gga aac cct caa 102511 
Leu lie Arg Ala Gin Ser lie Gin Gly Cys Val Gly Asn Pro Gin 
8875 8880 8885 

gaa tgt aat teg tgt gca ata acc tea gca teg egg ttg ttt etc 102556 
Glu Cys Asn Ser Cys Ala lie Thr Ser Ala Ser Arg Leu Phe Leu 
8890 8895 8900 

gtg gga eta caa gca age gtt ate acg tec ggg tta att tta caa 102601 
val Gly Leu Gin Ala Ser Val lie Thr Ser Gly Leu lie Leu Gin 
8905 8910 8915 

tat cac gtc tgc gaa get gee gtc aat gca act att atg ggg ttg 102646 
Tyr His val Cys Glu Ala Ala Val Asn Ala Thr lie Met Gly Leu 
8920 8925 8930 

ate gtc gtt teg ggg tta tgg cca aca tec gtg aaa ttt eta cgc 102691 
lie Val Val Ser Gly Leu Trp Pro Thr Ser Val Lys Phe Leu Arg 
8935 8940 8945 

aca tta gca aaa ttg gga cga tgt ttg cag acg gtg gtc gtg ttg 102736 
Thr Leu Ala Lys Leu Gly Arg Cys Leu Gin Thr val val Val Leu 
8950 8955 8960 

ggt ttt get gtg tta tgg gcg gtt ggt tgc cca ata tec egg gat 102781 
Gly Phe Ala val Leu Trp Ala val Gly Cys Pro lie Ser Arg Asp 
8965 8970 8975 

ctt cca ttt gta gaa tta ctg gga att tec ata tec gcg att acc 102826 
Leu Pro Phe val Glu Leu Leu Gly lie Ser lie Ser Ala lie Thr 
8980 8985 8990 

gga aca gtg get get gtg cat ate cat tac tac aac ttt gtt acg 102871 
Gly Thr Val Ala Ala val His lie His Tyr Tyr Asn Phe val Thr 
8995 9000 9005 

aca ttc aat gga ccg cat att tat ttt tat gtt atg atg ttg gga 102916 
Thr Phe Asn Gly Pro His lie Tyr Phe Tyr val Met Met Leu Gly 
9010 9015 9020 

act ggg ttg gga ggt tta eta acc gtt att tta tat atg tat gtc 102961 
Thr Gly Leu Gly Gly Leu Leu Thr val lie Leu Tyr Met Tyr val 
9025 9030 9035 

agt aaa tat gag gtt ctt att gga ttg tgt ata tct att gtc aca 103006 
Ser Lys Tyr Glu Val Leu lie Gly Leu Cys lie Ser lie val Thr 
9040 9045 9050 

eta gtt tea att gtc gat gee gee acc gat ttg caa gat acg tgt 103051 
Leu val Ser lie val Asp Ala Ala Thr Asp Leu Gin Asp Thr Cys 
9055 9060 9065 

ata tat cgt aaa aat cgc cat aag caa tta aac act tat aca gat 103096 
lie Tyr Arg Lys Asn Arg His Lys Gin Leu Asn Thr Tyr Thr Asp 
9070 9075 9080 

tta ggt ttt gee gtt gta tat aca caa aat gac cgc ggg aga gta 103141 
Leu Gly Phe Ala Val Val Tyr Thr Gin Asn Asp Arg Gly Arg Val 
9085 9090 9095 
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tgt gac cat cga gaa agt tec egg acc ctt aaa cgc gtg ttt aaa 
Cys Asp His Arg Glu Ser Ser Arg Thr Leu Lys Arg Vat Phe Lys 
9100 J 9105 " 9110 


103186 


gga att cgt ata atg tct gtt ata ccc ccg gtg tta tat ata gtt 
Gly lie Arg lie Met Ser val lie Pro Pro val Leu Tyr lie val 
9115 9120 9125 


103231 


acc cca tta atg tgg gca ate tea cat ata att aaa tta aat cat 
Thr Pro Leu Met Trp Ala lie Ser His lie lie Lys Leu Asn His 
9130 9135 9140 


103276 


ttt ate aaa ctt aca caa gta acg tta gca gtt tea ata gga ggt 103321 
Phe lie Lys Leu Thr Gin val Thr Leu Ala Val Ser lie Gly Gly 


9145 


9150 


9155 


cat att ata gca ttt ggg tta cag ggt ttt gec gtt tta tat caa 103366 
His lie lie Ala Phe Gly Leu Gin Gly Phe Ala Val Leu Tyr Gin 


9160 


9165 


9170 


gaa aaa aaa aac eta tgg gta att gta tta tat aca acg acc teg 
Glu Lys Lys Asn Leu Trp Val lie Val Leu Tyr Thr Thr Thr Ser 
9175 9180 9185 


103411 


gtg acg 
Val Thr 
9190 


ggt ata get gta aca ttt gee gqc att tea tgg gga get 
Gly lie Ala Val Thr Phe Ala Gly lie Ser Trp Gly Ala 
9195 9200 

att ata att eta aca tea aca gtt gcg gcg ggt ttg acg tgt att 
lie lie lie Leu Thr Ser Thr val Ala Ala Gly Leu Thr Cys lie 
9205 9210 9215 


103456 


103501 


cag atg atg aga eta age gtt aaa cct att gac tgt ttt atg gca 
Gin Met Met Arg Leu Ser Val Lys Pro lie Asp Cys Phe Met Ala 
9220 9225 9230 


103546 


tct cat ate act aaa gta tat cac gtg tgt gtt tat att ata ata 
Ser His lie Thr Lys val Tyr His val Cys Val Tyr lie lie He 
9235 9240 9245 


103591 


aat eta tgc tat eta tgt ggt aca tat gta teg taa tcgagataaa 
Asn Leu Cys Tyr Leu Cys Gly Thr Tyr val Ser 
9250 9255 


103637 


taaagttttt aaagttgcaa aagccgtttt tattattccc aatgtcgaaa aaaacgtttc 103697 

catcatttaa attccgeggt gggtgtttta atcttttatt taaggggagc gtggatgtgt 103757 

caataaaaac cagg atg aag egg ata caa ata aat tta att tta acg 103804 
Met Lys Arg lie Gin lie Asn Leu lie Leu Thr 
9260 9265 9270 


ate gcg tgt ata caa tta teg act gaa tct caa ccc aca ccc gta 
lie Ala Cys lie Gin Leu Ser Thr Glu Ser Gin Pro Thr Pro Val 
9275 9280 9285 


103849 


agt ata act gaa tta tat acc teg gec get acc cga aag ccc gat 
Ser lie Thr Glu Leu Tyr Thr Ser Ala Ala Thr Arg Lys Pro Asp 
9290 9295 9300 


103894 


ccc gec gtc gcg ccc acc teg gee get tec cga aag ccc gat ccc 
Pro Ala Val Ala Pro Thr Ser Ala Ala Ser Arg Lys Pro Asp Pro 
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9305 9310 9315 

gcc gtc gcg ccc acc teg gec get tec cga aag ccc gat ccc gec 103984 
Ala Val Ala Pro Thr Ser Ala Ala Ser Arg Lys Pro Asp Pro Ala 
9320 9325 9330 

gtc gcg ccc acc teg gcc get tec cga aag ccc gat ccc gcc gtc 104029 
Val Ala Pro Thr Ser Ala Ala Ser Arg Lys Pro Asp Pro Ala Val 
9335 9340 9345 

gcg ccc acc teg gcc get acc cga aag ccc gat ccc gcc gtc gcg 104074 
Ala Pro Thr Ser Ala Ala Thr Arg Lys Pro Asp Pro Ala Val Ala 
9350 9355 9360 

ccc acc teg gcc get tec cga aag ccc gat ccc gcc gtc gcg ccc 104119 
Pro Thr Ser Ala Ala Ser Arg Lys Pro Asp Pro Ala Val Ala Pro 
9365 9370 9375 

acc teg gcc get acc cga aag ccc gat ccc gcc gtc gcg ccc acc 104164 
Thr Ser Ala Ala Thr Arg Lys Pro Asp Pro Ala Val Ala Pro Thr 
9380 " 9385 9390 

teg gcc get tec cga aag ccc gat ccc gca gcc aac acc caa cat 104209 
Ser Ala Ala Ser Arg Lys Pro Asp Pro Ala Ala Asn Thr Gin His 
9395 9400 9405 

tea caa cca cct ttt eta tat gaa aat ata caa tgc gtt cac ggc 104254 
Ser Gin Pro Pro Phe Leu Tyr Glu Asn lie Gin Cys val His Gly 
9410 9415 9420 

gga ata caa tec ata ccc tat ttt cac aca ttt ate atg cct tgt 104299 
Gly lie Gin Ser lie Pro Tyr Phe His Thr Phe lie Met Pro Cys 
9425 9430 9435 

tac atg cgt eta acg acc gga caa cag gcg gcc ttt aag cag caa 104344 
Tyr Met Arg Leu Thr Thr Gly Gin Gin Ala Ala Phe Lys Gin Gin 
9440 9445 9450 

caa aaa aca tat gaa caa tat tct tta gat ccg gaa ggt tea aat 104389 
Gin Lys Thr Tyr Glu Gin Tyr Ser Leu Asp Pro Glu Gly Ser Asn 
9455 9460 9465 

ata aca agg tgg aag teg ctt ata cgc ccc gat ctt cat att gaa 104434 
lie Thr Arg Trp Lys Ser Leu lie Arg Pro Asp Leu His lie Glu 
9470 9475 9480 

gtt tgg ttt acg cgt cac ctt ata gat ccg cac cgt caa ctg ggc 104479 
Val Trp Phe Thr Arg His Leu lie Asp Pro His Arg Gin Leu Gly 
9485 9490 9495 

aat gcg tta ata cgc atg cca gat tta ccg gtt atg tta tat age 104524 
Asn Ala Leu lie Arg Met Pro Asp Leu Pro val Met Leu Tyr Ser 
9500 9505 9510 

aac agt gcc gat tta aac tta ata aac aac cct gag ata ttt aca 104569 
Asn Ser Ala Asp Leu Asn Leu lie Asn Asn Pro Glu lie Phe Thr 
9515 9520 9525 

cac get aag gaa aat tat gta ata cca gat gtt aaa aca acg tct 104614 
His Ala Lys Glu Asn Tyr Val lie Pro Asp Val Lys Thr Thr Ser 
9530 9535 9540 

gat ttt tct gta aca att tta tct atg gat get acc acg gag gga 104659 
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Asp Phe Ser val Thr lie Leu Ser Met Asp Ala Thr Thr Glu Gly 
9545 9550 9555 

acg tat att tgg cga gtc gtt aat aca aaa act aag aac gtc ata 104704 
Thr Tyr lie Trp Arg Val Val Asn Thr Lys Thr Lys Asn Val lie 
9560 9565 9570 

teg gaa cac agt att aca gtt aca acg tat tat cgt cca aat att 104749 
Ser Glu His Ser lie Thr Val Thr Thr Tyr Tyr Arg Pro Asn lie 
9575 9580 " 9585 

acc gtt gtc ggc gat cca gtc tta acc gqa cag aca tac gca gec 104794 
Thr Val Val Gly Asp Pro Val Leu Thr Gly Gin Thr Tyr Ala Ala 
9590 9595 9600 

tac tgt aac gta tea aag tat tat cca ccg cac teg gta cgt gtt 104839 
Tyr Cys Asn Val Ser Lys Tyr Tyr Pro Pro His Ser Val Arg Val 
9605 9610 9615 

egg tgg act tea agg ttt gat aac ate gqa aaa aat ttt ata acc 104884 
Arg Trp Thr Ser Arg Phe Gly Asn lie Gly Lys Asn Phe lie Thr 
9620 9625 9630 

gat gca ata caa gaa tat gec aat gqa tta ttt agt tat gtt teg 104929 
Asp Ala lie Gin Glu Tyr Ala Asn Gly Leu Phe Ser Tyr Val Ser 
9635 9640 9645 

gcg gta cga att cca cag caa aaa caa atg gat tac cca ccc cca 104974 
Ala Val Arg lie Pro Gin Gin Lys Gin Met Asp Tyr Pro Pro Pro 
9650 9655 9660 

gec ate caa tgt aat gtt tta tgg att egg gat ggc gtc tct aat 105019 
Ala lie Gin Cys Asn val Leu Trp lie Arg Asp Gly val Ser Asn 
9665 9670 ' 9675 

atg aaa tat tct get gtc gtt acc cct gac gtc tat cca ttt ccc 105064 
Met Lys Tyr Ser Ala Val Val Thr Pro Asp val Tyr Pro Phe Pro 
9680 9685 9690 

aac gtg tct ata ggt att att gat gqa cac ata gta tgt acg gca 105109 
Asn val Ser lie Gly lie lie Asp Gly His lie val Cys Thr Ala 
9695 9700 9705 

aaa tgt gtg cca cgt ggc gtt gta cat ttc gta tgg tgg gtt aac 105154 
Lys Cys Val Pro Arg Gly Val Val His Phe Val Trp Trp Val Asn 
9710 9715 9720 

gat tct ccc att aac cac gaa aac agt gag att act ggg gtg tgt 105199 
Asp Ser Pro lie Asn His Glu Asn Ser Glu lie Thr Gly val Cys 
9725 9730 9735 

gat caa aac aaa egg ttt gta aac atg caa agt tct tgt cca aca 105244 
Asp Gin Asn Lys Arg Phe Val Asn Met Gin Ser Ser Cys Pro Thr 
9740 9745 9750 

teg gaa etc gac gqa cct ate acc tat teg tgt cat eta gat ggt 105289 
Ser Glu Leu Asp Gly Pro lie Thr Tyr Ser Cys His Leu Asp Gly 
9755 9760 9765 

tac cct aaa aaa ttc cct ccg ttt teg gec gtt tat acc tac gat 105334 
Tyr Pro Lys Lys Phe Pro Pro Phe Ser Ala Val Tyr Thr Tyr Asp 
9770 9775 9780 
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gca tct acc tac gcc act aca ttt tec gtt gta gca gtt ata att 105379 
Ala Ser Thr Tyr Ala Thr Thr Phe Ser Val Val Ala Val lie lie 
9785 9790 9795 

ggt gtg ata tct ate ctt ggg aca ttg ggt ctt ate gca gtt ate 105424 
Gly val lie Ser lie Leu Gly Thr Leu Gly Leu lie Ala val lie 
9800 9805 9810 

gca acc eta tgc ate cgt tgc tgt tea taa acagaaacca accaaacgcg 105474 
Ala Thr Leu Cys lie Arg Cys Cys Ser 
9815 


tctgtgtata 

tcattttatt 

acattegcaa 

cacatctact 

gtcttgacaa 

catttaaaaa 

105534 

tccattaaag 

agccatttcc 

atttttaggg 

gggggtgtgg 

attatatcca 

tcaagctgaa 

105594 

aatcgtccca 

tttaaagtcg 

tttatatctg 

ttacatttcg 

aataatttta 

aggcaaggaa 

105654 

aaggttttgg 

ggatcgagct 

agetgeaett 

ttaaagcatc 

tatatgattc 

aagtaaatat 

105714 

gtgcatcccc 

cattgtatga 

attaaatctc 

cggttttaag 

tcctgtaaca 

tgegctacta 

105774 

tgtaggtaag 

aagtgcatat 

ccagcaatgt 

tgaaeggtae 

cccaaggccc 

atatcccccg 

105834 

atctctggta 

tacttggcag 

gataattcac 

cgtttgcaac 

gtaaaactga 

cataacgtgt 

105894 

gacatggagg 

tagtaccatt 

aaggggatat 

cctttggatt 

ccaagacgat 

ataatcattc 

105954 

gteggcttte 

tgggtttgtt 

ttaattgtat 

ctataacagt 

ttgcagctga 

tcgattcctt 

106014 

gctgtaaata 

gtttgattga 

cagtctttat 

attccgctcc 

aaaatgtctc 

cactggaagc 

106074 

cgtaaatggg 

gccaaggtcc 

cccgtgtgtc 

ttttatggaa 

gccattccta 

tttagaaatt 

106134 

tgctcgatcc 

gtatatatcc 

catatgtgta 

tatctttagc 

ggcgagttct 

ttggaatcgg 

106194 

ttgacccgcg 

gataaaccat 

aacaactctt 

ccacgacggc 

cctccaaaaa 

acaegctttg 

106254 

tagttaaaag 

aggaaattca 

tttcgcaaat 

tgtatcgagc 

ttgeattcca 

aataaagata 

106314 

aegttccgat 

tcctgttcga 

tcgcgtttcc 

gaactccata 

ccttaaaata 

tcatccactt 

106374 

gttttaagta 

ctgaagttcg 

ccggttaacg 

taaaaccegg 

cacctttgtc 

caacatgaca 

106434 

agtctcccat 

ggtaccggta 

ataategtta 

aatacaaacg 

accacttgat 

attgtgggta 

106494 

cattaagtaa 

aatttaaagg 

agtaattcct 

tttataaccc 

aatcaaccaa 

tcagaccttt 

106554 

aaataacgea 

gtccaattat 

tgaacagaaa 

ataegcaata 

gactattttc 

tcccaaatcc 

106614 

cccaatttta 

acctggttgt 

ggaaatgacc 

gccaaagtgc 

ctagtccata 

actatctatt 

106674 

aaccgctgta 

cttaatgatg 

actcttaggc 

gtatttttcc 

taaaegtaac 

cgtggtttta 

106734 

catctaaegg 

gaacgtcgtt 

gggtataaaa 

tctggtgata 

agtcatcgtc 

tgtatgcatg 

106794 

tetceggagg 

tgtacccgtt 

aaggctatcc 

acatccaggt 

ctgaagatga 

gttaaaaccc 

106854 

acttccttgg 

gtggtatatt 

ttcatatacg 

tgatcattta 

aagatgcttg 

ggtttctatg 

106914 

tgacgtaaat 

ccgatctttg 

gtcaaacatt 

gtgtttgatt 

catcccgaac 

cggaccttca 

106974 

tattccgcct 

ttatccgggt 

gtaatgatca 

ggatacgttg 

ggtcaactgg 

actaccgtcc 

107034 
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gtatggccta 

tgtccagaca 

n-l— 1 1 1 1 1— 

gtggtttttt 

cggacagtta 

— — -i— — — — — — — — 

caiiccaaacc 

cgtgtctgga 

1 r\7C\QA 

cgaacraaaa 

c 9 c 9 a 9 aa 9 t 

ccgctgtc ta 

+■ 4~ 4~ 4~ ^ 4~ r~ /i /i 

tttgtatcgg 

/n 4~ r+ 4~ 4~ 4~ 

g ngc Latact 

/^y 4~ 4- 4- — \ /1 /1 4- 

gtttaacggt 


gcttctgtat 

4- —\ — \ 4~~ 4- ~~\ s~ -~\ 4- /i 

taattacatg 

cgaacttgca 

4-4-4 — , /- r\-\- 1— r\-\- 

l l Ld.cgt:cgt: 

cagaraaara 

-»4-4-4- / - / - / - / -i4-4- 

citttcccgtt 

1 r>7? 1 a 

aaacagacac 

-3-1 — 1-/— y— -a -3 — 1— 

attccaaatT: 

/— /— s— 4~ 4~ ^ /— 4~ 

CCCIaLaCCI 

g lccc rarrg 

gagarcccag 

Lcgattaaaa 

1 nv? 7 A 

s— /-i — \ — \ -1— — \ -1— — \ /— /-i 

cgaatatacg 

gctgatcaga 

cacac Lcga l 

ggttcggata 

4~~ ■^/~/~44-/~4-4 _- ^ 

tacg lc l raa 

argraaegga 


/-i -1— — \ -1— — \ /— /— /-i -1— -1— 

gtataccgtt 

tactggcggc 

— i /i ^ /— /— 4~ /^i 

cLcly clcLC C L y a- 

/I — \ 4— — > — 1 4— ^ /— 4— 

gca tddtaCt 

ttgrggg l l l 

acccccargt 


/-i /— -I— — \ — \ — \ — \ -I— — \ /— 

gctaaaatac 

tctgcgccac 

ggcccgggaa 

adCCaCatat 

gggtgctggt 

crcraacaca 

1 C\7A <^A 

acccaactgt 

gtgttgacat 

rgr lc Lgacc 

aac Lgacccg 

CddddLdLad 

aaaccg lccc 


tgggcacgta 

gcgcct l Laa 

La La Laagga 

LCg L L tddtC 

— — — — — J_ — — — — 

ccccarcccc 

ccaacargca 



gca tea La l l 

aa l Laag La l 

Lgaaaanggr 

ggtgcaaaag 

/— y-i 4~ -\ 4~ -\ /1 4~ 

eg Laaraag l 


+- — \ — \ s— /~i s— s— /—J 

tcaaccgccg 

caacaat rgc 

agctgcggtt 

cca l l taaac 

caiicccgcca 

C LC L LLC Lit 

1 C\7P.QA 

cgccataa La 

cac Laa Lacg 

caaaagcgca 

graagagcgc 

rggcagrrgr 

4~ s~a s~- 4~ s~a 4~ -\ 

rgc rgc raaa 

1 D77 

ataaacgcaa 

c lcc Lg Lgcc 

cgctgagacc 

gcaggacccg 

l l l l Tzaaarg 

rcg lc raagc 


aaarca lc Lg 

gaa raacaga 

cgcgcgcggc 

cc tcgaa lcc 

y Lcgaaar rg 

aag l l rgaga 


rggcgacara 

ccc rggcg lc 

cacaacg lcc 

aagaacca ra 

aca rccaccc 

/~ t 4~ /"i y— y— /I 4~ ~\ 

g ragecag ia 


gccgrgraag 

ccgcaa l l lc 

ttgiiacacgL 

a llc l rgra l 

ccgggctggg 

gtttgtagga 

1 D7QQA 

4- — \ 4- 4- r*i yi —i *— 

tcatctggac 

gcanaaaa id 

ca ta tac t t t 

tgcacagc tc 

4— — % ~ % y— y— 4~ 

c taacgcctc 

— \ y— y-i 4- — ^ y"1 y*~ 4- y*~ y*~ 

acgtagctcc 

1 C\RC\ 
XUoU j't 

4— /~i — i — i 4- —i 4- 4- 

rgacaxaxxc 

cccggraarc 

/""/-i-i — ^ 4- 4- 4- —i 4- —i 

cgaarrrara 

■3/--f--f--f--3n^-t--t- 

actrrayari; 

4— "> — > — > — > y~1 y~1 — > 4~ /~1 

taaaaggarg 

rcrggaram 

XUOXX't 

y~1 y~1 4- 4- 4- —| 4- 4- /~1 /~1 

ggtttattgg 

caacracgga 

rgaaaacaac 

aaaaccgrgg 

^i-t--l--f-^n^/--f-+- 

aiiTdgacii 

niainacc 

1 nsi 7 a 

4--l _ /~-l _ /~"l-/~i~» — i /-i 

rrcrcxgaag 

rcaccggrac 

c r c g g c r c c r 

y-i 4- /~i /~i 4- /~i 4- 4 — 1— 

gtggtgtatt 

4— 71 -~> /~i —> 4- -> f~~ 4- /~i 

rgagaracrg 

/— /— — > — > 4- —> 4- /-1 4- -> 

ccaatatgta 

1 ns? 34 
XUOil 31 

-I — 1 — 1 — 1-/— — -a 

rrrrcaraaa 

— — — —— — — — — . r , 

cccaccaaag 

rccarcccca 

gaaagrr tea 

y~1 /-I 4~ f~~ "> 4~ /~ /~ —> "> 

ggrcarccaa 

— > /— — > 4- f~~ 4- 4- 4- /-1 —> 

acatcntga 

1 ns?Qzi 
xuo^y't 

arrgrrrcca 

4— ~\ 4- — i /-^ 4- /~\ 

raraacgcrg 

caraaacccg 

rcargaacai 

/— y~1 4- 4- —> /~1 -> f~~ -> 4- 

cgrragacar 

— > /— — > /— /-I — > /I — > y— y— 

acacgagacc 

1 nB5 
IvOJ Ji 

— \ — \ — \ /-i — \ 4- 4- 

accaacgarr 

caggaacam 

— \ 4- 4- —i 4- /~i /~i 4- /~i 4- 

arrarggrgr 

aa tccaagca 

/I — X — X y— — X /— 4~ t~A 4~ /I 

gaacacrgrg 

remreggra 

1 f>H41 4 
XUO'tXH 

s~ 4- 4- 4- /i 4- —\ —\ —\ —\ 

crrrgraaaa 

ccggcgatgt 

4~~ —i s~a f% s~ 4~ /~i 4~~ /~i 

taggctgtcg 

grcmTircag 

— x 4~ ^ ^ ^ /1 /— /— 4~ 4~ 

araaageem 

4- ^ y^ y^ « y^ y^ /—| 4~ f — 

raccgccgrc 

1 C\RA7A 

tccaaagcct 

cgccgggcgt 

tggaataaga 

catccatccc 

tcacgcgctc 

gctggttatg 

XUo Do4 

cgttgggaaa 

tagaacacca 

gtcccgggta 

ggtgtgggca 

aatcacgttc 

geeggcatta 

xuo jy4 

aaactttggt 

aactaccatc 

ataagattta 

cgcgttctat 

catcgctgga 

aaaggaaege 

108654 

gcaaaccgag 

aaaacattgc 

gatatggaca 

aattatatct 

tgtaaaggtc 

gatcctcacg 

108714 

gaccccccac 

acaacacaca 

caacaaattt 

taaggtctaa 

acagagattt 

tattttacaa 

108774 

actcctttgt 

gggtgtggct 

aggaaacgtt 

cttttcatcc 

taatgaaaaa 

aatcacaacc 

108834 

cttaatattt 

tcgtagtaaa 

tgcatggcta 

cgcttttcca 

atccaaaccc 

agaatttcat 

108894 
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teggctaggt ecaeggaggg aatgggctgt 

teteggggat 

1 r>RQc;4 

d.y oll y y l c l c 

C ddt C C C dC d 

aaacggaagt 

tcatctctat 

aggtgatgee 

4-/1-1 — » / — 4— — i 4— / — / — 

L CJ c±dC_ LcLLLL 

1 OQH1 4 

t. y T. C T. t. y C T. c 

+- +~ +~ /~i /~i /~i +~ ~ i 

tttgggtaaa 

acgtccgttg 

teggtcgaat 

ccccaaagtt 

4~ /~i /~ ~~\ 4~ 4~ /~i /~ ~~\ 4- 

tgeattgeat 

1 r>Qr>74 
iuyu / 

catcgcggtc 

tttccaaaag 

gatgttaaag 

tttggtgagc 

gtaaagagga 

ct tgetgeca 

1 nai "XA 

aCatldddgt 

attatatgea 

tctaaaatac 

ctegggggat 

gtaaattgaa 

S— -\ 4~ " /~ 4~ /~ /~ /~i 4~ 

carccrccgt 


acaacgcagc 

aceggagaga 

agcaacaaaa 

gaagatttgc 

atgacccaac 

acccgrtgta 


acaataaaac 

ggcccccagg 

tacgegctta 

ccattaaatc 

ggtctcactt 

lcc l taraac 


aarcggcaaa 

/--I-/-H j4-/ . -| , 

CtCtdtCdta 

aaatttgtgg 

ctgctgtgcg 

aacagcctca 

tatceggtta 

1 nQ374 

attcgtgtgc 

aatagttgcg 

taggattcac 

aaacagttgg 

gaggtcgacc 

tcgcctaaca 

1 

gtaatacctc 

4~ ^ ■— i 4~ /— ^ /— ^ 4~ 

aacaggtcac 

tattaacegg 

gatatagtaa 

tagggcagag 


attcacagac 

cgcgargraa 

gecgaaeggg 

aatggtaagg 

agcagctaaa 

taca l tgcag 


ttgctc Laca 

/~i ^ 4~ /— ^ /^i 4~ 4~ /— 

ga Lccag l lc 

aacattcctc 

caccaagagt 

aacatacaac 

g taaaaaatg 


acgctaacar 

ticccyiLCC 

gttggggtaa 

attgtggctt 

taaactatgt 

g tacg tgaaa 

1 nQK74 
IU3D / H 

_ -i___ — — — — — — 

ataaaaacca 

l Lcggcaagr 

tccatgtgac 

eggtagcata 

tcgcaccaaa 

gargragarg 


/-J-+-4-,— 4-4--,-+- 

gttcacttat 

— \ « /<— — x 4~ 4~ 4~ +- 

agcaattctt 

agttcgggcc 

aatatgccaa 

cgccccaaaa 

aaaccacgca 

1 HQ7Q4 

taatggcaac 

cgttggaccc 

cgatttggca 

aaaccaactg 

tgtcacttgg 

agtaegtegg 

1 nQB 

iuyo d4 

gracggcrrc 

tcgtggtaat 

ceggcaagat 

ggtcttctaa 

ccaacatgga 

rcccccacgc 

1 OQQ1 A 

caaaa r ra rc 

y-1 4- 4- —i /~ /~i 4- s~ s~ s~ 

grracgrccc 

aaaaaaatac 

agtttgcgct 

aatacgaatt 

gccgcgrcra 

1 OQQ74 

xuyy / h 

_______ j_ _ _ 

acaaaaa rcc 

raarc carer 

ccatgtgaaa 

tgegattaga 

aatagegcat 

/~ 4~ r~A 4~ /^i 4~~ /^i /^i 

gctgctgtgg 


ataatatcat 

gtgatgccaa 

atggccgttc 

cttggcccac 

ageaegtaag 

gaeaegtcat 


aaaacccagg 

—\ —\ +- « 4~ /^i 4~ 4~ /~i 4~ 

aargrgrrgTi 

acatacattt 

tacccgcatt 

atatggaagt 

gegtagaegg 

11m <^A 

XXUX DH 

aarrccaacg 

egggcegtat 

ttatgtgttt 

tactggaagc 

ccgcctatct 

aaaaaracar 

1 1 n? 1 4 

XXUZ X4 

crrcaacraa 

aaracgmcTi 

atagaaattg 

getgggecat 

aaattcaata 

ggaaaaarca 

1 1 n? 74 

XXUt / H 

— \ 4- *~\ — i — \ — i /-i 4- 4- /- 

araaaagrrc 

accaagrgrc 

atgttaggaa 

gggctggtat 

agttctcaaa 

atctgtgggg 

1 1 54 

f-\ 4— —j 4— , — 4- , — , — f-\ 

gtgtcatccg 

ggaagr ar ca 

aactgatacc 

gtaaatgaat 

tgggtegtat 

aat c c t t g g a 

1 1 C\1QA 

cegtaatata 

ttcgegaegg 

gtacattege 

gcatagcaaa 

ccaggactca 

tcaaacccat 

XXU4D4 

tatgegctaa 

catagagect 

gttagggtaa 

caggttcaac 

acaacgtttt 

garacattaa 

XXU _>X4 

-44---44-4-T 

gttcctttga 

taccgcaggc 

tccataacct 

ttgcaatgcg 

aagatcggta 

ctgtaactta 

1 1 n c 7/1 
XXU J / 4 

tttccgggtc 

taacgtaaaa 

taaacctcat 

ccgcgtctcg 

actgeaaact 

tgacttacag 

110634 

aaaaataatc 

ctcctccgcc 

tctccctcgt 

cgtcgatcgc 

gtcctcctcc 

gccgcgtcct 

110694 

cctccgcctc 

tccctcgtcg 

tegatcgegt 

cctcctccgc 

ctctccctcc 

tccgcctctc 

110754 

cctcctccgc 

ctctccctcc 

tccgcctctc 

cctcgtcgtc 

aatcgcgtcc 

tcctccgcct 

110814 
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f— 4— f— f— f— 4— f— f— 4— 

ctccctcctc 

cgcctctccc 

tcgtcgtcaa 

tcgcg tec tc 

4— /™ /i /™ 4— /™ 4— 

cTccgcctct 

ccctcctccg 

1 1 

+" +- +- 

cctctccctc 

gtcgtcgatc 

gcgtcctcct 

ccgcc lctcc 

/— * 4~ /— * 4— /™ /i /™ 

ctcc Lccgcc 

4— s~ 4— 4— /i 4— 

tctccctcgt 

1 1 n<334 

/— ■ /~1 -1— /— ■ /~1 — \ -1— f— /~1 /— ■ 

eg Lcga Lege 

gtccgtattg 

atgttgatrr 

cc rcarragc 

ItCCCLCLCC 

gtraatttaa 


— \ -I— — \ -I— /-i s— /-i — \ -I— -I— 

a Latgcga lt 

ttcatgtctg 

gaagttgatg 

La l l l rgrrc 

ggaLCcama 

4~ 4~ /"i 4~ /~i — \ -f— 

LaLgtagaat 

±±±U J 2 ) 

/-i — \ -1— /-i -1— — \ 

gatg taaggc 

gtatcccgga 

aaa tea Lccg 

argcg rcaga 

-\ /~4-/~4/~4-/~44-/~/~ 

actgc rg lcc 

4~ /^i 4~ 4~ /~ 4~ 

rgarccatct 

111114 

cggag t tcag 

tagttcttga 

accgcaac La 

a Lg rrrcrga 

a l rggacaa l 

atctggggtg 

1111 74 

ggtgtgtata 

ccaattggtt 

gaccga raac 

gtgttccgtg 

4~ r+ 4~ 4~~ 

tgtgtgacgg 

ggggagtctg 

1119 D /I 

tggtattaga 

cgatatccgc 

tgtcggcggg 

a l tgccrccg 

/i 4~ 4~ 4~ -\ 4~ /~4 

g l LaraaLga 

cccgacrgca 

111 9 CM 
±±±Z y^f 

tactraiaac 

cgagacaaac 

aaacgcgccL 

g raaaaca lc 

ccagggrcgc 

gg racgcaar 

1 1 1 3 c;4 

acgca Lacac 

tcgttggggc 

L LC L L L La La 

rargggactt 

ragagcacaL 

gacagacara 

111414 

/— /— — \ -1— — \ -1— — \ /— /-i /-i 

cca La Lacgg 

cgcar tgraa 

— — — 4j_ — — — — — — 

aaa Laaaaaa 

cgcargcacg 

tLtLCgiddL 

IldLLLdCdC 

111 474 

ccLCLacccc 

aa tgacg l l l 

aacgcg l Laa 

aaacccacac 

gtgggtgggc 

/i 4~ /~4 4~ /~4 4~ 

gtggtgggtc 

1 1 1 c; 34 

ccccggcagg 

a lc rcgga rg 

gggacggagg 

4~ /^i 4~ — > 4~~ 

tgc raaaa tc 

— v 4~~ r+ 4~ 4~ 

anagc l iicga 

4~ /"I y— 4~ y" 4~ y" y— 

ngc iiac race 

111 RQ4 

gtagtncid 

LLLLcaacaa 

/-4-4-4-4-/-i/-/-i4--5 

agga rga lcc 

gc rcg Lacar 

/i 4~ 4~ 4~ 4~ 

g lc regg l lc 

1 1 1 KR4 
±±±0 34 

ttgaggatgt 

l rgaccgca l 

a rgcg lc raa 

c l racgc l ra 

atgtggtggg 

raagaaaacc 

111714 
±±±/ ±4 

caccgaccgr 

ggraaa rgaa 

ccgaaaarga 

r*\ r*\ 4— 4— 4— 4— /i 

gggrtgrtga 

accaacggag 

arrrgrrrrc 

111 774 
±±±/ / H 

LLcaacaaga 

4— /— 4— — > 

CCdCatCtad 

ctagaggcag 

ccccagttct 

/— /~i /-i /— /-i /-i /— /i /-i 4- 

cggcggcggt 

aartrarrrc 

1 1 1 834 
111(534 

y— y~ 4— y— — * -» /i /i y~ 

ccrcaaggca 

y-1 — \ y-1 4~ /~1 4~ 4~ —1 

gacgctgtta 

y-i 4- /~i /~i 4- 4- 4- 

g r g g r r r c c c 

cccTiaa raac 

acaargccgTi 

/-i /-i 4- 4- /~i t— -~> 4- -> -~> 

ggmgcaraa 

111 SQ4 

±±±oy £ t 

racaggarga 

aacgcacacg 

4— /~i — * 4- /~i 4- /~i 

tgaactgtcg 

acgmcggrc 

/— — > /-i /-i 4- /~i —> — > 4- 4- 

caggrgaam 

4— 4~ "> "> — > y-1 /— /— y-1 /— 

maaagcege 

1 1 1 QR4 

±±±y jh 

aaacacgrcc 

gggtgtgcag 

— * 4- 4- /~i —i 4- /~i /~i 

attgactggc 

gcacaaacgc 

/— — > /-i /-i — > — > — > -» 4- 4- 

caggaaaarr 

/— — > /— /-i /— /-i 4- 4- —> r— 

cacgcgmac 

i i ?ni 4 

±±ilU±'t 

/~1 /~1 4— 4— — \ — \ -» 4 > 4- 

ggrraaarar 

aaargraggr 

acagaagacg 

cgccaaacm 

gccaccrcac 

/-i — > 4- —> — > 4- -> 4- /~ 4- 

garaararcr 

i i ?n74 

— \ -» ,-i h > j-j -» — \ 4- *~\ 

aagragaara 

4- 4- 4- /~i s~~ s~~ 4- /~\ 

crrrgccTiga 

y-i 4- 4- /~i /~i 4- /~i 4- 

gttgcgtgta 

— * y-i 4- 4 — 1— /— 4- /-i r~t 

agcmccrgg 

4— t— -~> /~i /~i /~i 4- 4- 4- 4- 

tcagggtttt 

/-i 4- —> 4- -> 4- 4- -~\ -\/-i 

grararraag 

117134 
±±^ ±34 

— \ y~ y~ 4- *~\ 4- 4- /~i 4- y- 

accrarrgrc 

grccmTiTicg 

/~i 4~ 4~~ s~ s~ 4~ 4~ /~i 

c c g r r c c r r g 

gagaiaacgi 

-» 4- -i — > 4- f~- r~A -> 4- 4- 

araa rcga lt 

4— — > /■"■ -~> -~> 4- -~\ -~\ /~i 4- 

racaaraagr 

1191 Q4 

±±i ±y4 

aacragragr 

rrrgrgrarg 

4~ 4~ s~ 4~ 4~ /~i 

cmcrTicccg 

ggcgcgtagt 

rcracggraa 

— \ /— /i —\ — \ 4~ s — y — 4~~ /~1 

acgaarccrg 

119 9 it /I 
±±Z Z 34 

gaccrccrga 

acgraagcrg 

gaagccccgr 

/~i /~i 4~ 4~ "t - 4— 4— 

cggmgcrm 

/~1 *i 4~~ /^i /^i ^ /— 4~ ~% 

99 t 99 acl:a 9 

gcaarcgaac 

119 314 
±±Z 3 ±4 

ggaaccccgg 

grrgrraaar 

raaacarmc 

aacaiggici 

4— 4— /i /i 4~ 4~ /~1 — \ — \ —\ 

rrggmgaaa 

y — /I /i 4~ 4~~ /~1 — \ /I — \ 4~ 

eggttgagat 

119 374 
±±Z 3/4 

aacgtcatct 

ggatccgggg 

ataaaaccat 

catatcggaa 

tataggtcct 

cattaatagg 

112434 

aaaacatgag 

aataaatcct 

cgttccaggt 

ttcaagacat 

gatagtaaac 

gcggcccttc 

112494 

tgaaaaatca 

agatcccgta 

ttaactgttg 

atataaaatt 

ttagggctag 

ctacccaagg 

112554 

cggagacgga 

gcagttttaa 

ctgcatgtga 

atataacgac 

gtttcaaatc 

caatatccga 

112614 

tgctacatca 

ccaaacaacg 

attcatcaaa 

tgcgtccaca 

accgcttgtt 

ccgttttact 

112674 
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taggatgttc ggttcctaaa ttacactcca 

racrraraga 

1 1 9754 

graaaarcrr 

ragrrraaar 

aagegattec 

ctttatcaaa 

acccgccgtc 

taatggggtt 

1 1 9 7Q4 

-I— /~i -I— -I— -I— /~i /~i -I— — \ /~i 

tgtttggtag 

caactgatta 

taaactgttc 

ataataccac 

gtggtactat 

ttaaacagtt 


tataatatgi: 

gacatataat 

acacatttat 

aataaacaca 

aaccacgact 

gtcttTmata 


cgtmaLLta 

-1 — 1— -a-l— -a/— -a-l— -a -a 

tacegggtaa 

accgttactg 

cgtaattata 

+-/-/-/-+-^+-+-+-+- 
LCCctatttT: 


cgcgtatcag 

Tmcttgatgc 

agaaegggee 

ctacttcgat 

tagttatacg 

cccagrcgtt 


tgtgtatccg 

+-+-/~n:a/~+-+-+-+- 

tggcttacga 

acttgtgcgt 

acataggttc 

arracccatg 


cccccctgta 

aatctccagt 

ttttcgatta 

tgtccacgtt 

tggataccga 

tgetec l tea 

1151 

cctaggtctg 

CT.T_Cd.T_T. age 

ggcttgtatt 

aaatttaaac 

cctcatgcac 

cgraaracga 

115914 

ataacggctc 

egg l Laacaa 

aeggtctaat 

teggegttat 

tccttggggg 

dLLdCIdllC 

1 1 5974 

caagccgctt 

cggcagccrr 

ttgtgcctgc 

atggcggcta 

cgcgccggac 

C 9 C L L C d.C cLd. 

115 5 54 

aagacgcgtt 

rg l ra ra rga 

tggcgtagga 

ccgcaccacg 

agcttgttgc 

ggtttttggt 

115 5Q4 

gcagtgctga 

aggaaarrgg 

tctcccgctg 

geaattgege 

ctgctcccgg 

gggagcrege 

1154^4 

ttcggtgaat 

CCtCLaaLII 

aggtttaacc 

geegcatttt 

tagtaaaaga 

rcragarggr 

1 1 5 R1 4 
lljj ±4 

mmcracac 

ttagcgggtt 

ttcatataca 

gcatcttcaa 

ccagttcatg 

lc reaaaegg 

1 1 5 R74 

gccrcccgaa 

a 99 c 99 ccac 

tacttcatcg 

atgtcttcaa 

agtcatcttc 

cgatccgc rg 

1 1 5K54 

/-•i 4— /— 4— 4— 4— 

gagtcgtttg 

gttgatgtac 

gcgaggggtc 

gtatttttat 

gttcaaaata 

aagarccgcg 

1 1 5KQ4 

tacactggag 

aaggagaa lc 

ggccccaact 

gtggtaatgt 

aacccaacga 

/-^ -I— «^ — /- 1 -I— f — -I— f- 1 — x — v 

gtcgtctgaa 

115 7^/1 
±±3 / 34 

tcatcggggg 

grccracgac 

cacacttcgc 

cgcgcggttc 

gatattgtcc 

ggaataacta 

1 1 5S1 4 
113614 

r~\ s~~ rA 4- 4- /~i 4- 4- 4- 

ggcgttgttt 

racgacgcac 

tgcattagag 

cgacaaagtc 

tgtcaccgtc 

ggaagatgee 

1 1 5S74 
1136 / H 

arracgraaa 

raaacgarag 

ggtcgtgaaa 

tatccaaaca 

cggcagaccg 

/— « 4~ ~% 4~ 4~ — ^ — ^ — ^ /— 

cgramaaac 

1 1 5Q54 

aggggccctc 

maracaege 

ctgccccttt 

tataggcaaa 

egggtttace 

acgtgctgcg 

1 1 5QQ4 
113yy4 

taatacagaa 

cgagtaaata 

aceggaaaca 

cgcatgataa 

gctaacgaaa 

taagggctac 

114054 

acacaccccc 

aaaagggatg 

cgtagaagaa 

aagggtggtg 

atcattgatc 

cgtcgatata 

114114 

aactccacga 

gccgaacagc 

tggcatgeca 

aaaattccgt 

tetgeaaagt 

ttggctcccc 

114174 

actgctgtct 

tcacaaaaaa 

ataaaatttg 

categttatt 

aat atg aac gaa gcg 

114229 


Met Asn Glu Ala 
9820 


gta att gat ccc ate ttg gaa acg gca gta aat aca ggt gat atg 114274 
val lie Asp Pro lie Leu Glu Thr Ala val Asn Thr Gly Asp Met 
9825 9830 9835 

ttt tgt age caa act att ccg aat egg tgt tta aaa gat aca att 114319 
Phe Cys Ser Gin Thr lie Pro Asn Arg Cys Leu Lys Asp Thr lie 
9840 9845 9850 

tta ata gaa gtt caa cct gaa tgt gca gat acg ctg caa tgc gtg 114364 
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Leu lie Glu val Gin Pro Glu Cys Ala Asp Thr Leu Gin Cys val 
9855 9860 9865 


tta gac gat aaa gta agt cga cat caa ccg ttg tta etc egg aac 
Leu Asp Asp Lys Val Ser Arg His Gin Pro Leu Leu Leu Arg Asn 
9870 9875 9880 


114409 


cac aag aaa etc gaa ctg cca tct gaa aaa tct gta aca egg ggc 
His Lys Lys Leu Glu Leu Pro Ser Glu Lys Ser val Thr Arg Gly 
9885 9890 9895 


114454 


ggt ttt tat atg cag cag ttg gag ctg ttg gtt aag teg gcg cct 
Gly Phe Tyr Met Gin Gin Leu Glu Leu Leu val Lys Ser Ala Pro 
9900 9905 9910 


114499 


ccc aat gaa tac gca ctg ttg tta att caa tgc aaa gat act gec 
Pro Asn Glu Tyr Ala Leu Leu Leu lie Gin Cys Lys Asp Thr Ala 
9915 9920 9925 


114544 


ctt get gat gaa gac aat ttt ttt gtc gec aac gga gtt att gat 

Leu Ala Asp Glu Asp Asn Phe Phe val Ala Asn Gly val lie Asp 

9930 9935 9940 

gcg ggt tac aga gga gta att tea gee ctt ttg tat tac egg cca 

Ala Gly Tyr Arg Gly Val lie Ser Ala Leu Leu Tyr Tyr Arg Pro 


9945 


9950 


9955 


114589 


114634 


gga gta acc gtt att tta ccc gga cat tta aca ate tac ttg ttc 
Gly Val Thr Val lie Leu Pro Gly His Leu Thr lie Tyr Leu Phe 
9960 9965 9970 


114679 


ccg gta aaa tta aga caa agt cgc ctt etc cca aaa aac gtt ctt 
Pro Val Lys Leu Arg Gin Ser Arg Leu Leu Pro Lys Asn val Leu 
9975 9980 9985 


114724 


aaa cat ctg gat cca att ttt aaa teg ata caa gtt caa ccc tta 
Lys His Leu Asp Pro lie Phe Lys Ser lie Gin val Gin Pro Leu 
9990 9995 10000 


114769 


tea aac teg ccg tea aat tat gaa aaa ccc gtt ata cct gaa ttt 
Ser Asn Ser Pro Ser Asn Tyr Glu Lys Pro Val lie Pro Glu Phe 
10005 10010 10015 


114814 


get gat att tec acg gta cag cag ggg caa cct tta 
Ala Asp lie Ser Thr Val Gin Gin Gly Gin Pro Leu 
10020 10025 10030 


cat agg gat 
His Arg Asp 


114859 


tct gca gaa tac cat ate gat gtt ccc tta acc tac aaa cat ate 
Ser Ala Glu Tyr His lie Asp val Pro Leu Thr Tyr Lys His lie 
10035 ' 10040 10045 


114904 


ate aat cca aaa cgc caa gaa 

lie Asn Pro Lys Arg Gin Glu Asp Ala GTy Tyr Asp 
10050 ' 10055 10060 


gac gcg gga tat gat 


att tgt gta 
lie Cys val 


114949 


cca tat aac eta tat tta aaa agg aat gaa ttt ata aaa att gtc 
Pro Tyr Asn Leu Tyr Leu Lys Arg Asn Glu Phe lie Lys lie Val 
10065 10070 10075 


114994 


tta ccg att ata aga gac tgg gac tta caa cat ccg agt ata aac 
Leu Pro lie lie Arg Asp Trp Asp Leu Gin His Pro Ser lie Asn 
10080 10085 10090 


115039 
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get tat att ttt gga aga tea teg aaa age cga tea ggc att ate 115084 
Ala Tyr lie Phe Gly Arg Ser Ser Lys Ser Arg Ser Gly lie lie 
10095 10100 10105 

gtg tgt cca acg gca tgg cct gca gga gaa cac tgt aaa ttc tac 115129 
Val Cys Pro Thr Ala Trp Pro Ala Gly Glu His Cys Lys Phe Tyr 
10110 10115 ' 10120 

gta tat aat etc acg ggt gat gac ata cgt ata aaa acg gga gat 115174 
Val Tyr Asn Leu Thr Gly Asp Asp lie Arg lie Lys Thr Gly Asp 
10125 10130 10135 

cgt ctt gca cag gtc ctg tta ata gat cac aac acc caa ata cac 115219 
Arg Leu Ala Gin Val Leu Leu lie Asp His Asn Thr Gin lie His 
10140 10145 10150 

tta aaa cac aac gtt tta agt aat att gca ttt cct tat get ate 115264 
Leu Lys His Asn val Leu Ser Asn lie Ala Phe Pro Tyr Ala lie 
10155 10160 10165 

cgc ggt aaa tgt ggc ata ccg ggt gta caa tgg tat ttt act aaa 115309 
Arg Gly Lys Cys Gly lie Pro Gly Val Gin Trp Tyr Phe Thr Lys 
10170 10175 ' 10180 

acg tta gat eta ata gee aca ccc age gaa egg gga acg cgt gga 115354 
Thr Leu Asp Leu lie Ala Thr Pro Ser Glu Arg Gly Thr Arg Gly 
10185 10190 10195 

ttt ggt tea act gat aaa gaa aca aac gat gtc gat ttt eta eta 115399 
Phe Gly Ser Thr Asp Lys Glu Thr Asn Asp Val Asp Phe Leu Leu 
10200 10205 10210 

aaa cat taa atgtaataac cacgccagcc agcaatgttt taattttata 115448 
Lys His 
10215 


tacaaaataa 

aaacatacac 

cagaaaegtt 

tttagttttt 

atttcaatat 

ttatacaagc 

115508 

ataacatggg 

atttcttgat 

cgcgggggtt 

gtgcgttgta 

catcttgegt 

ctgttttggg 

115568 

gtcaacaegg 

gctgaagagt 

ttctgtcgga 

tacgtttttt 

ttgttaggtt 

agatgtgtta 

115628 

ttatccgata 

cttctataag 

tgggggttta 

atttcagata 

attgtgtcgc 

ctccgattta 

115688 

ataggtgatg 

tttttaaacc 

cacattttcc 

cctttagcta 

tagataattc 

atggttgtgg 

115748 

gaaacatcaa 

aegatgectg 

aggtttagca 

acgaccccaa 

gagttttctc 

caaaagaaca 

115808 

acatcagaca 

tgaccacttc 

actttcagcg 

gtcattctca 

gggtttgatc 

gacaatatca 

115868 

teegtagtaa 

catccaccgc 

gccaaccgat 

aaatacaaat 

gggtaattgc 

agctaaacac 

115928 

atatcagcaa 

gccgttttga 

gttttccatg 

tgtgaacgga 

ccacggcgtt 

aagaccgggg 

115988 

ttatcttcag 

taaaatggtg 

ctgttttaaa 

cattcaatgt 

tacgagaaca 

tgcagcgtaa 

116048 

gttcgcgcca 

aagcctgggc 

gcggaccaaa 

egaegggtat 

tatctgeaga 

agegactacg 

116108 

tcttctaacg 

ttagaggtgc 

aggcaataat 

ccattcacag 

eggttaaage 

ctcttggagg 

116168 

eggagcaggg 

cggctccttg 

ggggtgcgtg 

tttacacgea 

cctcttcata 

agatggctct 

116228 

tcagttggta 

ttcgagcata 

tccacataag 

ctggcacaca 

ccgtctgcat 

gattgactgg 

116288 
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ctttccaacg tattgaact atg gat aaa tec tec aaa ccg acg att egg 116337 

Met Asp Lys Ser Ser Lys Pro Thr lie Arg 

10220 10225 

tta tta ttt gec aca aag gga tgt gca ate tec cac teg ctg ttg 116382 
Leu Leu Phe Ala Thr Lys Gly Cys Ala lie Ser His Ser Leu Leu 

10230 10235 10240 

ttg ctt acc ggg cag ata age aca gaa cct ctg tat gtg gtg agt 116427 
Leu Leu Thr Gly Gin lie Ser Thr Glu Pro Leu Tyr Val Val Ser 

10245 10250 10255 

tat act tgg act ccc gac tta gat gac gtc ttt gtc aaa aat ggg 116472 
Tyr Thr Trp Thr Pro Asp Leu Asp Asp Val Phe Val Lys Asn Gly 

10260 10265 10270 

agg gaa gag ate acg caa gta ate cca act aaa cgc cca cgt gaa 116517 
Arg Glu Glu lie Thr Gin Val lie Pro Thr Lys Arg Pro Arg Glu 

10275 10280 10285 

gta act gaa aac gat gaa gaa aac caa ata atg cat tta ttt tgt 116562 
val Thr Glu Asn Asp Glu Glu Asn Gin lie Met His Leu Phe Cys 

10290 10295 10300 

agt agg gac gtc aac gtt att ttt tat tta att ggt gga ttt tea 116607 
Ser Arg Asp Val Asn Val lie Phe Tyr Leu lie Gly Gly Phe Ser 

10305 10310 10315 

act gga gat gta cga tec egg gtc tgg cct ata ttt ttt tgt tgt 116652 
Thr Gly Asp Val Arg Ser Arg Val Trp Pro lie Phe Phe Cys Cys 

10320 ~ 10325 10330 

ttt aaa acc caa act gat ttt aaa get tta tat aag gcg tta tgg 116697 
Phe Lys Thr Gin Thr Asp Phe Lys Ala Leu Tyr Lys Ala Leu Trp 

10335 10340 10345 

tat gga gca ccc eta aat ccg cat ata ata tct gat acc eta tgt 116742 
Tyr Gly Ala Pro Leu Asn Pro His lie lie Ser Asp Thr Leu Cys 

10350 10355 10360 

ata teg gag acg ttt gac att cac teg gaa gtt ata caa act ctg 116787 
lie Ser Glu Thr Phe Asp lie His Ser Glu val lie Gin Thr Leu 

10365 10370 10375 

atg gta aca aca cac cat tta aac cga aag gga tta teg gac aac 116832 
Met Val Thr Thr His His Leu Asn Arg Lys Gly Leu Ser Asp Asn 

10380 10385 10390 

ggc eta tgc ate aca gag gca aca etc tgc aag tta gtt aaa aaa 116877 
Gly Leu Cys lie Thr Glu Ala Thr Leu Cys Lys Leu val Lys Lys 

10395 10400 10405 

tec gtt ggt cgt cag gag eta aca tea tta tat gee cat tac gaa 116922 
Ser Val Gly Arg Gin Glu Leu Thr Ser Leu Tyr Ala His Tyr Glu 

10410 10415 10420 

cgt caa gta ttg get gca tat cga cga etc tac tgg ggg tat gga 116967 
Arg Gin Val Leu Ala Ala Tyr Arg Arg Leu Tyr Trp Gly Tyr Gly 

10425 10430 10435 

tgc teg ccg ttt tgg tat att gtt cga ttt gga ccc tct gaa aaa 117012 
Cys Ser Pro Phe Trp Tyr lie Val Arg Phe Gly Pro Ser Glu Lys 
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10440 10445 10450 

acg eta gtg ttg get aca cgc tat tac ttg tta caa acg gac aca 117057 
Thr Leu Val Leu Ala Thr Arg Tyr Tyr Leu Leu Gin Thr Asp Thr 

10455 10460 10465 

agt tac aat acg ttg gaa acc ccc tta tat gac tta cag gca att 117102 
Ser Tyr Asn Thr Leu Glu Thr Pro Leu Tyr Asp Leu Gin Ala lie 

10470 10475 10480 

aaa gat ttg ttt tta act tac caa gtc ccg gca tta cct aat tgt 117147 
Lys Asp Leu Phe Leu Thr Tyr Gin Val Pro Ala Leu Pro Asn Cys 

10485 10490 10495 

agt ggg tac aat att teg gac ttg ttg tct ttt gat aaa ctt tec 117192 
Ser Gly Tyr Asn lie Ser Asp Leu Leu Ser Phe Asp Lys Leu Ser 

10500 10505 10510 

atg ttt tgt tgt tec tea aca tat aca cga ggt ttg aca gec aaa 117237 
Met Phe Cys Cys Ser Ser Thr Tyr Thr Arg Gly Leu Thr Ala Lys 

10515 10520 1052 5 

aat get eta teg tac att tta cag cga ata cat aca gac aca acg 117282 
Asn Ala Leu Ser Tyr lie Leu Gin Arg lie His Thr Asp Thr Thr 

10530 10535 10540 

gaa ata cac gca gta teg gag tat att acc aac gat aga aaa ggc 117327 
Glu lie His Ala val Ser Glu Tyr lie Thr Asn Asp Arg Lys Gly 

10545 10550 10555 

ctt aaa gtt cca gac cgt gaa ttt gtt gat tat att tat ctg gca 117372 
Leu Lys Val Pro Asp Arg Glu Phe val Asp Tyr lie Tyr Leu Ala 

10560 10565 10570 

cat ttt gaa tgt ttc aat egg aaa cag ate gca gac cac eta caa 117417 
His Phe Glu Cys Phe Asn Arg Lys Gin lie Ala Asp His Leu Gin 

10575 10580 10585 

gcg gtt aca tac tea gat ttt gtg aat aaa ccg gtc etc tta aaa 117462 
Ala Val Thr Tyr Ser Asp Phe Val Asn Lys Pro Val Leu Leu Lys 

10590 10595 10600 

tea tec aac ctg gga aaa aga get act get aat ttt ttt aat cat 117507 
Ser Ser Asn Leu Gly Lys Arg Ala Thr Ala Asn Phe Phe Asn His 

10605 10610 10615 

gta cgt tct cgt etc aac atg cgt gac tat ata aaa aag aac gta 117552 
Val Arg Ser Arg Leu Asn Met Arg Asp Tyr lie Lys Lys Asn Val 

10620 10625 10630 

att tgt gat gtc act gaa ctt gga cct gag att gga cat aaa tat 117597 
lie Cys Asp val Thr Glu Leu Gly Pro Glu lie Gly His Lys Tyr 

10635 10640 10645 

aca att act aaa aca tat act tta agt ctt acg tat gec gca aaa 117642 
Thr lie Thr Lys Thr Tyr Thr Leu Ser Leu Thr Tyr Ala Ala Lys 

10650 10655 10660 

cct age aag ttt ata ggc gta tgt gac eta get aca acg eta act 117687 
Pro Ser Lys Phe lie Gly val Cys Asp Leu Ala Thr Thr Leu Thr 

10665 10670 10675 

cgt cgt gtg gaa aac att gaa aaa caa ttt agt cca tat gga tgg 117732 
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Arg Arg Val Glu Asn lie Glu Lys Gin Phe Ser Pro Tyr Gly Trp 

10680 10685 10690 

tec tec act att ccc tea aat cca ccc gqt ttt gac gaa ttg tct 117777 
Ser Ser Thr lie Pro Ser Asn Pro Pro Gly Phe Asp Glu Leu Ser 

10695 10700 10705 

aat ttt gag gat teg gqt gtt tec gcg gag gcg tta cga gca gec 117822 
Asn Phe Glu Asp Ser Gly Val Ser Ala Glu Ala Leu Arg Ala Ala 

10710 10715 10720 

aac ttt gca aac gat aca cct aac caa agt gqt cgt act gqt ttt 117867 
Asn Phe Ala Asn Asp Thr Pro Asn Gin Ser Gly Arg Thr Gly Phe 

10725 10730 10735 

gat acg age ccg gqg att aca aaa eta tta ctg ttt ttc tct get 117912 
Asp Thr Ser Pro Gly lie Thr Lys Leu Leu Leu Phe Phe Ser Ala 

10740 10745 10750 

gee act gqg ata gee aca cat gat gta tec ate ctg agt tat aaa 117957 
Ala Thr Gly lie Ala Thr His Asp Val Ser lie Leu Ser Tyr Lys 

10755 10760 10765 

act cca tta gaa gec etc ate gqc cat tct gag gta act gqa cca 118002 
Thr Pro Leu Glu Ala Leu lie Gly His Ser Glu val Thr Gly Pro 

10770 10775 10780 

atg cct gta tat egg gta gec ttg cct cac gqc gec caa gca ttt 118047 
Met Pro Val Tyr Arg val Ala Leu Pro His Gly Ala Gin Ala Phe 

10785 10790 10795 

get gtt att get aat gat acg tgg tea tea ata aca aac cgt tac 118092 
Ala Val lie Ala Asn Asp Thr Trp Ser Ser lie Thr Asn Arg Tyr 

10800 10805 10810 

act tta ccg cac gag get cga tta att gcg gag gac ctt aaa caa 118137 
Thr Leu Pro His Glu Ala Arg Leu lie Ala Glu Asp Leu Lys Gin 

10815 " 10820 1082 5 

att aat cca tgt aat ttt gtt gee get tea eta cga gat atg cag 118182 
lie Asn Pro Cys Asn Phe Val Ala Ala Ser Leu Arg Asp Met Gin 

10830 10835 ~ 10840 

ttg act tta eta tta tct acg tct gtt aaa aac gtt tct aaa att 118227 
Leu Thr Leu Leu Leu Ser Thr Ser val Lys Asn val Ser Lys lie 

10845 10850 10855 

tea tea aac ata ccc aaa gat cag ctt tat ata aac agg aat gag 118272 
Ser Ser Asn lie Pro Lys Asp Gin Leu Tyr lie Asn Arg Asn Glu 

10860 10865 10870 

eta ttt aat aca aat ctt ata ate aca aac etc ata ctt gat gta 118317 
Leu Phe Asn Thr Asn Leu lie lie Thr Asn Leu lie Leu Asp val 

10875 10880 10885 

gac ttt cat ata aga aaa ccc ate cca ttg gqt att tta cat gec 118362 
Asp Phe His lie Arg Lys Pro lie Pro Leu Gly lie Leu His Ala 

10890 10895 10900 

gqc atg cga gca ttt cgt cat gqt att tta acg gec atg caa tta 118407 
Gly Met Arg Ala Phe Arg His Gly lie Leu Thr Ala Met Gin Leu 

10905 10910 10915 
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ctt ttt cca aag gcc gtg gta aac cct aac aaa gac cca tgt tat 118452 
Leu Phe Pro Lys Ala Val Val Asn Pro Asn Lys Asp Pro Cys Tyr 

10920 10925 10930 

ttt tat aaa act gca tgt cct gaa cct acc gtt gag gtg ttg gat 118497 
Phe Tyr Lys Thr Ala Cys Pro Glu Pro Thr Val Glu Val Leu Asp 

10935 10940 10945 

gat gat aat tta ttg gat ata acc age cat tct gac ate gat ttt 118542 
Asp Asp Asn Leu Leu Asp lie Thr Ser His Ser Asp lie Asp Phe 

10950 10955 10960 

tac ata gaa aat ggc gaa tta tac acg tgt gta gaa gag aat tat 118587 
Tyr lie Glu Asn Gly Glu Leu Tyr Thr Cys val Glu Glu Asn Tyr 

10965 10970 10975 

aca gag gat gta tgg ttt ttt gat aca cag aca acg tct gaa gtc 118632 
Thr Glu Asp Val Trp Phe Phe Asp Thr Gin Thr Thr Ser Glu Val 

10980 10985 10990 

cat aca cac gcc gat gta tea aac aat gaa aac ttg cat gaa act 118677 
His Thr His Ala Asp Val Ser Asn Asn Glu Asn Leu His Glu Thr 

10995 11000 11005 

eta ccc tgt aac tgt aaa gag aaa ata ggt ttc agg gta tgc gta 118722 
Leu Pro Cys Asn Cys Lys Glu Lys lie Gly Phe Arg val Cys Val 

11010 11015 11020 

cca ate cca aat ccc tat gcg tta gtg ggg tct tec act tta aag 118767 
Pro lie Pro Asn Pro Tyr Ala Leu val Gly Ser Ser Thr Leu Lys 

11025 11030 11035 

ggg ttt gca caa ata tta cag caa gcg gtg ttg ctg gaa egg gaa 118812 
Gly Phe Ala Gin lie Leu Gin Gin Ala val Leu Leu Glu Arg Glu 

11040 11045 11050 

ttt gtt gaa tat att ggt ccg tat tta egg gac ttt teg ttt ata 118857 
Phe val Glu Tyr lie Gly Pro Tyr Leu Arg Asp Phe Ser Phe lie 

11055 ' 11060 11065 

gat act ggt gtt tat age cac gga cat agt tta aga ctg cct ttt 118902 
Asp Thr Gly Val Tyr Ser His Gly His Ser Leu Arg Leu Pro Phe 

11070 11075 11080 

ttc tec aaa gta aca acc aca ggg acg gcg gtt gga caa eta etc 118947 
Phe Ser Lys Val Thr Thr Thr Gly Thr Ala Val Gly Gin Leu Leu 

11085 ' 11090 11095 

cca ttt tat gtt gta cct gag cag tgt att gat ata tta gcg ttt 118992 
Pro Phe Tyr Val Val Pro Glu Gin Cys lie Asp lie Leu Ala Phe 

11100 11105 11110 

gtg aca tea cat aga aac ccg gca aac ttt cat ttt cat tea aga 119037 
Val Thr Ser His Arg Asn Pro Ala Asn Phe His Phe His Ser Arg 

11115 11120 1112 5 

ccg cag teg aat gtt cca gtg caa ttt att tta cat aac ctt ggg 119082 
Pro Gin Ser Asn Val Pro Val Gin Phe lie Leu His Asn Leu Gly 

11130 11135 11140 

ggg gaa tac gca gag ttt ttt gaa cgt aag gtt gcg cgt aat aaa 119127 
Gly Glu Tyr Ala Glu Phe Phe Glu Arg Lys Val Ala Arg Asn Lys 

11145 11150 11155 
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caa ata ttt age tec ccg caa ata tct tta aca aag get eta aaa 
Gin lie Phe Ser Ser Pro Gin lie Ser Leu Thr Lys Ala Leu Lys 

11160 11165 11170 


119172 


gag cgc ggg gta act 
Glu Arg Gly Val Thr 

11175 


tgt ctg gac gca ttt aca ctg gag gec ttt 
Cys Leu Asp Ala Phe Thr Leu Glu Ala Phe 

11180 11185 


119217 


gtc gac age aca ata 
Val Asp Ser Thr lie 

11190 


tta gaa tct att gtg^ 


gag cat att get gtt 
Leu Glu Ser lie val Glu His lie Ala val 

11195 11200 


119262 


cat ttc ccc ggg cgt gat cgc gaa tat acc tta aca tea tea aag 119307 
His Phe Pro Gly Arg Asp Arg Glu Tyr Thr Leu Thr Ser Ser Lys 


11205 


11210 


11215 


tgt ate gee ate aaa 
Cys lie Ala lie Lys Arg Asp Trp va 
11220 


agg gac tgg gtg^ tta 


ttt cag etc ata tgc 
Leu Phe Gin Leu lie Cys 
11225 11230 


119352 


gga aca aaa ggg ttc 
Gly Thr Lys Gly Phe 

11235 


act tgt ctt cga tat ccc cat cgc gga gga 119397 
Thr Cys Leu Arg Tyr Pro His Arg Gly Gly 

11240 11245 


aga acg get ccc egg aca ttt 
Arg Thr Ala Pro Arg Thr Phe Va 
11250 


gtg^ tct ctg 


Ser Leu Arg Va 
112 55 


cga gtg gat cat cac 119442 
1 Asp His His 


11260 


aac cgt ttg tgt att teg ctt gca caa caa tgt ttt get aca aag 
Asn Arg Leu Cys lie Ser Leu Ala Gin Gin Cys Phe Ala Thr Lys 

11265 11270 11275 


119487 


tgc gat age aat cgc atg cat aca ate ttt act eta gaa gta cct 
Cys Asp Ser Asn Arg Met His Thr lie Phe Thr Leu Glu Val Pro 

11280 11285 11290 


119532 


aat tat cca aat tta act teg agt taa caccaaccgt gtgatactac 
Asn Tyr Pro Asn Leu Thr Ser Ser 
11295 


119579 


atcgtgcttg aattgecate ttccacgggt c atg cag get tta gga ate 

Met Gin Ala Leu Gly lie 
11300 


119628 


aag aca gaa cat ttt ata att atg tgt eta ctt age gga cat get 119673 
Lys Thr Glu His Phe lie lie Met Cys Leu Leu Ser Gly His Ala 


11305 


11310 


11315 


gtt ttt acc eta tgg tat acc get cgt gta aag ttt gaa cat gag 119718 
Val Phe Thr Leu Trp Tyr Thr Ala Arg Val Lys Phe Glu His Glu 
11320 11325 11330 


tgt 
Cys 
11335 


gtg tat gca acc 
Val 


acg 

Tyr Ala Thr Thr Va 
11340 


gtg 


att aat ggt gga ccg gtt gta tgg 119763 
lie Asn Gly Gly Pro Val Val Trp 
11345 


ggg tct tat aac aac tct ctt ata tat gta acg ttt gta aac cac 119808 
Gly Ser Tyr Asn Asn Ser Leu lie Tyr Val Thr Phe Val Asn His 


11350 


11355 


11360 


tea acg ttt ttg gat ggc 
Ser Thr Phe Leu Asp Gly 


eta tct gga tac gat 
Leu Ser Gly Tyr Asp 
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tac age tgc egg 119853 
Tyr Ser Cys Arg 
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11365 11370 11375 

gaa aat eta tta tea gga gat act atg gta aaa acc get att tct 119898 
Glu Asn Leu Leu Ser Gly Asp Thr Met val Lys Thr Ala lie Ser 
11380 11385 11390 

aca cct ttg cat gac aaa att cga att gtt ctg gga aca cgt aat 119943 
Thr Pro Leu His Asp Lys lie Arg lie Val Leu Gly Thr Arg Asn 
11395 11400 11405 

tgt cac get tat ttt tgg tgc gtg cag eta aaa atg att ttt ttt 119988 
Cys His Ala Tyr Phe Trp Cys Val Gin Leu Lys Met lie Phe Phe 
11410 11415 11420 

gca tgg ttt gta tat ggt atg tat tta caa ttt cga cga ata cgt 120033 
Ala Trp Phe Val Tyr Gly Met Tyr Leu Gin Phe Arg Arg lie Arg 
11425 11430 11435 

cgt atg ttt ggg cca ttc cga tea tec tgt gag tta ata tec ccc 120078 
Arg Met Phe Gly Pro Phe Arg Ser Ser Cys Glu Leu lie Ser Pro 
11440 11445 ~ 11450 

aca tea tat tea ctg aat tac gta aca egg gtt att teg aac att 120123 
Thr Ser Tyr Ser Leu Asn Tyr Val Thr Arg Val lie Ser Asn lie 
11455 11460 11465 

ctt ctt ggt tac cca tat aca aag ttg gca agg ttg tta tgt gat 120168 
Leu Leu Gly Tyr Pro Tyr Thr Lys Leu Ala Arg Leu Leu Cys Asp 
11470 ' 11475 11480 

gtt tec atg cga egg gat ggt atg agt aaa gta ttt aat get gac 120213 
Val Ser Met Arg Arg Asp Gly Met Ser Lys val Phe Asn Ala Asp 
11485 11490 11495 

cct ata agt ttt tta tat atg cat aaa ggt gtt acg tta ttg atg 120258 
Pro lie Ser Phe Leu Tyr Met His Lys Gly Val Thr Leu Leu Met 
11500 11505 11510 

ctt ttg gag gtt ate get cat ata tea tct gga tgt att gtg ctt 120303 
Leu Leu Glu val lie Ala His lie Ser Ser Gly Cys lie val Leu 
11515 11520 11525 

tta acg ctt ggc gtt gca tat aca cca tgc gcg tta tta tac ccc 120348 
Leu Thr Leu Gly val Ala Tyr Thr Pro Cys Ala Leu Leu Tyr Pro 
11530 11535 11540 

aca tac att egg att ctg gec tgg gtt gtt gta tgc acg etc get 120393 
Thr Tyr lie Arg lie Leu Ala Trp Val Val Val Cys Thr Leu Ala 
11545 11550 11555 

ata gta gag ctt ata tct tat gtt aga cca aaa cca acc aag gat 120438 
lie Val Glu Leu lie Ser Tyr Val Arg Pro Lys Pro Thr Lys Asp 
11560 11565 11570 

aat cat tta aat cat ate aat acg ggg gga ata cgt ggt ata tgc 120483 
Asn His Leu Asn His lie Asn Thr Gly Gly lie Arg Gly lie Cys 
11575 11580 11585 

aca aca tgt tgc get aca gta atg tec ggc ctt get ata aaa tgt 120528 
Thr Thr Cys Cys Ala Thr Val Met Ser Gly Leu Ala lie Lys Cys 
11590 11595 11600 

ttt tat ate gtc ata ttt get ata gca gtg gtt att ttt atg cat 120573 
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Phe Tyr lie Val lie Phe Ala lie Ala Val Val lie Phe Met His 
11605 11610 11615 

tac gaa caa agg gtg cag gta age ttg ttt ggg gaa agt gaa aac 120618 
Tyr Glu Gin Arg Val Gin Val Ser Leu Phe Gly Glu Ser Glu Asn 
11620 11625 11630 

tec cag aag cat taa tcatgtgact aaacacgccc attgeggggt tgggtgagcc 120673 

Ser Gin Lys His 

11635 

tataaattct acaacattgg eggaagatae aggcaactgc aaacacgcaa ttgtcagata 120733 

ttttgeagee atg gec tct get tea att cca acc gac cca gac gtg 120779 
Met Ala Ser Ala Ser lie Pro Thr Asp Pro Asp Val 
11640 11645 11650 

tct act att tgt gaa gac ttt atg aat ttg eta cca gac gaa cct 120824 
Ser Thr lie Cys Glu Asp Phe Met Asn Leu Leu Pro Asp Glu Pro 

11655 11660 11665 

teg gat gac ttt gca ttg gaa gtc acc gat tgg gca aat gat gaa 120869 
Ser Asp Asp Phe Ala Leu Glu val Thr Asp Trp Ala Asn Asp Glu 

11670 11675 11680 

get att ggc tec act cca ggc gag gac tec aca acg tct aga act 120914 
Ala lie Gly Ser Thr Pro Gly Glu Asp Ser Thr Thr Ser Arg Thr 

11685 11690 11695 

gtg tat gtg gag cgt act gca gat aca gca tat aat cca egg tat 120959 
Val Tyr Val Glu Arg Thr Ala Asp Thr Ala Tyr Asn Pro Arg Tyr 

11700 11705 11710 

tec aaa cga agg cac gga agg cgt gaa age tac cac cac aat cgc 121004 
Ser Lys Arg Arg His Gly Arg Arg Glu Ser Tyr His His Asn Arg 

11715 ' 11720 1172 5 

ccg aaa act ttg gtt gtt gta tta ccc gat tea aac cat cat gga 121049 
Pro Lys Thr Leu Val Val Val Leu Pro Asp Ser Asn His His Gly 

11730 11735 11740 

gga aga gac gtg gag act gga tat gca cgc ate gaa egg gga cat 121094 
Gly Arg Asp Vat Glu Thr Gly Tyr Ala Arg lie Glu Arg Gly His 

11745 11750 11755 

cga cga tea tec aga tct tat aac act caa agt tea aga aaa cac 121139 
Arg Arg Ser Ser Arg Ser Tyr Asn Thr Gin Ser Ser Arg Lys His 

11760 11765 11770 

cgt gat cga tec ctg tea aat cga aga egg cgt cct aca acg cct 121184 
Arg Asp Arg Ser Leu Ser Asn Arg Arg Arg Arg Pro Thr Thr Pro 

11775 11780 11785 

cct gca atg acc acg gga gaa aga aat gat cag aca cat gac gaa 121229 
Pro Ala Met Thr Thr Gly Glu Arg Asn Asp Gin Thr His Asp Glu 

11790 ~ 11795 11800 

teg tac agg ttg cga ttt tec aag aga gac gec cgc cga gag cgt 121274 
Ser Tyr Arg Leu Arg Phe Ser Lys Arg Asp Ala Arg Arg Glu Arg 

11805 11810 11815 

att cga aaa gag tat gat ate ccg gtc gat cga att acg ggc cgt 121319 
lie Arg Lys Glu Tyr Asp lie Pro Val Asp Arg lie Thr Gly Arg 
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11820 11825 11830 

get att gaa gtc gtc tec acc gcg gga gec age gtg acc att gac 121364 
Ala lie Glu Val Val Ser Thr Ala Gly Ala Ser Val Thr lie Asp 

11835 11840 11845 

teg gta cgc cat tta gat gaa aca att gaa aaa ctg gta gtc cga 121409 
Ser Val Arg His Leu Asp Glu Thr lie Glu Lys Leu val val Arg 

11850 11855 11860 

tat gec aca ata caa gag ggt gat tea tgg get tec ggt gga tgt 121454 
Tyr Ala Thr lie Gin Glu Gly Asp Ser Trp Ala Ser Gly Gly Cys 

11865 11870 11875 

ttt ccg ggg ata aaa caa aac aca tct tgg ccg gag ttg atg ttg 121499 
Phe Pro Gly lie Lys Gin Asn Thr Ser Trp Pro Glu Leu Met Leu 

11880 11885 11890 

tac gga cat gaa ctt tat cgt acc ttt gag tea tat aaa atg gac 121544 
Tyr Gly His Glu Leu Tyr Arg Thr Phe Glu Ser Tyr Lys Met Asp 

11895 11900 11905 

tea cgt att gec cgc gcg ttg cgt gag aga gtc ata cgt gga gaa 121589 
Ser Arg lie Ala Arg Ala Leu Arg Glu Arg Val lie Arg Gly Glu 

11910 11915 11920 

tct ttg att gaa gcg ttg gag tct gcg gat gaa ctg tta acg tgg 121634 
Ser Leu lie Glu Ala Leu Glu Ser Ala Asp Glu Leu Leu Thr Trp 

11925 11930 11935 

att aaa atg tta gcg gca aaa aac ttg ccc ate tac aca aat aat 121679 
lie Lys Met Leu Ala Ala Lys Asn Leu Pro lie Tyr Thr Asn Asn 

11940 11945 11950 

ccc att gtt gca acc teg aag tea ctt ttg gag aat tta aag tta 121724 
Pro lie val Ala Thr Ser Lys Ser Leu Leu Glu Asn Leu Lys Leu 

11955 11960 11965 

aag ctg ggg cct ttt gta aga tgt ctt ctt eta aac agg gac aac 121769 
Lys Leu Gly Pro Phe val Arg Cys Leu Leu Leu Asn Arg Asp Asn 

11970 ~ 11975 " 11980 

gat ttg ggg tct cgt act etc ccc gaa ctg ttg cgc cag caa cgt 121814 
Asp Leu Gly Ser Arg Thr Leu Pro Glu Leu Leu Arg Gin Gin Arg 

11985 11990 11995 

ttt agt gat ate acg tgt att act act tat atg ttt gtt atg att 121859 
Phe Ser Asp lie Thr Cys lie Thr Thr Tyr Met Phe val Met lie 

12000 12005 12010 

gec cgc att get aat ata gtt gtc cgt ggc tct aaa ttt gtg gaa 121904 
Ala Arg lie Ala Asn lie Val Val Arg Gly Ser Lys Phe Val Glu 

12015 12020 1202 5 

tat gat gat ate agt tgt aac gtt caa gtg tta caa gaa tat aca 121949 
Tyr Asp Asp lie Ser Cys Asn Val Gin Val Leu Gin Glu Tyr Thr 

12030 12035 12040 

ccc ggg tea tgt ctg gec ggt gtt tta gag gec eta ate acc cac 121994 
Pro Gly Ser Cys Leu Ala Gly val Leu Glu Ala Leu lie Thr His 

12045 12050 12055 

caa cgc gag tgt ggt cgt gtt gaa tgt acc etc tea act tgg gec 122039 
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Gin Arg Glu Cys Gly Arg Val Glu Cys Thr Leu Ser Thr Trp Ala 

12060 12065 12070 

ggg cat ctt tct gac gcc cgt cca tac ggt aaa tat ttt aag tgt 122084 
Gly His Leu Ser Asp Ala Arg Pro Tyr Gly Lys Tyr Phe Lys Cys 

12075 12080 12085 

agt acc ttt aac tgc taa aataaaaaat acctttttca tgcttgtcaa 122132 
Ser Thr Phe Asn Cys 

12090 

aacatactaa tttgtatttt taatcattaa gcatatttac ctgttagaat agtaaatacc 122192 

tatttcatgc ttgtaaaaca tatcaattta tatttttaat cattatacac caccccttga 122252 

ttttatcaat tgtttatgtg attctatatt aataaaagac taataaaaat gtaatattgt 122312 

gggagttttt aaggcgacgt tggggatata tgggcgggat tacattgctt tcaaaccaat 122372 

atctttgcaa ttccgtctct gattcgggta aaacacacac cagacgtgta ccgaacgttt 122432 

aatta atg gat aca acg gga get tec gaa age agt caa ccc ate cga 122479 
Met Asp Thr Thr Gly Ala Ser Glu Ser Ser Gin Pro lie Arg 
12095 12100 

gtg aat ctt aaa cct gac ccg ttg gcg teg ttt aca caa gtt ata 122524 
Val Asn Leu Lys Pro Asp Pro Leu Ala Ser Phe Thr Gin val lie 
12105 12110 12115 

ccg cca ctg gcg ttg gaa aca acg tgg aca tgc cct gcc aac tea 122569 
Pro Pro Leu Ala Leu Glu Thr Thr Trp Thr Cys Pro Ala Asn Ser 
12120 12125 12130 

cat gca ccg acg cca tec cct ctg tac ggt gtt aag agg tta tgt 122614 
His Ala Pro Thr Pro Ser Pro Leu Tyr Gly Val Lys Arg Leu Cys 
12135 12140 ' 12145 

get ctt cga gca aca tgc ggc egg get gat gat tta cac get ttt 122659 
Ala Leu Arg Ala Thr Cys Gly Arg Ala Asp Asp Leu His Ala Phe 
12150 12155 " 12160 

ttg att gga ctt gga cgt cga gat aaa cca tct gaa tec cca atg 122704 
Leu lie Gly Leu Gly Arg Arg Asp Lys Pro Ser Glu Ser Pro Met 
12165 12170 12175 

tat gtt gac eta cag ccg ttt tgc age etc eta aat tec caa cga 122749 
Tyr Val Asp Leu Gin Pro Phe Cys Ser Leu Leu Asn Ser Gin Arg 
12180 12185 12190 

ctg tta ccg gaa atg get aat tat aac acc eta tgc gat gca ccc 122794 
Leu Leu Pro Glu Met Ala Asn Tyr Asn Thr Leu Cys Asp Ala Pro 
12195 12200 12205 

ttc age gcc gca act cag cag atg atg ctg gag tec gga cag ctg 122839 
Phe Ser Ala Ala Thr Gin Gin Met Met Leu Glu Ser Gly Gin Leu 
12210 12215 12220 

ggt gta cat ctg gcg get att ggg tat cac tgt cat tgt aaa tec 122884 
Gly val His Leu Ala Ala lie Gly Tyr His Cys His Cys Lys Ser 
12225 12230 12235 

ccc ttc teg gcg gag tgt tgg acc ggt gca tec gag gca tac gat 122929 
Pro Phe Ser Ala Glu Cys Trp Thr Gly Ala Ser Glu Ala Tyr Asp 
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12240 12245 12250 

cat gtt gta tgt ggg gga aaa gcc cga gcg get gtc ggc gga eta 122974 
His Val Val Cys Gly Gly Lys Ala Arg Ala Ala Val Gly Gly Leu 
12255 12260 ' 12265 


tga actacacatt taaataaaaa tacgtacaat cgaaaaaagg tgtattttat 123027 


ttagtgatta 

catcaatacg 

ccctccgtag 

gttcggcaaa 

tctaacccgg 

tgacagaccg 

123087 

gctgttgacg 

gggggatcct 

ttcaatattc 

cacgaatgtt 

ggaaactgtt 

ggtcttcctt 

123147 

gggctgttag 

ggttgggaga 

gtgggtcggt 

ctgacgtggt 

aagtgcggct 

tcaccagagt 

123207 

cttctgtcaa 

gttgcatgtt 

aacgtcgacg 

ttatacaagg 

tgtttcagtg 

gtattttgcg 

123267 

cgatattctc 

ccaaaacata 

agaegttgea 

tatgeatate 

ataaatatta 

ccccgccata 

123327 

aacagagatc 

tctgttactt 

aaaccgtgtg 

tgcggagaaa 

tgtacccata 

gatggageca 

123387 

gtaaatgcaa 

gcccgtacca 

cattcatacc 

caagcgttgt 

ggatcgcttt 

tccttcatcg 

123447 

ccaaaataat 

aaatgtcctt 

gcacctccag 

gcgtcattgc 

acgccctatt 

agaegggcaa 

123507 

ggctaagacg 

ttcgccgggt 

ttgetatatt 

tgccaataat 

tacataggtt 

ttggtacagg 

123567 

taatgtgtaa 

cgttcctccg 

cctggcaggt 

ctacagttct 

ccccgcaagc 

actegtaata 

123627 

aacatcgegt 

ttctgacgcg 

ggattttcct 

cggcggtggc 

gtttaaactg 

ggacgcacca 

123687 

gagtggagcc 

cataataaat 

gegggaacat 

gcccatatgc 

aagtgtctca 

gaaattacat 

123747 

gcattttatg 

attttaeggg 

ggtgggttac 

gataatagct 

attaaacaaa 

cacccaataa 

123807 

agcatttttt 

gtagaacctt 

tattgggtaa 

cacagtcttt 

teaegtgaca 

ggcaatgtat 

123867 

aaataacgta 

eggatgeact 

taagatgtat 

cgcacataaa 

tttatataag 

ctgtagcaaa 

123927 

gtataagcaa 

atcctgttaa 

tattatattt 

ttgggatccg 

ca atg tec agg gta 

123981 


Met Ser Arg Val 
12270 

teg gag tat ggg gta ccg gaa ggt gtt egg gaa tct gat age gat 124026 
Ser Glu Tyr Gly Val Pro Glu Gly Val Arg Glu Ser Asp Ser Asp 
12275 ' 12280 12285 

aca gac tct gtg ttt atg tat cag cat aca gag ctt atg cag aac 124071 
Thr Asp Ser Val Phe Met Tyr Gin His Thr Glu Leu Met Gin Asn 
12290 12295 12300 

aac gcg teg cca etc gtc gtt caa aca aga cca ccg gcg gtt ctt 124116 
Asn Ala Ser Pro Leu Val Val Gin Thr Arg Pro Pro Ala Val Leu 
12305 12310 12315 

att cca ctg gtt gat gtc cca agg cca cga tec egg aga aag gcg 124161 
lie Pro Leu Val Asp Val Pro Arg Pro Arg Ser Arg Arg Lys Ala 
12320 12325 ~ ' 12330 

tec gcg caa ctg aaa atg caa atg gac agg tta tgc aac gta ctg 124206 
Ser Ala Gin Leu Lys Met Gin Met Asp Arg Leu Cys Asn val Leu 
12335 12340 12345 

ggt gta gta etc cag atg gcg acg ttg get ttg gtg aca tat ata 124251 
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Gly Val Val Leu Gin Met Ala Thr Leu Ala Leu Val Thr Tyr lie 
12350 12355 12360 

get ttt gtt gtg cat aca cgc gcg aca age tgc aag cga gaa taa 124296 
Ala Phe Val Val His Thr Arg Ala Thr Ser Cys Lys Arg Glu 
12365 12370 12375 


ataccTmccc 

cimccggaca 

nt^ntt-rr^-t- 
gT_d.gT_ LT_CcL L 

gtagttgagt 

tgggaggttc 

ctegggaaaa 


aeggcaacaa 

tggcgaccac 

gacagcag La 

agggtgayaa 

uaccaaaaag 

aarraaaaaa 


gccggtacac 

ageatttgeg 

aattcttaga 

aaagecaget 

gaagtctgtg 

gattccatca 

124476 

taagcgcagt 

ctaggcaatc 

gtaagactgt 

tgggtggtgc 

cattctccac 

gtgaggaaaa 

124536 

agaggegggg 

agaacaccag 

actctcgcgg 

cttctgtaag 

gggggggege 

gtctgccacg 

124596 

gcctcggcgt 

atgtgggtag 

gtaggggatg 

ggggtcgcaa 

cgtcatccat 

gctgggggac 

124656 

gacgtgaggg 

tgaceggegg 

ggtcccaggt 

eggegggagt 

agtgcacggt 

cgccatccga 

124716 

gcagtaaacg 

aggggtggac 

geaaaaggeg 

cgggttttgt 

taaaggctgg 

eggggggggg 

124776 

tttcccggca 

aaaaatccca 

tcccccccga 

tggtcgcccc 

gcaaacgcgc 

ggggaggtgg 

124836 

ggtcgctttt 

ttttttctct 

ctcgaggggg 

ccgegagagg 

getggect 


124884 


<210> 52 
<211> 278 
<212> PRT 

<213> Varicella zoster 
<400> 52 

Met Phe Cys Thr Ser Pro Ala Thr Arg Gly Asp Ser Ser Glu Ser Lys 
15 10 15 


Pro Gly Ala Ser Val Asp val Asn Gly Lys Met Glu Tyr Gly Ser Ala 
20 25 30 


Pro Gly Pro Leu Asn Gly Arg Asp Thr Ser Arg Gly Pro Gly Ala Phe 
35 40 45 


Cys Thr Pro Gly Trp Glu lie His Pro Ala Arg Leu val Glu Asp lie 
50 55 60 


Asn Arg Val Phe Leu Cys lie Ala Gin Ser Ser Gly Arg Val Thr Arg 
65 70 75 80 


Asp Ser Arg Arg Leu Arg Arg lie Cys Leu Asp Phe Tyr Leu Met Gly 
85 90 95 


Arg Thr Arg Gin Arg Pro Thr Leu Ala Cys Trp Glu Glu Leu Leu Gin 
100 ~ 105 110 
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Leu Gin Pro Thr Gin Thr Gin Cys Leu Arg Ala Thr Leu Met Glu Val 
115 120 125 

Ser His Arg Pro Pro Arg Gly Glu Asp Gly Phe lie Glu Ala Pro Asn 
130 135 140 

Val Pro Leu His Arg Ser Ala Leu Glu Cys Asp val Ser Asp Asp Gly 
145 150 155 160 

Gly Glu Asp Asp Ser Asp Asp Asp Gly Ser Thr Pro Ser Asp val lie 
165 170 175 

Glu Phe Arg Asp Ser Asp Ala Glu Ser Ser Asp Gly Glu Asp Phe lie 
180 185 190 

val Glu Glu Glu Ser Glu Glu Ser Thr Asp Ser Cys Glu Pro Asp Gly 
195 200 205 

Val Pro Gly Asp Cys Tyr Arg Asp Gly Asp Gly Cys Asn Thr Pro Ser 
210 ' 215 220 

Pro Lys Arg Pro Gin Arg Ala lie Glu Arg Tyr Ala Gly Ala Glu Thr 
225 ~ 230 235 240 

Ala Glu Tyr Thr Ala Ala Lys Ala Leu Thr Ala Leu Gly Glu Gly Gly 
245 250 255 

Val Asp Trp Lys Arg Arg Arg His Glu Ala Pro Arg Arg His Asp lie 
260 265 270 

Pro Pro Pro His Gly val 
275 


<210> 53 

<211> 180 

<212> PRT 

<213> Varicella zoster 

<400> 53 

Met Asn Leu Cys Gly Ser Arg Gly Glu His Pro Gly Gly Glu Tyr Ala 
1 5 10 15 


Gly Leu Tyr Cys Thr Arg His Asp Thr Pro Ala His Gin Ala Leu Met 

20 ~ 25 30 


Asn Asp Ala Glu Arg Tyr Phe Ala Ala Ala Leu Cys Ala lie Ser Thr 
35 ~ 40 45 
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Glu Ala Tyr Glu Ala Phe lie His Ser Pro Ser Glu Arg Pro Cys Ala 
50 55 60 

Ser Leu Trp Gly Arg Ala Lys Asp Ala Phe Gly Arg Met Cys Gly Glu 
65 70 75 80 

Leu Ala Ala Asp Arg Gin Arg Pro Pro Ser Val Pro Pro lie Arg Arg 
85 90 95 

Ala Val Leu Ser Leu Leu Arg Glu Gin Cys Met Pro Asp Pro Gin Ser 
100 " 105 110 

His Leu Glu Leu Ser Glu Arg Leu lie Leu Met Ala Tyr Trp Cys Cys 
115 120 125 

Leu Gly His Ala Gly Leu Pro Thr lie Gly Leu Ser Pro Asp Asn Lys 
130 135 140 

Cys lie Arg Ala Glu Leu Tyr Asp Arg Pro Gly Gly lie Cys His Arg 
145 ~ 150 "155 160 

Leu Phe Asp Ala Tyr Leu Gly Cys Gly Ser Leu Gly val Pro Arg Thr 
165 170 175 

Tyr Glu Arg Ser 
180 


<210> 54 
<211> 102 
<212> PRT 

<213> Varicella zoster 
<400> 54 

Met Ala Gly Gin Asn Thr Met Glu Gly Glu Ala Val Ala Leu Leu Met 
15 10 15 


Glu Ala Val Val Thr Pro Arg Ala Gin Pro Asn Asn Thr Thr lie Thr 

20 25 30 


Ala lie Gin Pro Ser Arg Ser Ala Glu Lys Cys Tyr Tyr Ser Asp Ser 
35 40 45 


Glu Asn Glu Thr Ala Asp Glu Phe Leu Arg Arg lie Gly Lys Tyr Gin 
50 55 60 


His Lys lie Tyr His Arg Lys Lys Phe Cys Tyr lie Thr Leu lie lie 
65 70 75 80 


Page 349 


591508037SeqLi stAug2010 
Val Phe Val Phe Ala Met Thr Gly Ala Ala Phe Ala Leu Gly Tyr lie 
85 ' 90 95 

Thr Ser Gin Phe Val Gly 
100 


<210> 55 

<211> 1310 

<212> PRT 

<213> Varicella zoster 

<400> 55 

Met Asp Thr Pro Pro Met Gin Arg Ser Thr Pro Gin Arg Ala Gly Ser 
1 5 10 15 


Pro Asp Thr Leu Glu Leu Met Asp Leu Leu Asp Ala Ala Ala Ala Ala 
20 25 30 


Ala Glu His Arg Ala Arg Val Val Thr Ser Ser Gin Pro Asp Asp Leu 
35 ~ 40 45 


Leu Phe Gly Glu Asn Gly val Met Val Gly Arg Glu His Glu lie val 
50 55 60 


Ser lie Pro Ser val Ser Gly Leu Gin Pro Glu Pro Arg Thr Glu Asp 
65 70 75 80 


Val Gly Glu Glu Leu Thr Gin Asp Asp Tyr val Cys Glu Asp Gly Gin 
85 90 95 


Asp Leu Met Gly Ser Pro val lie Pro Leu Ala Glu Val Phe His Thr 
100 105 110 

Arg Phe Ser Glu Ala Gly Ala Arg Glu Pro Thr Gly Ala Asp Arg Ser 
115 120 125 


Leu Glu Thr Val Ser Leu Gly Thr Lys Leu Ala Arg Ser Pro Lys Pro 
130 135 * 140 


Pro Met Asn Asp Gly Glu Thr Gly Arg Gly Thr Thr Pro Pro Phe Pro 
145 150 155 160 


Gin Ala Phe Ser Pro Val Ser Pro Ala Ser Pro Val Gly Asp Ala Ala 
165 170 175 


Gly Asn Asp Gin Arg Glu Asp Gin Arg Ser lie Pro Arg Gin Thr Thr 
180 ~ 185 190 


Page 350 


591508037SeqLi stAug2010 
Arg Gly Asn Ser Pro Gly Leu Pro Ser val Val His Arg Asp Arg Gin 
195 200 205 

Thr Gin Ser lie Ser Gly Lys Lys Pro Gly Asp Glu Gin Ala Gly His 
210 215 220 

Ala His Ala Ser Gly Asp Gly Val Val Leu Gin Lys Thr Gin Arg Pro 
225 230 ' 235 240 

Ala Gin Gly Lys Ser Pro Lys Lys Lys Thr Leu Lys Val Lys Val Pro 
245 ' 250 255 

Leu Pro Ala Arg Lys Pro Gly Gly Pro Val Pro Gly Pro val Glu Gin 
260 265 270 

Leu Tyr His val Leu Ser Asp Ser val Pro Ala Lys Gly Ala Lys Ala 
275 280 285 

Asp Leu Pro Phe Glu Thr Asp Asp Thr Arg Pro Arg Lys His Asp Ala 
290 295 300 

Arg Gly lie Thr Pro Arg val Pro Gly Arg Ser Ser Gly Gly Lys Pro 
305 310 315 320 

Arg Ala Phe Leu Ala Leu Pro Gly Arg Ser His Ala Pro Asp Pro lie 

325 330 335 

Glu Asp Asp Ser Pro val Glu Lys Lys Pro Lys Ser Arg Glu Phe Val 
340 345 350 

Ser Ser Ser Ser Ser Ser Ser Ser Trp Gly Ser Ser Ser Glu Asp Glu 
355 360 365 

Asp Asp Glu Pro Arg Arg Val Ser Val Gly Ser Glu Thr Thr Gly Ser 
370 375 380 

Arg Ser Gly Arg Glu His Ala Pro Ser Pro Ser Asn Ser Asp Asp Ser 
385 390 395 400 

Asp Ser Asn Asp Gly Gly Ser Thr Lys Gin Asn lie Gin Pro Gly Tyr 
405 410 415 


Arg Ser lie Ser Gly Pro Asp Pro Arg lie Arg Lys Thr Lys Arg Leu 
420 425 " 430 


Ala Gly Glu Pro Gly Arg Gin Arg Gin Lys Ser Phe Ser Leu Pro Arg 
435 " 440 445 
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Ser Arg Thr Pro lie lie Pro Pro Val Ser Gly Pro Leu Met Met Pro 
450 455 460 

Asp Gly Ser Pro Trp Pro Gly Ser Ala Pro Leu Pro Ser Asn Arg Val 
465 470 475 480 

Arg Phe Gly Pro Ser Gly Glu Thr Arg Glu Gly His Trp Glu Asp Glu 
485 490 495 

Ala Val Arg Ala Ala Arg Ala Arg Tyr Glu Ala Ser Thr Glu Pro Val 
500 505 510 

Pro Leu Tyr Val Pro Glu Leu Gly Asp Pro Ala Arg Gin Tyr Arg Ala 
515 520 525 

Leu lie Asn Leu lie Tyr Cys Pro Asp Arg Asp Pro lie Ala Trp Leu 
530 535 540 

Gin Asn Pro Lys Leu Thr Gly Val Asn Ser Ala Leu Asn Gin Phe Tyr 
545 550 555 560 

Gin Lys Leu Leu Pro Pro Gly Arg Ala Gly Thr Ala Val Thr Gly Ser 

565 ~ 570 575 

val Ala Ser Pro Val Pro His Val Gly Glu Ala Met Ala Thr Gly Glu 
580 585 590 

Ala Leu Trp Ala Leu Pro His Ala Ala Ala Ala Val Ala Met Ser Arg 
595 600 605 

Arg Tyr Asp Arg Ala Gin Lys His Phe lie Leu Gin Ser Leu Arg Arg 
610 615 620 

Ala Phe Ala Ser Met Ala Tyr Pro Glu Ala Thr Gly Ser Ser Pro Ala 
625 630 635 640 


Ala Arg lie Ser Arg Gly His Pro Ser Pro Thr Thr Pro Ala Thr Gin 
645 650 655 


Ala Pro Asp Pro Gin Pro Ser Ala Ala Ala Arg Ser Leu Ser Val Cys 
660 665 670 

Pro Pro Asp Asp Arg Leu Arg Thr Pro Arg Lys Arg Lys Ser Gin Pro 
675 680 685 

Val Glu Ser Arg Ser Leu Leu Asp Lys lie Arg Glu Thr Pro Val Ala 
690 695 700 
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Asp Ala Arg Val Ala Asp Asp His Val Val Ser Lys Ala Lys Arg Arg 
705 710 715 J 720 

Val Ser Glu Pro Val Thr lie Thr Ser Gly Pro Val Val Asp Pro Pro 
725 730 735 

Ala Val lie Thr Met Pro Leu Asp Gly Pro Ala Pro Asn Gly Gly Phe 
740 745 750 

Arg Arg lie Pro Arg Gly Ala Leu His Thr Pro Val Pro Ser Asp Gin 
755 ~ 760 765 

Ala Arg Lys Ala Tyr Cys Thr Pro Glu Thr lie Ala Arg Leu Val Asp 
770 ' 775 780 

Asp Pro Leu Phe Pro Thr Ala Trp Arg Pro Ala Leu Ser Phe Asp Pro 
785 790 795 800 

Gly Ala Leu Ala Glu lie Ala Ala Arg Arg Pro Gly Gly Gly Asp Arg 
805 810 815 

Arg Phe Gly Pro Pro Ser Gly Val Glu Ala Leu Arg Arg Arg Cys Ala 
820 825 " 830 

Trp Met Arg Gin lie Pro Asp Pro Glu Asp Val Arg Leu Leu lie lie 
835 840 845 

Tyr Asp Pro Leu Pro Gly Glu Asp lie Asn Gly Pro Leu Glu Ser Thr 
850 855 860 

Leu Ala Thr Asp Pro Gly Pro Ser Trp Ser Pro Ser Arg Gly Gly Leu 
865 870 875 " 880 

Ser Val Val Leu Ala Ala Leu Ser Asn Arg Leu Cys Leu Pro Ser Thr 
885 890 895 

His Ala Trp Ala Gly Asn Trp Thr Gly Pro Pro Asp Val Ser Ala Leu 
900 905 910 

Asn Ala Arg Gly Val Leu Leu Leu Ser Thr Arg Asp Leu Ala Phe Ala 
915 920 925 


Gly Ala Val Glu Tyr Leu Gly Ser Arg Leu Ala Ser Ala Arg Arg Arg 
930 935 940 


Leu Leu Val Leu Asp Ala val Ala Leu Glu Arg Trp Pro Arg Asp Gly 
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945 950 955 960 

Pro Ala Leu Ser Gin Tyr His Val Tyr Val Arg Ala Pro Ala Arg Pro 
965 970 975 

Asp Ala Gin Ala Val Val Arg Trp Pro Asp Ser Ala Val Thr Glu Gly 
980 985 990 

Leu Ala Arg Ala Val Phe Ala Ser Ser Arg Thr Phe Gly Pro Ala Ser 
995 1000 1005 

Phe Ala Arg lie Glu Thr Ala Phe Ala Asn Leu Tyr Pro Gly Glu 
1010 ' 1015 1020 

Gin Pro Leu Cys Leu Cys Arg Gly Gly Asn Val Ala Tyr Thr Val 
1025 1030 1035 

Cys Thr Arg Ala Gly Pro Lys Thr Arg Val Pro Leu Ser Pro Arg 
1040 1045 ~ 1050 

Glu Tyr Arg Gin Tyr Val Leu Pro Gly Phe Asp Gly Cys Lys Asp 
1055 ' 1060 " 1065 

Leu Ala Arg Gin Ser Arg Gly Leu Gly Leu Gly Ala Ala Asp Phe 
1070 1075 1080 

Val Asp Glu Ala Ala His Ser His Arg Ala Ala Asn Arg Trp Gly 
1085 1090 1095 

Leu Gly Ala Ala Leu Arg Pro val Phe Leu Pro Glu Gly Arg Arg 
1100 1105 1110 

Pro Gly Ala Ala Gly Pro Glu Ala Gly Asp Val Pro Thr Trp Ala 
1115 1120 1125 

Arg Val Phe Cys Arg His Ala Leu Leu Glu Pro Asp Pro Ala Ala 
1130 1135 1140 

Glu Pro Leu Val Leu Pro Pro Val Ala Gly Arg Ser Val Ala Leu 
1145 1150 1155 

Tyr Ala Ser Ala Asp Glu Ala Arg Asn Ala Leu Pro Pro lie Pro 
1160 1165 1170 

Arg Val Met Trp Pro Pro Gly Phe Gly Ala Ala Glu Thr Val Leu 
1175 1180 1185 
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Glu Gly Ser Asp Gly Thr Arg Phe val Phe Gly His His Gly Gly 
1190 1195 1200 


Ser Glu Arg Pro Ser Glu Thr Gin Ala Gly Arg Gin Arg Arg Thr 
1205 1210 ' 1215 


Ala Asp Asp Arg Glu His Ala Leu Glu Leu Asp Asp Trp Glu val 
1220 1225 1230 


Gly Cys Glu Asp Ala Trp Asp Ser Glu Glu Gly Gly Gly Asp Asp 
1235 1240 1245 


Gly Asp Ala Pro Gly Ser Ser Phe Gly Val Ser lie Val Ser Val 
1250 1255 1260 


Ala Pro Gly Val Leu Arg Asp Arg Arg Val Gly Leu Arg Pro Ala 
1265 1270 1275 


val Lys val Glu Leu Leu Ser Ser Ser Ser Ser Ser Glu Asp Glu 
1280 1285 1290 


Asp Asp Val Trp Gly Gly Arg Gly Gly Arg Ser Pro Pro Gin Ser 
1295 1300 1305 


Arg Gly 
1310 


<210> 56 

<211> 467 

<212> PRT 

<213> Varicella zoster 

<400> 56 

Met Asp Thr lie Leu Ala Gly Gly Ser Gly Thr Ser Asp Ala Ser Asp 
1 5 10 15 


Asn Thr Cys Thr lie Cys Met Ser Thr val Ser Asp Leu Gly Lys Thr 
20 25 30 


Met Pro Cys Leu His Asp Phe Cys Phe val Cys lie Arg Ala Trp Thr 
35 40 45 


Ser Thr Ser Val Gin Cys Pro Leu Cys Arg Cys Pro val Gin Ser lie 
50 55 ' 60 


Leu His Lys lie Val Ser Asp Thr Ser Tyr Lys Glu Tyr Glu Val His 
65 70 75 80 
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Pro Ser Asp Asp Asp Gly Phe Ser Glu Pro Ser Phe Glu Asp Ser lie 
85 90 95 

Asp lie Leu Pro Gly Asp val lie Asp Leu Leu Pro Pro Ser Pro Gly 
100 105 110 

Pro Ser Arg Glu Ser lie Gin Gin Pro Thr Ser Arg Ser Ser Arg Glu 
115 120 125 

Pro lie Gin Ser Pro Asn Pro Gly Pro Leu Gin Ser Ser Ala Arg Glu 
130 135 140 

Pro Thr Ala Glu Ser Pro Ser Asp Ser Gin Gin Asp Ser lie Gin Pro 
145 150 155 160 

Pro Thr Arg Asp Ser Ser Pro Gly Val Thr Lys Thr Cys Ser Thr Ala 
165 170 175 

Ser Phe Leu Arg Lys val Phe Phe Lys Asp Gin Pro Ala val Arg Ser 
180 185 190 

Ala Thr Pro Val Val Tyr Gly Ser lie Glu Ser Ala Gin Gin Pro Arg 
195 200 205 

Thr Gly Gly Gin Asp Tyr Arg Asp Arg Pro Val Ser Val Gly lie Asn 
210 215 220 

Gin Asp Pro Arg Thr Met Asp Arg Leu Pro Phe Arg Ala Thr Asp Arg 
225 230 " 235 240 

Gly Thr Glu Gly Asn Ala Arg Phe Pro Cys Tyr Met Gin Pro Leu Leu 
245 " 250 255 

Gly Trp Leu Asp Asp Gin Leu Ala Glu Leu Tyr Gin Pro Glu lie val 
260 265 270 

Glu Pro Thr Lys Met Leu lie Leu Asn Tyr lie Gly lie Tyr Gly Arg 
275 280 285 

Asp Glu Ala Gly Leu Lys Thr Ser Leu Arg Cys Leu Leu His Asp Ser 
290 295 300 

Thr Gly Pro Phe Val Thr Asn Met Leu Phe Leu Leu Asp Arg Cys Thr 
305 310 315 320 


Asp Pro Thr Arg Leu Thr Met Gin Thr Trp Thr Trp Lys Asp Thr Ala 

325 330 335 
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lie Gin Leu lie Thr Gly Pro lie Val Arg Pro Glu Thr Thr Ser Thr 
340 345 350 

Gly Glu Thr Ser Arg Gly Asp Glu Arg Asp Thr Arg Leu Val Asn Thr 

355 ' 360 365 

Pro Gin Lys Val Arg Leu Phe Ser Val Leu Pro Gly lie Lys Pro Gly 
370 " 375 380 

Ser Ala Arg Gly Ala Lys Arg Arg Leu Phe His Thr Gly Arg Asp Val 
385 390 395 " 400 

Lys Arg Cys Leu Thr lie Asp Leu Thr Ser Glu Ser Asp Ser Ala Cys 
405 410 415 

Lys Gly Ser Lys Thr Arg Lys Val Ala Ser Pro Gin Gly Glu Ser Asn 
420 425 430 

Thr Pro Ser Thr Ser Gly Ser Thr Ser Gly Ser Leu Lys His Leu Thr 
435 440 445 

Lys Lys Ser Ser Ala Gly Lys Ala Gly Lys Gly lie Pro Asn Lys Met 
450 455 460 


Lys Lys Ser 
465 


<210> 57 

<211> 305 

<212> PRT 

<213> Varicella zoster 

<400> 57 

Met Asp Val Ser Gly Glu Pro Thr Val Cys Ser Asn Ala Tyr Ala Asn 
1 5 10 15 

Glu Met Lys Leu Ser Asp Ser Lys Asp lie Tyr Val Leu Ala His Pro 
20 25 30 

Val Thr Lys Lys Thr Arg Lys Arg Pro Arg Gly Leu Pro Leu Gly Val 
35 40 45 

Lys Leu Asp Pro Pro Thr Phe Lys Leu Asn Asn Met Ser His His Tyr 
50 55 60 


Asp Thr Glu Thr Phe Thr Pro Val Ser Ser Gin Leu Asp Ser Val Glu 
65 70 75 80 
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val Phe Ser Lys Phe Asn lie Ser Pro Glu Trp Tyr Asp Leu Leu Ser 
85 90 95 

Asp Glu Leu Lys Glu Pro Tyr Ala Lys Gly lie Phe Leu Glu Tyr Asn 
100 105 110 

Arg Leu Leu Asn Ser Gly Glu Glu lie Leu Pro Ser Thr Gly Asp lie 
115 120 125 

Phe Ala Trp Thr Arg Phe Cys Gly Pro Gin Ser lie Arg Val Val lie 
130 135 140 

lie Gly Gin Asp Pro Tyr Pro Thr Ala Gly His Ala His Gly Leu Ala 
145 ' 150 155 160 

Phe Ser val Lys Arg Gly lie Thr Pro Pro Ser Ser Leu Lys Asn lie 
165 170 175 

Phe Ala Ala Leu Met Glu Ser Tyr Pro Asn Met Thr Pro Pro Thr His 
180 185 190 

Gly Cys Leu Glu Ser Trp Ala Arg Gin Gly Val Leu Leu Leu Asn Thr 

195 200 205 

Thr Leu Thr Val Arg Arg Gly Thr Pro Gly Ser His Val Tyr Leu Gly 
210 215 220 

Trp Gly Arg Leu val Gin Arg Val Leu Gin Arg Leu Cys Glu Asn Arg 
225 230 235 240 

Thr Gly Leu Val Phe Met Leu Trp Gly Ala His Ala Gin Lys Thr Thr 
245 250 255 

Gin Pro Asn Ser Arg Cys His Leu val Leu Thr His Ala His Pro Ser 
260 265 270 

Pro Leu Ser Arg Val Pro Phe Arg Asn Cys Arg His Phe Val Gin Ala 
275 280 285 


Asn Glu Tyr Phe Thr Arg Lys Gly Glu Pro Glu lie Asp Trp Ser Val 
290 295 300 

He 

305 


<210> 58 
<211> 71 
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<212> PRT 

<213> Varicella zoster 
<400> 58 

Met Asp Val Arg Glu Arg Asn Val Phe Gly Asn Ala Ser Val Ala Thr 
15 10 15 

Pro Gly Glu His Gin Lys Phe Val Arg Glu Leu lie Leu Ser Gly His 

20 25 30 

Asn Asn Val Val Leu Gin Thr Tyr Thr Gly Lys Trp Ser Asp Cys Arg 
35 40 45 

Lys His Gly Lys Ser Val Met Tyr Asn Thr Gly Glu Ala Arg His Pro 
50 55 60 

Thr Cys Lys Ala His Gin Arg 
65 70 


<210> 59 

<211> 331 

<212> PRT 

<213> Varicella zoster 

<400> 59 

Met Gin Arg lie Arg Pro Tyr Trp lie Lys Phe Glu Gin Thr Gly Gly 
1 '5 10 15 

Ala Gly Met Ala Asp Gly Met Ser Gly lie Asn lie Pro Ser lie Leu 
20 25 30 

Gly Cys Ser val Thr lie Asp Asn Leu Leu Thr Arg Ala Glu Glu Gly 
35 40 45 

Leu Asp val Ser Asp val lie Glu Asp Leu Arg lie Gin Ala lie Pro 
50 55 60 

Arg Phe Val Cys Glu Ala Arg Glu Val Thr Gly Leu Lys Pro Arg Phe 
65 70 75 80 

Leu Ala Asn Ser Val Val Ser Leu Arg Val Lys Pro Glu His Gin Glu 
85 90 95 

Thr Val Leu Val Val Leu Asn Gly Asp Ser Ser Glu val Ser Cys Asp 
100 105 110 


Arg Tyr Tyr Met Glu Cys Val Thr Gin Pro Ala Phe Arg Gly Phe lie 
115 120 125 
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Phe Ser Val Leu Thr Ala Val Glu Asp Arg Val Tyr Thr Val Gly Val 
130 135 140 

Pro Pro Arg Leu Leu lie Tyr Arg Met Thr Leu Phe Arg Pro Asp Asn 
145 150 155 160 

Val Leu Asp Phe Thr Leu Cys val lie Leu Met Tyr Leu Glu Gly lie 
165 170 175 

Gly Pro Ser Gly Ala Ser Pro Ser Leu Phe Val Gin Leu Ser Val Tyr 
180 185 190 

Leu Arg Arg Val Glu Cys Gin lie Gly Pro Leu Glu Lys Met Arg Arg 
195 200 205 

Phe Leu Tyr Glu Gly val Leu Trp Leu Leu Asn Thr Leu Met Tyr val 
210 215 220 

Val Asp Asn Asn Pro Phe Thr Lys Thr Arg Val Leu Pro His Tyr Met 
225 230 235 240 

Phe val Lys Leu Leu Asn Pro Gin Pro Gly Thr Ala Pro Asn lie lie 

245 250 255 

Lys Ala lie Tyr Ser Cys Gly Val Gly Gin Arg Phe Asp Leu Pro His 
260 265 ~ 270 

Gly Thr Pro Pro Cys Pro Asp Gly val Val Gin Val Pro Pro Gly Leu 
275 280 285 

Leu Asn Gly Pro Leu Arg Asp Ser Glu Tyr Gin Lys Ser val Tyr Phe 
290 295 300 

Trp Trp Leu Asn Arg Thr Met Val Thr Pro Lys Asn Val Gin Leu Phe 
305 310 315 320 


Glu Thr Tyr Lys Asn Ser Pro Arg Val Val Lys 
325 330 


<210> 60 

<211> 541 

<212> PRT 

<213> Varicella zoster 

<400> 60 

Met Glu Phe Pro Tyr His Ser Thr Val Ser Tyr Asn Gly Val Thr Phe 
1 5 10 15 
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Tyr Phe Asn Glu Arg Ala Thr Arg Ala Tyr Phe lie Cys Gly Gly Cys 
20 " 25 30 

Leu lie Ser lie Pro Arg Lys His Gly Gly Glu lie Ala Lys Phe Gly 
35 40 45 

His Val Val Arg Gly Val Gly Pro Gly Asp Arg Ser Val Ala Ser Tyr 
50 55 60 

Val Arg Ser Glu Leu Asn Arg Thr Gly Lys Thr Trp Ala Val Ser Ser 
65 70 75 80 

Asn Asn Asn Cys val Phe Leu Asp Arg val Ala Leu Leu Ala Ala Gly 
85 90 95 

Ser Gly Ala val Asp Arg Asp Leu Cys Gly Thr Phe Asp val Glu Val 
100 105 ' 110 

Glu Asp Pro Thr Leu Ala Asp Tyr Leu val Ser Leu Pro val Thr His 
115 120 125 

Leu Thr Leu Val Ala Gly Val Asp Val Thr Arg Glu Asn Lys Leu Lys 
130 135 140 

Leu Phe Pro Thr Pro Thr Ala lie Asn Thr Thr Asn Gly Phe Met Tyr 
145 150 155 160 

Val Pro Asn Glu Ala Ser Phe Ser Leu val Tyr Met Arg Met Leu Glu 
165 170 175 

Leu Pro Glu Ser Leu Gin Glu Leu val Ser Gly Leu Phe Asp Gly Thr 
180 185 190 

Pro Glu lie Arg Asp Ala Leu Asn Gly Ser Asn Asp Asp Glu Lys Thr 
195 200 205 


Ser lie lie Val Ser Arg Arg Ala Ala Asp Val Val Thr Glu Asp Val 
210 215 220 


Lys Ala Asp Asp Val Pro lie Ser Gly Glu Pro Tyr Ser Glu Lys Gin 

225 230 235 240 

Pro Arg Arg Arg Lys Lys Ser Asp His lie Thr Leu Ser Asn Phe Val 
245 250 255 

Gin lie Arg Thr lie Pro Arg Val Met Asp lie Trp Asp Pro Arg His 

260 265 270 
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Lys Ala Thr Thr His Cys lie Arg Ala Leu Ser Cys Ala Val Phe Phe 
275 280 285 

Ala Asp Glu Val lie Phe Lys Ala Arg Lys Trp Pro Gly Leu Glu Asp 
290 295 300 

Glu Leu Asn Glu Ala Arg Glu Thr lie Tyr Thr Ala Val Val Ala Val 
305 310 315 320 

Tyr Gly Glu Arg Gly Glu Leu Pro Phe Phe Gly His Ala Tyr Gly Arg 

325 330 335 

Asp Leu Thr Ser Cys Gin Arg Phe Val lie Val Gin Tyr lie Leu Ser 
340 " 345 350 

Arg Trp Glu Ala Phe Asn Cys Tyr Ala Val lie Glu Asp Leu Thr Arg 
355 360 365 

Ser Tyr Val Asn Ala Leu Pro Ser Asp Asp Asp Thr Asp Gin val Ala 
370 375 380 

Gin Asp Leu lie Arg Thr lie Val Asp Thr Ala Asn Ser Leu Leu Arg 
385 390 395 400 

Glu Val Gly Phe lie Gly Thr Leu Ala Glu Thr Leu Leu Phe Leu Pro 
405 410 415 

Leu Pro Gin Leu Pro Cys Tyr Lys Glu Thr Ser His Leu Ala Lys Lys 
420 425 430 

Glu Gly val Arg lie Leu Arg Leu Ala Lys Thr Gly Val Gly Leu Ser 
435 " 440 445 

Asp Thr Val Pro Val Asp Val Ser Val Thr Glu Arg His Glu Tyr Glu 
450 455 460 

lie Ser Arg Tyr Leu Asp Thr Leu Tyr Ser Gly Asp Pro Cys Tyr Asn 
465 ~ 470 475 480 

Gly Ala Val Arg Leu Cys Arg Leu Leu Gly Ser Ser lie Pro lie Ala 
485 490 495 


Leu Tyr Tyr Asn Thr lie Ser Gly Asn Ala Phe Glu Pro Tyr Phe Ala 
500 505 510 


Gly Arg Arg Tyr lie Ala Tyr Leu Gly Ala Leu Phe Phe Gly Arg Val 
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515 520 525 


His Gin Thr Pro Phe Gly Asp Gly Lys Lys Thr Gin Arg 
530 535 ' 540 


<210> 61 

<211> 258 

<212> PRT 

<213> Varicella zoster 

<400> 61 

Met Ser Ala Ser Arg lie Arg Ala Lys Cys Phe Arg Leu Gly Gin Arg 
1 5 10 15 

Cys His Thr Arg Phe Tyr Asp Val Leu Lys Lys Asp lie Asp Asn val 
20 25 30 

Arg Arg Gly Phe Ala Asp Ala Phe Asn Pro Arg Leu Ala Lys Leu Leu 
35 40 " 45 

Ser Pro Leu Ser His Val Asp Val Gin Arg Ala Val Arg lie Ser Met 
50 55 " 60 

Ser Phe Glu val Asn Leu Gly Arg Arg Arg Pro Asp Cys val Cys lie 
65 70 75 " 80 

lie Gin Thr Glu Ser Ser Gly Ala Gly Lys Thr Val Cys Phe lie Val 
85 90 95 

Glu Leu Lys Ser Cys Arg Phe Ser Ala Asn lie His Thr Pro Thr Lys 
100 105 110 

Tyr His Gin Phe Cys Glu Gly Met Arg Gin Leu Arg Asp Thr Met Ala 
115 120 125 

Leu lie Lys Glu Thr Thr Pro Thr Gly Ser Asp Glu lie Met val Thr 
130 135 140 

Pro Leu Leu val Phe val Ser Gin Arg Gly Leu Asn Leu Leu Gin val 
145 150 155 160 

Thr Arg Leu Pro Pro Lys Val lie His Gly Asn Leu val Met Leu Ala 
165 170 175 

Ser His Leu Glu Asn Val Ala Glu Tyr Thr Pro Pro lie Arg Ser Val 
180 185 190 

Arg Glu Arg Arg Arg Leu Cys Lys Lys Lys lie His Val Cys Ser Leu 
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200 205 


Ala Lys Lys Arg Ala Lys Ser Cys His Arg Ser Ala Leu Thr Lys Phe 
210 215 220 


Glu Glu Asn Ala Ala Cys Gly val Asp Leu Pro Leu Arg Arg Pro Ser 
225 230 235 240 


Leu Gly Ala Cys Gly Gly lie Leu Gin Ser lie Thr Gly Met Phe Ser 
245 250 255 


His Gly 


<210> 62 

<211> 579 

<212> PRT 

<213> Varicella zoster 

<400> 62 

Met Thr Ala Arg Tyr Gly Phe Gly Ser lie Ser Phe Pro Asn Lys Cys 
1 5 10 15 

Gly lie Phe Leu Ser Thr Thr Lys Asn Phe lie Ala Pro Asn Phe Pro 
20 25 30 

lie His Tyr Trp Thr Ala Pro Ala Phe Glu Leu Arg Gly Arg Met Asn 
35 40 45 

Pro Asp Leu Glu Lys Asn Thr Leu Thr Leu Lys Asn Ala Ala Ala val 
50 55 60 

Ala Ala Leu Asp Asn Leu Arg Gly Glu Thr lie Thr Leu Pro Thr Glu 
65 70 75 80 

lie Asp Arg Arg Leu Lys Pro Leu Glu Glu Gin Leu Thr Arg Met Ala 
85 90 95 

Lys Val Leu Asp Ser Leu Glu Thr Ala Ala Ala Glu Ala Glu Glu Ala 
100 105 110 

Asp Ala Gin Ser Glu Glu Cys Thr Arg Thr Glu lie lie Arg Asn Glu 
115 120 125 

Ser lie His Pro Glu val Gin lie Ala Lys Asn Asp Ala Pro Leu Gin 
130 135 140 

Tyr Asp Thr Asn Phe Gin Val Asp Phe lie Thr Leu Val Tyr Leu Gly 
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145 150 155 160 


Arg Ala Arg Gly Asn Asn Ser Pro Gly lie Val Phe Gly Pro Trp Tyr 
165 170 175 


Arg Thr Leu Gin Glu Arg Leu Val Leu Asp Arg Pro Val Ala Ala Arg 
180 ~ 185 190 

Gly Val Asp Cys Lys Asp Gly Arg lie Ser Arg Thr Phe Met Asn Thr 
195 200 205 


Thr Val Thr Cys Leu Gin Ser Ala Gly Arg Met Tyr Val Gly Asp Arg 
210 215 ~ 220 


Ala Tyr Ser Ala Phe Glu Cys Ala val Leu Cys Leu Tyr Leu Met Tyr 
225 230 235 240 


Arg Thr Ser Asn Ser Val His Glu Pro Gin Val Ser Ser Phe Gly Asn 
245 250 255 


Leu lie Glu His Leu Pro Glu Tyr Thr Glu Thr Phe val Asn Tyr Met 
260 265 270 


Thr Thr His Glu Asn Lys Asn Ser Tyr Gin Phe Cys Tyr Asp Arg Leu 
275 280 285 

Pro Arg Asp Gin Phe His Ala Arg Gly Gly Arg Tyr Asp Gin Gly Ala 
290 295 300 


Leu Thr Ser His Ser Val Met Asp Ala Leu lie Arg Leu Gin val Leu 
305 310 315 320 


Pro Pro Ala Pro Gly Gin Phe Asn Pro Gly Val Asn Asp lie lie Asp 

325 330 335 


Arg Asn His Thr Ala Tyr Val Asp Lys lie Gin Gin Ala Ala Ala Ala 
340 345 350 


Tyr Leu Glu Arg Ala Gin Asn val Phe Leu Met Glu Asp Gin Thr Leu 

355 360 365 

Leu Arg Leu Thr lie Asp Thr lie Thr Ala Leu Leu Leu Leu Arg Arg 

370 375 380 


Leu Leu Trp Asn Gly Asn val Tyr Gly Asp Lys Leu Lys Asn Asn Phe 
385 390 395 400 
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Gin Leu Gly Leu lie Val Ser Glu Ala Thr Gly Thr Pro Thr Asn Asn 
405 410 415 


val lie Leu Arg Gly Ala Thr Gly Phe Asp Gly Lys Phe Lys Ser Gly 
420 425 430 

Asn Asn Asn Phe Gin Phe Leu Cys Glu Arg Tyr lie Ala Pro Leu Tyr 
435 440 445 

Thr Leu Asn Arg Thr Thr Glu Leu Thr Glu Met Phe Pro Gly Leu val 
450 455 460 

Ala Leu Cys Leu Asp Ala His Thr Gin Leu Ser Arg Gly Ser Leu Gly 
465 470 475 480 

Arg Thr val lie Asp lie Ser Ser Gly Gin Tyr Gin Asp Arg Leu lie 
485 490 495 

Ser Leu lie Ala Leu Glu Leu Glu His Arg Arg Gin Asn Val Thr Ser 
500 505 ~ 510 

Leu Pro lie Ala Ala val val Ser lie His Asp Ser val Met Leu Gin 
515 520 525 

Tyr Glu Arg Gly Leu Gly Met Leu Met His Gin Pro Arg Val Arg Ala 
530 ' 535 540 

Ala Leu Glu Glu Ser Arg Arg Leu Ala Gin Phe Asn val Asn Ser Asp 
545 550 555 560 

Tyr Asp Leu Leu Tyr Phe Val Cys Leu Gly val lie Pro Gin Phe Ala 
565 ' 570 575 

Ser Thr Pro 


<210> 63 
<211> 605 
<212> PRT 

<213> Varicella zoster 
<400> 63 

Met Ala Ala Glu Ala Asp Glu Glu Asn Cys Glu Ala Leu Tyr val Ala 
15 10 15 


Gly Tyr Leu Ala Leu Tyr Ser Lys Asp Glu Gly Glu Leu Asn lie Thr 
20 25 30 
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Pro Glu lie Val Arg Ser Ala Leu Pro Pro Thr Ser Lys lie Pro lie 
35 ~ 40 45 

Asn lie Asp His Arg Lys Asp Cys val val Gly Glu val lie Ala lie 
50 55 60 

lie Glu Asp lie Arg Gly Pro Phe Phe Leu Gly lie val Arg Cys Pro 
65 70 75 80 

Gin Leu His Ala Val Leu Phe Glu Ala Ala His Ser Asn Phe Phe Gly 
85 90 95 

Asn Arg Asp Ser val Leu Ser Pro Leu Glu Arg Ala Leu Tyr Leu val 
100 105 110 

Thr Asn Tyr Leu Pro Ser val Ser Leu Ser Ser Lys Arg Leu Ser Pro 
115 120 125 

Asn Glu lie Pro Asp Gly Asn Phe Phe Thr His val Ala Leu Cys val 
130 135 140 

Val Gly Arg Arg Val Gly Thr val val Asn Tyr Asp Cys Thr Pro Glu 
145 ~ 150 155 160 

Ser Ser lie Glu Pro Phe Arg val Leu Ser Met Glu Ser Lys Ala Arg 
165 170 175 

Leu Leu Ser Leu Val Lys Asp Tyr Ala Gly Leu Asn Lys val Trp Lys 
180 185 190 


Val Ser Glu Asp Lys Leu Ala Lys val Leu Leu Ser Thr Ala val Asn 
195 200 205 

Asn Met Leu Leu Arg Asp Arg Trp Asp Val Val Ala Lys Arg Arg Arg 
210 215 220 

Glu Ala Gly lie Met Gly His Val Tyr Leu Gin Ala Ser Thr Gly Tyr 
225 230 235 240 

Gly Leu Ala Arg lie Thr Asn Val Asn Gly Val Glu Ser Lys Leu Pro 
245 250 255 

Asn Ala Gly Val lie Asn Ala Thr Phe His Pro Gly Gly Pro lie Tyr 
260 265 270 


Asp Leu Ala Leu Gly val Gly Glu Ser Asn Glu Asp Cys Glu Lys Thr 
275 280 285 
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val Pro His Leu Lys val Thr Gin Leu Cys Arg Asn Asp Ser Asp Met 
290 295 300 

Ala Ser Val Ala Gly Asn Ala Ser Asn lie Ser Pro Gin Pro Pro Ser 
305 310 315 320 

Gly Val Pro Thr Gly Gly Glu Phe Val Leu lie Pro Thr Ala Tyr Tyr 

325 330 335 

Ser Gin Leu Leu Thr Gly Gin Thr Lys Asn Pro Gin Val Ser lie Gly 
340 345 350 

Ala Pro Asn Asn Gly Gin Tyr lie Val Gly Pro Tyr Gly Ser Pro His 
355 360 365 

Pro Pro Ala Phe Pro Pro Asn Thr Gly Gly Tyr Gly Cys Pro Pro Gly 
370 375 ' 380 

His Phe Gly Gly Pro Tyr Gly Phe Pro Gly Tyr Pro Pro Pro Asn Arg 
385 390 395 400 

Leu Glu Met Gin Met Ser Ala Phe Met Asn Ala Leu Ala Ala Glu Arg 
405 410 415 

Gly lie Asp Leu Gin Thr Pro Cys Val Asn Phe Pro Asp Lys Thr Asp 
420 425 430 

val Arg Arg Pro Gly Lys Arg Asp Phe Lys Ser Met Asp Gin Arg Glu 
435 440 445 

Leu Asp Ser Phe Tyr Ser Gly Glu Ser Gin Met Asp Gly Glu Phe Pro 
450 455 460 

Ser Asn lie Tyr Phe Pro Gly Glu Pro Thr Tyr lie Thr His Arg Arg 
465 470 475 480 

Arg Arg Val Ser Pro Ser Tyr Trp Gin Arg Arg His Arg Val Ser Asn 
485 490 " 495 


Gly Gin His Glu Glu Leu Ala Gly val val Ala Lys Leu Gin Gin Glu 
500 505 510 

Val Thr Glu Leu Lys Ser Gin Asn Gly Thr Gin Met Pro Leu Ser His 
515 520 525 

His Thr Asn lie Pro Glu Gly Thr Arg Asp Pro Arg lie Ser lie Leu 
530 535 ' 540 
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Leu Lys Gin Leu Gin Ser val Ser Gly Leu Cys Ser Ser Gin Asn Thr 
545 550 555 560 

Thr Ser Thr Pro His Thr Asp Thr Val Gly Gin Asp Val Asn Ala Val 
565 570 575 

Glu Ala Ser Ser Lys Ala Pro Leu lie Gin Gly Ser Thr Ala Asp Asp 
580 585 590 

Ala Asp Met Phe Ala Asn Gin Met Met val Gly Arg Cys 
595 600 " 605 

<210> 64 

<211> 1194 

<212> PRT 

<213> Varicella zoster 

<400> 64 

Met Ala lie Arg Thr Gly Phe Cys Asn Pro Phe Leu Thr Gin Ala Ser 
1 5 10 15 

Gly lie Lys Tyr Asn Pro Arg Thr Gly Arg Gly Ser Asn Arg Glu Phe 
20 25 30 

Leu His Ser Tyr Lys Thr Thr Met Ser Ser Phe Gin Phe Leu Ala Pro 
35 40 45 

Lys Cys Leu Asp Glu Asp val Pro Met Glu Glu Arg Lys Gly val His 
50 55 60 

Val Gly Thr Leu Ser Arg Pro Pro Lys val Tyr Cys Asn Gly Lys Glu 
65 70 75 80 

Val Pro lie Leu Asp Phe Arg Cys Ser Ser Pro Trp Pro Arg Arg Val 
85 90 95 


Asn lie Trp Gly Glu lie Asp Phe Arg Gly Asp Lys Phe Asp Pro Arg 
100 105 110 


Phe Asn Thr Phe His Val Tyr Asp lie Val Glu Thr Thr Glu Ala Ala 
115 120 125 

Ser Asn Gly Asp Val Ser Arg Phe Ala Thr Ala Thr Arg Pro Leu Gly 
130 135 140 

Thr Val lie Thr Leu Leu Gly Met Ser Arg Cys Gly Lys Arg val Ala 

145 150 155 160 
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Val His Val Tyr Gly lie Cys Gin Tyr Phe Tyr lie Asn Lys Ala Glu 
165 170 175 

val Asp Thr Ala Cys Gly lie Arg Ser Gly Ser Glu Leu Ser val Leu 
180 185 190 

Leu Ala Glu Cys Leu Arg Ser Ser Met lie Thr Gin Asn Asp Ala Thr 
195 200 205 

Leu Asn Gly Asp Lys Asn Ala Phe His Gly Thr Ser Phe Lys Ser Ala 
210 ' 215 220 

Ser Pro Glu Ser Phe Arg Val Glu Val lie Glu Arg Thr Asp Val Tyr 
225 230 235 240 

Tyr Tyr Asp Thr Gin Pro Cys Ala Phe Tyr Arg Val Tyr Ser Pro Ser 
245 250 255 

Ser Lys Phe Thr Asn Tyr Leu Cys Asp Asn Phe His Pro Glu Leu Lys 
260 265 270 

Lys Tyr Glu Gly Arg Val Asp Ala Thr Thr Arg Phe Leu Met Asp Asn 
275 280 ' 285 

Pro Gly Phe Val Ser Phe Gly Trp Tyr Gin Leu Lys Pro Gly Val Asp 
290 295 300 

Gly Glu Arg Val Arg Val Arg Pro Ala Ser Arg Gin Leu Thr Leu Ser 
305 310 315 320 

Asp Val Glu lie Asp Cys Met Ser Asp Asn Leu Gin Ala lie Pro Asn 
325 330 335 

Asp Asp Ser Trp Pro Asp Tyr Lys Leu Leu Cys Phe Asp lie Glu Cys 
340 345 350 

Lys Ser Gly Gly Ser Asn Glu Leu Ala Phe Pro Asp Ala Thr His Leu 
355 360 365 

Glu Asp Leu val lie Gin lie Ser Cys Leu Leu Tyr Ser lie Pro Arg 

370 375 ' 380 


Gin Ser Leu Glu His lie Leu Leu Phe Ser Leu Gly Ser Cys Asp Leu 
385 390 395 400 


Pro Gin Arg Tyr Val Gin Glu Met Lys Asp Ala Gly Leu Pro Glu Pro 
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405 410 415 


Thr val Leu Glu Phe Asp Ser Glu Phe Glu Leu Leu lie Ala Phe Met 
420 425 430 


Thr Leu Val Lys Gin Tyr Ala Pro Glu Phe Ala Thr Gly Tyr Asn lie 
435 440 445 


Val Asn Phe Asp Trp Ala Phe lie Met Glu Lys Leu Asn Ser lie Tyr 
450 455 460 


Ser Leu Lys Leu Asp Gly Tyr Gly Ser lie Asn Arg Gly Gly Leu Phe 
465 470 475 480 


Lys lie Trp Asp Val Gly Lys Ser Gly Phe Gin Arg Arg Ser Lys Val 
485 490 495 


Lys lie Asn Gly Leu lie Ser Leu Asp Met Tyr Ala lie Ala Thr Glu 
500 505 510 


Lys Leu Lys Leu Ser Ser Tyr Lys Leu Asp Ser Val Ala Arg Glu Ala 
515 520 525 


Leu Asn Glu Ser Lys Arg Asp Leu Pro Tyr Lys Asp lie Pro Gly Tyr 
530 535 540 


Tyr Ala Ser Gly Pro Asn Thr Arg Gly lie lie Gly Glu Tyr Cys lie 
545 550 555 560 


Gin Asp Ser Ala Leu val Gly Lys Leu Phe Phe Lys Tyr Leu Pro His 
565 570 " 575 


Leu Glu Leu Ser Ala Val Ala Arg Leu Ala Arg lie Thr Leu Thr Lys 
580 585 590 


Ala lie Tyr Asp Gly Gin Gin Val Arg lie Tyr Thr Cys Leu Leu Gly 
595 600 605 


Leu Ala Ser Ser Arg Gly Phe lie Leu Pro Asp Gly Gly Tyr Pro Ala 
610 615 620 


Thr Phe Glu Tyr Lys Asp Val lie Pro Asp Val Gly Asp val Glu Glu 
625 630 635 640 


Glu Met Asp Glu Asp Glu Ser val Ser Pro Thr Gly Thr Ser Ser Gly 
645 650 655 
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Arg Asn Val Gly Tyr Lys Gly Ala Arg Val Phe Asp Pro Asp Thr Gly 
660 665 670 

Phe Tyr lie Asp Pro val Val Val Leu Asp Phe Ala Ser Leu Tyr Pro 
675 680 685 

Ser lie lie Gin Ala His Asn Leu Cys Phe Thr Thr Leu Thr Leu Asn 
690 695 ' 700 

Phe Glu Thr Val Lys Arg Leu Asn Pro Ser Asp Tyr Ala Thr Phe Thr 
705 710 715 720 

Val Gly Gly Lys Arg Leu Phe Phe val Arg Ser Asn val Arg Glu Ser 
725 730 735 

Leu Leu Gly val Leu Leu Lys Asp Trp Leu Ala Met Arg Lys Ala lie 
740 745 750 

Arg Ala Arg lie Pro Gly Ser Ser Ser Asp Glu Ala Val Leu Leu Asp 
755 760 765 

Lys Gin Gin Ala Ala lie Lys val val Cys Asn Ser val Tyr Gly Phe 
770 775 780 

Thr Gly Val Ala Gin Gly Phe Leu Pro Cys Leu Tyr val Ala Ala Thr 
785 790 795 800 

val Thr Thr lie Gly Arg Gin Met Leu Leu Ser Thr Arg Asp Tyr lie 
805 810 815 


His Asn Asn Trp Ala Ala Phe Glu Arg Phe lie Thr Ala Phe Pro Asp 
820 825 830 

lie Glu Ser Ser val Leu Ser Gin Lys Ala Tyr Glu val Lys val lie 
835 840 845 

Tyr Gly Asp Thr Asp Ser Val Phe lie Arg Phe Lys Gly Val Ser Val 
850 855 860 

Glu Gly lie Ala Lys lie Gly Glu Lys Met Ala His lie lie Ser Thr 
865 870 875 880 

Ala Leu Phe Cys Pro Pro lie Lys Leu Glu Cys Glu Lys Thr Phe lie 
885 890 895 


Lys Leu Leu Leu lie Thr Lys Lys Lys Tyr lie Gly val lie Tyr Gly 
900 905 910 
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Gly Lys val Leu Met Lys Gly val Asp Leu val Arg Lys Asn Asn Cys 
915 920 925 

Gin Phe lie Asn Asp Tyr Ala Arg Lys Leu Val Glu Leu Leu Leu Tyr 
930 935 " 940 

Asp Asp Thr Val Ser Arg Ala Ala Ala Glu Ala Ser Cys Val Ser lie 
945 950 955 960 

Ala Glu Trp Asn Arg Arg Ala Met Pro Ser Gly Met Ala Gly Phe Gly 
965 970 975 

Arg lie lie Ala Asp Ala His Arg Gin lie Thr Ser Pro Lys Leu Asp 
980 985 990 

lie Asn Lys Phe Val Met Thr Ala Glu Leu Ser Arg Pro Pro Ser Ala 
995 1000 1005 

Tyr lie Asn Arg Arg Leu Ala His Leu Thr Val Tyr Tyr Lys Leu 
1010 ' 1015 1020 

Val Met Arg Gin Gly Gin lie Pro Asn Val Arg Glu Arg lie Pro 
1025 ~ 1030 1035 

Tyr Val lie Val Ala Pro Thr Asp Glu Val Glu Ala Asp Ala Lys 
1040 1045 1050 

Ser val Ala Leu Leu Arg Gly Asp Pro Leu Gin Asn Thr Ala Gly 
1055 1060 1065 

Lys Arg Cys Gly Glu Ala Lys Arg Lys Leu lie lie Ser Asp Leu 
1070 1075 ' 1080 

Ala Glu Asp Pro lie His val Thr Ser His Gly Leu Ser Leu Asn 
1085 1090 1095 

lie Asp Tyr Tyr Phe Ser His Leu lie Gly Thr Ala Ser Val Thr 
1100 1105 1110 

Phe Lys Ala Leu Phe Gly Asn Asp Thr Lys Leu Thr Glu Arg Leu 
1115 1120 1125 

Leu Lys Arg Phe lie Pro Glu Thr Arg Val Val Asn Val Lys Met 
1130 ' 1135 1140 

Leu Asn Arg Leu Gin Ala Ala Gly Phe Val Cys lie His Ala Pro 
1145 1150 1155 
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Cys Trp Asp Asn Lys Met Asn Thr Glu Ala Glu lie Thr Glu Glu 
1160 1165 1170 

Glu Gin Ser His Gin lie Met Arg Arg Val Phe Cys lie Pro Lys 
1175 1180 1185 

Ala lie Leu His Gin Ser 
1190 

<210> 65 
<211> 156 
<212> PRT 

<213> Varicella zoster 
<400> 65 

Met Tyr Glu Ser Glu Asn Ala Ser Glu His His Pro Glu Leu Glu Asp 
15 10 15 

Val Phe Ser Glu Asn Thr Gly Asp Ser Asn Pro Ser Met Gly Ser Ser 
20 25 30 

Asp Ser Thr Arg Ser lie Ser Gly Met Arg Ala Arg Asp Leu lie Thr 
35 40 45 

Asp Thr Asp Val Asn Leu Leu Asn lie Asp Ala Leu Glu Ser Lys Tyr 
50 55 60 

Phe Pro Ala Asp Ser Thr Phe Thr Leu Ser Val Trp Phe Glu Asn Leu 
65 70 75 80 

lie Pro Pro Glu lie Glu Ala lie Leu Pro Thr Thr Asp Ala Gin Leu 
85 90 95 

Asn Tyr lie Ser Phe Thr Ser Arg Leu Ala Ser Val Leu Lys His Lys 
100 105 110 


Glu Ser Asn Asp Ser Glu Lys Ser Ala Tyr Val Val Pro Cys Glu His 
115 120 125 


Ser Ala Ser Val Thr Arg Arg Arg Glu Arg Phe Ala Gly Val Met Ala 

130 135 ~ 140 

Lys Phe Leu Asp Leu His Glu lie Leu Lys Asp Ala 

145 150 155 


<210> 66 
<211> 269 
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<212> PRT 

<213> Varicella zoster 
<400> 66 

Met Ser Arg Arg Thr Tyr Val Arg Ser Glu Arg Arg Arg Gly Cys Gly 
1 5 10 " 15 

Asp Asn Leu Leu Gin Arg lie Arg Leu Val Val Pro Ser Ala Leu Gin 
20 25 30 

Cys Cys Asp Gly Asp Leu Pro lie Phe Asp Pro Gin Arg Pro Pro Ala 
35 40 45 

Arg Cys Val Phe Gin Phe Asn Gly Glu Asp Asn val Ser Glu Ala Phe 
50 55 60 

Pro Val Glu Tyr lie Met Arg Leu Met Ala Asn Trp Ala Gin Val Asp 
65 70 " 75 80 

Cys Asp Pro Tyr lie Lys lie Gin Asn Thr Gly Val Ser Val Leu Phe 
85 90 95 

Gin Gly Phe Phe Phe Arg Pro Thr Asn Ala Pro Val Ala Glu Val Ser 
100 105 110 

lie Asp Ser Asn Asn val lie Leu Ser Ser Thr Leu Ser Thr Gly lie 
115 120 125 

Asn Leu Ser Ala Leu Glu Ser lie Lys Arg Gly Gly Gly lie Asp Arg 
130 135 ' 140 

Arg Pro Leu Gin Ala Leu Met Trp Val Asn Cys Phe Val Arg Met Pro 
145 150 155 " 160 

Tyr Val Gin Leu Ser Phe Arg Phe Met Gly Pro Glu Asp Pro Ser Arg 
165 " 170 175 


Thr lie Lys Leu Met Ala Arg Ala Thr Asp Ala Tyr Met Tyr Lys Glu 
180 185 190 


Thr Gly Asn Asn Leu Asp Glu Tyr lie Arg Trp Arg Pro Ser Phe Arg 

195 200 205 

Ser Pro Pro Glu Asn Gly Ser Pro Asn Thr Ser Val Gin Met Gin Ser 

210 215 220 

Asp lie Lys Pro Ala Leu Pro Asp Thr Gin Thr Thr Arg Val Trp Lys 

225 230 235 240 
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Leu Ala Leu Pro Val Ala Asn Val Thr Tyr Ala Leu Phe lie Val lie 
245 250 255 

Val Leu Val Val Val Leu Gly Ala Val Leu Phe Trp Lys 
260 265 

<210> 67 
<211> 235 
<212> PRT 

<213> Varicella zoster 
<400> 67 

Met Thr Gin Pro Ala Ser Ser Arg Val Val Phe Asp Pro Ser Asn Pro 
1 5 10 15 

Thr Thr Phe Ser Val Gl u Ala lie Ala Ala Tyr Thr Pro Val Ala Leu 

20 25 30 

lie Arg Leu Leu Asn Ala Ser Gly Pro Leu Gin Pro Gly His Arg val 
35 40 45 

Asp lie Ala Asp Ala Arg Ser lie Tyr Thr val Gly Ala Ala Ala Ser 
50 ' 55 60 

Ala Ala Arg Ala Arg Ala Asn His Asn Ala Asn Thr lie Arg Arg Thr 
65 70 75 80 

Ala Met Phe Ala Glu Thr Asp Pro Met Thr Trp Leu Arg Pro Thr Val 
85 90 95 

Gly Leu Lys Arg Thr Phe Asn Pro Arg lie lie Arg Pro Gin Pro Pro 
100 105 110 

Asn Pro Ser Met Ser Leu Gly lie Ser Gly Pro Thr lie Leu Pro Gin 
115 120 125 


Lys Thr Gin Ser Ala Asp Gin Ser Ala Leu Gin Gin Pro Ala Ala Leu 
130 135 140 


Ala Phe Ser Gly Ser Ser Pro Gin His Pro Pro Pro Gin Thr Thr Ser 
145 150 155 160 

Ala Ser Val Gly Gin Gin Gin His Val Val Ser Gly Ser Ser Gly Gin 
165 170 175 

Gin Pro Gin Gin Gly Ala Gin Ser Ser Thr Val Gin Pro Thr Thr Gly 
180 185 190 
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Ser Pro Pro Ala Ala Gin Gly Val Pro Gin Ser Thr Pro Pro Pro Thr 
195 200 205 

Gin Asn Thr Pro Gin Gly Gly Lys Gly Gin Thr Leu Ser His Thr Gly 
210 215 220 

Gin Ser Gly Asn Ala Ser Arg Ser Arg Arg Val 
225 230 235 

<210> 68 
<211> 483 
<212> PRT 

<213> Varicella zoster 
<400> 68 

Met Gly Ser Gin Pro Thr Asn Ser His Phe Thr Leu Asn Glu Gin Thr 
15 10 15 

Leu Cys Gly Thr Asn lie Ser Leu Leu Gly Asn Asn Arg Phe lie Gin 
20 25 30 

lie Gly Asn Gly Leu His Met Thr Tyr Ala Pro Gly Phe Phe Gly Asn 
35 40 45 

Trp Ser Arg Asp Leu Thr lie Gly Pro Arg Phe Gly Gly Leu Asn Lys 
50 55 60 

Gin Pro lie His val Pro Pro Lys Arg Thr Glu Thr Ala Ser lie Gin 
65 70 ' 75 80 

Val Thr Pro Arg Ser lie Val lie Asn Arg Met Asn Asn lie Gin lie 
85 90 95 

Asn Pro Thr Ser lie Gly Asn Pro Gin Val Thr lie Arg Leu Pro Leu 
100 105 110 


Asn Asn Phe Lys Ser Thr Thr Gin Leu lie Gin Gin Val Ser Leu Thr 
115 120 125 


Asp Phe Phe Arg Pro Asp lie Glu His Ala Gly Ser lie val Leu lie 
130 135 140 

Leu Arg His Pro Ser Asp Met lie Gly Glu Ala Asn Thr Leu Thr Gin 
145 150 155 160 

Ala Gly Arg Asp Pro Asp val Leu Leu Glu Gly Leu Arg Asn Leu Phe 
165 170 175 
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Asn Ala Cys Thr Ala Pro Trp Thr Val Gly Glu Gly Gly Gly Leu Arg 
180 185 190 

Ala Tyr Val Thr Ser Leu Ser Phe lie Ala Ala Cys Arg Ala Glu Glu 
195 200 205 

Tyr Thr Asp Lys Gin Ala Ala Asp Ala Asn Arg Thr Ala lie Val Ser 
210 215 220 

Ala Tyr Gly Cys Ser Arg Met Glu Thr Arg Leu lie Arg Phe Ser Glu 
225 ' 230 235 240 

Cys Leu Arg Ala Met val Gin Cys His val Phe Pro His Arg Phe lie 
245 250 255 

Ser Phe Phe Gly Ser Leu Leu Glu Tyr Thr lie Gin Asp Asn Leu Cys 
260 265 270 

Asn lie Thr Ala Val Ala Lys Gly Pro Gin Glu Ala Ala Arg Thr Asp 
275 280 285 

Lys Thr Ser Thr Arg Arg Val Thr Ala Asn lie Pro Ala Cys Val Phe 
290 ~ 295 300 

Trp Asp Val Asp Lys Asp Leu His Leu Ser Ala Asp Gly Leu Lys His 
305 310 315 ' 320 

Val Phe Leu Val Phe Val Tyr Thr Gin Arg Arg Gin Arg Glu Gly Val 

325 330 ' 335 

Arg Leu His Leu Ala Leu Ser Gin Leu Asn Glu Gin Cys Phe Gly Arg 
340 345 350 

Gly lie Gly Phe Leu Leu Gly Arg lie Arg Ala Glu Asn Ala Ala Trp 

355 360 365 

Gly Thr Glu Gly Val Ala Asn Thr His Gin Pro Tyr Asn Thr Arg Ala 
370 375 380 

Leu Pro Leu val Gin Leu Ser Asn Asp Pro Thr Ser Pro Arg Cys Ser 
385 390 395 400 


lie Gly Glu lie Thr Gly Val Asn Trp Asn Leu Ala Arg Gin Arg Leu 
405 410 ' 415 


Tyr Gin Trp Thr Gly Asp Phe Arg Gly Leu Pro Thr Gin Leu Ser Cys 
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420 425 430 


Met Tyr Ala Ala Tyr Thr Leu lie Gly Thr lie Pro Ser Glu Ser Val 
435 440 445 


Arg Tyr Thr Arg Arg Met Glu Arg Phe Gly Gly Tyr Asn Val Pro Thr 
450 ' 455 460 


lie Trp Leu Glu Gly Val Val Trp Gly Gly Thr Asn Thr Trp Asn Glu 
465 470 475 480 


Cys Tyr Tyr 


<210> 69 

<211> 775 

<212> PRT 

<213> Varicella zoster 

<400> 69 

Met Glu Phe Lys Arg lie Phe Asn Thr val His Asp lie lie Asn Arg 
1 5 10 15 

Leu Cys Gin His Gly Tyr Lys Glu Tyr lie lie Pro Pro Glu Ser Thr 
20 25 30 

Thr Pro Val Glu Leu Met Glu Tyr lie Ser Thr lie Val Ser Lys Leu 
35 40 45 

Lys Ala val Thr Arg Gin Asp Glu Arg Val Tyr Arg Cys Cys Gly Glu 
50 55 " 60 

Leu lie His Cys Arg lie Asn Leu Arg Ser val Ser Met Glu Thr Trp 
65 70 75 80 

Leu Thr Ser Pro lie Leu Cys Leu Thr Pro Arg Val Arg Gin Ala lie 
85 90 95 

Glu Gly Arg Arg Asp Glu lie Arg Arg Ala lie Leu Glu Pro Phe Leu 
100 105 110 

Lys Asp Gin Tyr Pro Ala Leu Ala Thr Leu Gly Leu Gin Ser Ala Leu 
115 120 125 

Lys Tyr Glu Asp Phe Tyr Leu Thr Lys Leu Glu Glu Gly Lys Leu Glu 
130 135 140 

Ser Leu Cys Gin Phe Phe Leu Arg Leu Ala Ala Thr Val Thr Thr Glu 
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145 150 155 160 


lie val Asn Leu Pro Lys lie Ala Thr Leu lie Pro Gly lie Asn Asp 
165 170 175 


Gly Tyr Thr Trp Thr Asp Val Cys Arg Val Phe Phe Thr Ala Leu Ala 
180 185 190 


Cys Gin Lys lie Val Pro Ala Thr Pro Val Met Met Phe Leu Gly Arg 
195 200 205 


Glu Thr Gly Ala Thr Ala Ser Cys Tyr Leu Met Asp Pro Glu Ser lie 
210 215 220 


Thr Val Gly Arg Ala Val Arg Ala lie Thr Gly Asp Val Gly Thr Val 
225 230 ~ 235 240 


Leu Gin Ser Arg Gly Gly val Gly lie Ser Leu Gin Ser Leu Asn Leu 
245 250 255 


lie Pro Thr Glu Asn Gin Thr Lys Gly Leu Leu Ala Val Leu Lys Leu 
260 265 270 


Leu Asp Cys Met val Met Ala lie Asn Ser Asp Cys Glu Arg Pro Thr 
275 280 285 


Gly Val Cys val Tyr lie Glu Pro Trp His val Asp Leu Gin Thr val 
290 295 300 


Leu Ala Thr Arg Gly Met Leu val Arg Asp Glu lie Phe Arg Cys Asp 
305 310 315 320 


Asn lie Phe Cys Cys Leu Trp Thr Pro Asp Leu Phe Phe Glu Arg Tyr 

325 330 335 


Leu Ser Tyr Leu Lys Gly Ala Ser Asn val Gin Trp Thr Leu Phe Asp 
340 345 350 


Asn Arg Ala Asp lie Leu Arg Thr Leu His Gly Glu Ala Phe Thr Ser 
355 360 365 


Thr Tyr Leu Arg Leu Glu Arg Glu Gly Leu Gly val Ser Ser val Pro 

370 ' 375 ' 380 


lie Gin Asp lie Ala Phe Thr lie lie Arg Ser Ala Ala Val Thr Gly 
385 390 395 400 
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Ser Pro Phe Leu Met Phe Lys Asp Ala Cys Asn Arg Asn Tyr His Met 
405 410 415 

Asn Thr Gin Gly Asn Ala lie Thr Gly Ser Asn Leu Cys Thr Glu lie 
420 425 430 

val Gin Lys Ala Asp Ala His Gin His Gly Val Cys Asn Leu Ala Ser 
435 440 445 

lie Asn Leu Thr Thr Cys Leu Ser Lys Gly Pro val Ser Phe Asn Leu 
450 455 460 

Asn Asp Leu Gin Leu Thr Ala Arg Thr Thr Val lie Phe Leu Asn Gly 
465 470 475 480 

Val Leu Ala Ala Gly Asn Phe Pro Cys Lys Lys Ser Cys Lys Gly val 
485 490 495 

Lys Asn Asn Arg Ser Leu Gly lie Gly lie Gin Gly Leu His Thr Thr 
500 505 510 

Cys Leu Arg Leu Gly Phe Asp Leu Thr Ser Gin Pro Ala Arg Arg Leu 
515 520 525 

Asn Val Gin lie Ala Glu Leu Met Leu Tyr Glu Thr Met Lys Thr Ser 
530 535 540 

Met Glu Met Cys Lys lie Gly Gly Leu Ala Pro Phe Lys Gly Phe Thr 
545 550 555 560 


Glu Ser Lys Tyr Ala Lys Gly Trp Leu His Gin Asp Gly Phe Ser Thr 
565 "570 575 

lie Ser Tyr Leu Asp Leu Pro Trp Cys Thr Leu Arg Asp Asp lie Cys 
580 585 590 

Ala Tyr Gly Leu Tyr Asn Ser Gin Phe Leu Ala Leu Met Pro Thr Val 
595 600 605 

Ser Ser Ala Gin Val Thr Glu Cys Ser Glu Gly Phe Ser Pro lie Tyr 

610 615 620 

Asn Asn Met Phe Ser Lys Val Thr Thr Ser Gly Glu Leu Leu Arg Pro 
625 630 635 640 


Asn Leu Asp Leu Met Asp Glu Leu Arg Asp Met Tyr Ser Cys Glu Glu 
645 650 655 
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Lys Arg Leu Glu Val lie Asn lie Leu Glu Lys Asn Gin Trp Ser Val 
660 665 670 

lie Arg Ser Phe Gly Cys Leu Ser Asn Ser His Pro Leu Leu Lys Tyr 
675 680 685 

Lys Thr Ala Phe Glu Tyr Glu Gin Glu Asp Leu val Asp Met Cys Ala 
690 695 700 

Glu Arg Ala Pro Phe lie Asp Gin Ser Gin Ser Met Thr Leu Phe lie 
705 710 715 720 

Glu Glu Arg Pro Asp Gly Thr lie Pro Ala Ser Lys lie Met Asn Leu 
725 730 735 

Leu lie Arg Ala Tyr Lys Ala Gly Leu Lys Thr Gly Met Tyr Tyr Cys 
740 ^ 745 750 

Lys lie Arg Lys Ala Thr Asn Ser Gly Leu Phe Ala Gly Gly Glu Leu 
755 760 765 

Thr Cys Thr Ser Cys Ala Leu 
770 775 


<210> 70 
<211> 306 
<212> PRT 

<213> Varicella zoster 
<400> 70 

Met Asp Gin Lys Asp Cys Ser His Phe Phe Tyr Arg Pro Glu Cys Pro 
15 10 15 

Asp lie Asn Asn Leu Arg Ala Leu Ser lie Ser Asn Arg Trp Leu Glu 
20 25 30 

Ser Asp Phe lie lie Glu Asp Asp Tyr Gin Tyr Leu Asp Cys Leu Thr 
35 40 45 

Glu Asp Glu Leu lie Phe Tyr Arg Phe lie Phe Thr Phe Leu Ser Ala 
50 55 60 

Ala Asp Asp Leu Val Asn Val Asn Leu Gly Ser Leu Thr Gin Leu Phe 
65 70 75 80 


Ser Gin Lys Asp lie His His Tyr Tyr lie Glu Gin Glu Cys lie Glu 
85 90 95 
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Val Val His Ala Arg Val Tyr Ser Gin lie Gin Leu Met Leu Phe Arg 
100 " 105 110 

Gly Asp Glu Ser Leu Arg Val Gin Tyr Val Asn Val Thr lie Asn Asn 
115 " 120 125 

Pro Ser lie Gin Gin Lys Val Gin Trp Leu Glu Glu Lys Val Arg Asp 
130 135 140 

Asn Pro Ser Val Ala Glu Lys Tyr lie Leu Met lie Leu lie Glu Gly 
145 150 155 160 

lie Phe Phe Val Ser Ser Phe Ala Ala lie Ala Tyr Leu Arg Asn Asn 
165 170 175 

Gly Leu Phe val val Thr Cys Gin Phe Asn Asp Leu lie Ser Arg Asp 
180 185 190 

Glu Ala lie His Thr Ser Ala Ser Cys Cys lie Tyr Asn Asn Tyr Val 
195 200 ' 205 

Pro Glu Lys Pro Ala lie Thr Arg lie His Gin Leu Phe Ser Glu Ala 

210 215 ~ 220 

Val Glu lie Glu Cys Ala Phe Leu Lys Ser His Ala Pro Lys Thr Arg 
225 230 235 240 

Leu val Asn Val Asp Ala lie Thr Gin Tyr Val Lys Phe Ser Ala Asp 
245 250 255 

Arg Leu Leu Ser Ala lie Asn val Pro Lys Leu Phe Asn Thr Pro Pro 
260 265 270 

Pro Asp Ser Asp Phe Pro Leu Ala Phe Met lie Ala Asp Lys Asn Thr 
275 280 285 


Asn Phe Phe Glu Arg His Ser Thr Ser Tyr Ala Gly Thr Val lie Asn 
290 295 300 


Asp Leu 
305 


<210> 71 

<211> 408 

<212> PRT 

<213> Varicella zoster 


<400> 71 
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Met Asp Leu Arg Ser Arg Thr Asp Asp Ala Leu Asp Met Glu Leu His 
1 5 10 15 

Ala Gly Phe Asp Ala Pro Glu lie Ala Arg Ala Val Leu Thr Glu Lys 
20 25 30 

Thr Leu Thr Gly Leu lie Ser Ser lie Ser Pro Leu val Asn Arg Leu 
35 40 45 

Arg Asp Ser lie Leu lie Phe Ser Asp Glu Gly Leu lie lie His Cys 
50 55 60 

Ser Leu Glu Thr Glu Gin Leu Tyr lie Pro lie Pro Ala Asn Met Phe 
65 70 75 80 

Asp Gin Tyr Asn Trp Thr Gly Pro Arg Met Val Val Leu Ala Ala Thr 
85 90 95 

Glu Gly Arg Ser Ser Leu lie Asp Ala Phe Arg His Thr Lys Asp Pro 
100 105 110 

Ser Thr Pro Thr Arg Leu Tyr Phe Lys Phe Thr Gly Gin Pro Pro Glu 
115 120 125 

Arg Ser lie lie Gin Thr Met Val Trp Gin Arg Pro Gly Asp Cys Gly 
130 135 140 

Pro Asp Asp Gin Val Gin Cys Tyr Lys Gin Val Val Lys Arg Glu Leu 
145 150 ' 155 " 160 

Ala Cys Tyr Thr Met Met Phe Pro Asn Leu Thr Pro Asp lie Ser lie 
165 170 175 

Cys Leu Lys Arg Asp Gin Phe Thr Arg Leu Gin Arg Leu Leu Lys Thr 
180 185 190 


Phe Gly Phe Thr Thr Cys Phe lie Leu Thr Ala Thr Asp Met Tyr lie 
195 200 205 


Gin Thr Ala Gly Gly Gly Phe lie Ser Phe Asn val Ser Leu Asp lie 
210 215 220 

Asn Gly Ser Lys Pro Thr Pro Tyr Asn Leu lie Arg Ser lie Thr Asn 
225 230 235 240 

Ser Lys Arg lie Leu Asn Asn Val Val Tyr Gly Ser Gly Ser Met Arg 
245 250 255 
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Glu Phe Gly val Leu Leu Glu Thr His Ser Gly Phe Arg Ser Ala val 
260 265 270 

Gin Asn Leu Lys Leu Thr Arg Asp Glu Thr Cys Tyr lie Asn Phe Tyr 
275 280 285 

Leu Ala Leu Thr Asn Ser Pro Met Val Gly Leu Tyr lie Gin Arg Ser 
290 295 300 

Ala Pro val His Ser Phe Phe Tyr Ala Thr Phe Leu Ser Pro Lys Asp 
305 310 315 320 

Leu Lys Glu Lys Leu Thr Ser Met Gin Leu Phe Ala Asn Met Glu Ser 
325 330 335 

Val Lys Asp Glu Pro Pro Leu Lys Lys Arg Arg Asn Leu Leu Thr Lys 
340 345 ~ " 350 

Arg Asn Glu Lys Asn Thr Gly Asn Lys Met Gly Gly Lys Leu Pro Glu 
355 360 365 

Thr Thr Trp Gin Glu Gly lie Gly lie Arg Glu Tyr Cys Val Ala Pro 
370 375 380 

Pro Val Asp Pro Ala Gly Thr Leu Asp Tyr Ser Glu Leu Ser Arg Glu 
385 390 395 400 

Ser Asp Val lie Cys Thr Val Lys 
405 

<210> 72 
<211> 406 
<212> PRT 

<213> Varicella zoster 
<400> 72 

Met Ala val Asn Gly Glu Arg Ala Val His Asp Glu Asn Leu Gly val 
1 5 10 15 


Leu Asp Arg Glu Leu lie Arg Ala Gin Ser lie Gin Gly Cys val Gly 

20 J 25 30 

Asn Pro Gin Glu Cys Asn Ser Cys Ala lie Thr Ser Ala Ser Arg Leu 
35 40 45 

Phe Leu val Gly Leu Gin Ala Ser val lie Thr Ser Gly Leu lie Leu 
50 55 60 
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Gin Tyr His Val Cys Gl u Ala Ala Val Asn Ala Thr lie Met Gly Leu 
65 70 75 80 

lie Val Val Ser Gly Leu Trp Pro Thr Ser Val Lys Phe Leu Arg Thr 
85 90 95 

Leu Ala Lys Leu Gly Arg Cys Leu Gin Thr val val Val Leu Gly Phe 
100 105 110 

Ala Val Leu Trp Ala Val Gly Cys Pro lie Ser Arg Asp Leu Pro Phe 
115 120 125 

val Glu Leu Leu Gly lie Ser lie Ser Ala lie Thr Gly Thr val Ala 
130 135 140 

Ala Val His lie His Tyr Tyr Asn Phe Val Thr Thr Phe Asn Gly Pro 
145 150 155 160 

His lie Tyr Phe Tyr Val Met Met Leu Gly Thr Gly Leu Gly Gly Leu 
165 170 175 

Leu Thr Val lie Leu Tyr Met Tyr val Ser Lys Tyr Glu val Leu lie 
180 185 190 

Gly Leu Cys lie Ser He Val Thr Leu Val Ser lie Val Asp Ala Ala 
195 200 205 

Thr Asp Leu Gin Asp Thr Cys lie Tyr Arg Lys Asn Arg His Lys Gin 
210 215 220 

Leu Asn Thr Tyr Thr Asp Leu Gly Phe Ala Val Val Tyr Thr Gin Asn 
225 230 235 240 

Asp Arg Gly Arg Val Cys Asp His Arg Glu Ser Ser Arg Thr Leu Lys 
245 250 255 

Arg Val Phe Lys Gly lie Arg lie Met Ser Val lie Pro Pro Val Leu 
260 265 270 

Tyr lie Val Thr Pro Leu Met Trp Ala lie Ser His lie lie Lys Leu 
275 280 285 


Asn His Phe lie Lys Leu Thr Gin val Thr Leu Ala Val Ser lie Gly 
290 295 300 


Gly His lie lie Ala Phe Gly Leu Gin Gly Phe Ala val Leu Tyr Gin 
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305 310 315 320 


Glu Lys Lys Asn Leu Trp Val lie Val Leu Tyr Thr Thr Thr Ser Val 

325 330 335 


Thr Gly lie Ala Val Thr Phe Ala Gly lie Ser Trp Gly Ala lie lie 
340 345 350 


lie Leu Thr Ser Thr val Ala Ala Gly Leu Thr Cys lie Gin Met Met 

355 360 365 


Arg Leu Ser Val Lys Pro lie Asp Cys Phe Met Ala Ser His lie Thr 
370 375 380 


Lys Val Tyr His Val Cys Val Tyr lie lie lie Asn Leu Cys Tyr Leu 
385 390 395 400 


Cys Gly Thr Tyr Val Ser 
405 


<210> 73 

<211> 560 

<212> PRT 

<213> Varicella zoster 

<400> 73 

Met Lys Arg lie Gin lie Asn Leu lie Leu Thr lie Ala Cys lie Gin 
1 5 10 15 

Leu Ser Thr Glu Ser Gin Pro Thr Pro val Ser lie Thr Glu Leu Tyr 

20 25 30 

Thr Ser Ala Ala Thr Arg Lys Pro Asp Pro Ala val Ala Pro Thr Ser 
35 40 45 

Ala Ala Ser Arg Lys Pro Asp Pro Ala Val Ala Pro Thr Ser Ala Ala 
50 ' 55 60 

Ser Arg Lys Pro Asp Pro Ala Val Ala Pro Thr Ser Ala Ala Ser Arg 
65 " 70 75 80 

Lys Pro Asp Pro Ala Val Ala Pro Thr Ser Ala Ala Thr Arg Lys Pro 
85 90 95 

Asp Pro Ala Val Ala Pro Thr Ser Ala Ala Ser Arg Lys Pro Asp Pro 
100 105 110 

Ala Val Ala Pro Thr Ser Ala Ala Thr Arg Lys Pro Asp Pro Ala Val 
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115 120 125 


Ala Pro Thr Ser Ala Ala Ser Arg Lys Pro Asp Pro Ala Ala Asn Thr 
130 135 ~ 140 


Gin His Ser Gin Pro Pro Phe Leu Tyr Glu Asn lie Gin Cys val His 
145 150 155 160 


Gly Gly lie Gin Ser lie Pro Tyr Phe His Thr Phe lie Met Pro Cys 
165 170 175 


Tyr Met Arg Leu Thr Thr Gly Gin Gin Ala Ala Phe Lys Gin Gin Gin 
180 185 190 


Lys Thr Tyr Glu Gin Tyr Ser Leu Asp Pro Glu Gly Ser Asn lie Thr 
195 200 205 


Arg Trp Lys Ser Leu lie Arg Pro Asp Leu His lie Glu val Trp Phe 
210 215 220 


Thr Arg His Leu lie Asp Pro His Arg Gin Leu Gly Asn Ala Leu lie 
225 230 235 240 


Arg Met Pro Asp Leu Pro val Met Leu Tyr Ser Asn Ser Ala Asp Leu 
245 250 255 


Asn Leu lie Asn Asn Pro Glu lie Phe Thr His Ala Lys Glu Asn Tyr 
260 265 270 


Val lie Pro Asp val Lys Thr Thr Ser Asp Phe Ser val Thr lie Leu 
275 280 285 


Ser Met Asp Ala Thr Thr Glu Gly Thr Tyr lie Trp Arg Val Val Asn 
290 295 300 


Thr Lys Thr Lys Asn Val lie Ser Glu His Ser lie Thr Val Thr Thr 
305 310 315 320 


Tyr Tyr Arg Pro Asn lie Thr Val Val Gly Asp Pro Val Leu Thr Gly 

325 330 335 


Gin Thr Tyr Ala Ala Tyr Cys Asn Val Ser Lys Tyr Tyr Pro Pro His 
340 345 350 


Ser Val Arg Val Arg Trp Thr Ser Arg Phe Gly Asn lie Gly Lys Asn 

355 ~ 360 365 
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Phe lie Thr Asp Ala lie Gin Glu Tyr Ala Asn Gly Leu Phe Ser Tyr 
370 375 380 

Val Ser Ala Val Arg lie Pro Gin Gin Lys Gin Met Asp Tyr Pro Pro 
385 390 395 400 

Pro Ala lie Gin Cys Asn Val Leu Trp lie Arg Asp Gly Val Ser Asn 
405 410 ~ 415 

Met Lys Tyr Ser Ala Val Val Thr Pro Asp Val Tyr Pro Phe Pro Asn 
420 425 430 

val Ser lie Gly lie lie Asp Gly His lie val Cys Thr Ala Lys Cys 
435 440 445 

Val Pro Arg Gly Val Val His Phe Val Trp Trp Val Asn Asp Ser Pro 
450 455 460 

lie Asn His Glu Asn Ser Glu lie Thr Gly val Cys Asp Gin Asn Lys 
465 470 475 480 

Arg Phe Val Asn Met Gin Ser Ser Cys Pro Thr Ser Glu Leu Asp Gly 
485 490 495 

Pro lie Thr Tyr Ser Cys His Leu Asp Gly Tyr Pro Lys Lys Phe Pro 
500 505 510 

Pro Phe Ser Ala Val Tyr Thr Tyr Asp Ala Ser Thr Tyr Ala Thr Thr 
515 520 525 

Phe Ser val Val Ala Val lie lie Gly val lie Ser lie Leu Gly Thr 
530 535 ' 540 

Leu Gly Leu lie Ala val lie Ala Thr Leu Cys lie Arg Cys Cys Ser 
545 550 555 560 


<210> 74 
<211> 396 
<212> PRT 

<213> Varicella zoster 
<400> 74 

Met Asn Glu Ala Val lie Asp Pro lie Leu Glu Thr Ala Val Asn Thr 
15 10 15 


Gly Asp Met Phe Cys Ser Gin Thr lie Pro Asn Arg Cys Leu Lys Asp 
20 25 30 
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Thr lie Leu lie Glu val Gin Pro Glu Cys Ala Asp Thr Leu Gin Cys 
35 40 45 


Val Leu Asp Asp Lys Val Ser Arg His Gin Pro Leu Leu Leu Arg Asn 
50 55 60 

His Lys Lys Leu Glu Leu Pro Ser Glu Lys Ser val Thr Arg Gly Gly 
65 70 75 80 

Phe Tyr Met Gin Gin Leu Glu Leu Leu val Lys Ser Ala Pro Pro Asn 
85 90 95 

Glu Tyr Ala Leu Leu Leu lie Gin Cys Lys Asp Thr Ala Leu Ala Asp 
100 105 110 

Glu Asp Asn Phe Phe val Ala Asn Gly val lie Asp Ala Gly Tyr Arg 
115 120 125 

Gly Val lie Ser Ala Leu Leu Tyr Tyr Arg Pro Gly Val Thr Val lie 
130 135 140 

Leu Pro Gly His Leu Thr lie Tyr Leu Phe Pro Val Lys Leu Arg Gin 
145 150 155 160 

Ser Arg Leu Leu Pro Lys Asn val Leu Lys His Leu Asp Pro lie Phe 
165 170 175 

Lys Ser lie Gin Val Gin Pro Leu Ser Asn Ser Pro Ser Asn Tyr Glu 
180 185 190 


Lys Pro Val lie Pro Glu Phe Ala Asp lie Ser Thr Val Gin Gin Gly 
195 200 205 

Gin Pro Leu His Arg Asp Ser Ala Glu Tyr His lie Asp val Pro Leu 
210 215 220 

Thr Tyr Lys His lie lie Asn Pro Lys Arg Gin Glu Asp Ala Gly Tyr 
225 230 235 240 

Asp lie Cys val Pro Tyr Asn Leu Tyr Leu Lys Arg Asn Glu Phe lie 
245 250 255 

Lys lie Val Leu Pro lie lie Arg Asp Trp Asp Leu Gin His Pro Ser 
260 265 270 


lie Asn Ala Tyr lie Phe Gly Arg Ser Ser Lys Ser Arg Ser Gly lie 
275 280 285 
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lie Val Cys Pro Thr Ala Trp Pro Ala Gly Glu His Cys Lys Phe Tyr 

290 295 300 

Val Tyr Asn Leu Thr Gly Asp Asp lie Arg lie Lys Thr Gly Asp Arg 

305 310 315 ' 320 

Leu Ala Gin Val Leu Leu lie Asp His Asn Thr Gin lie His Leu Lys 

325 330 335 

His Asn Val Leu Ser Asn lie Ala Phe Pro Tyr Ala lie Arg Gly Lys 
340 345 350 

Cys Gly lie Pro Gly val Gin Trp Tyr Phe Thr Lys Thr Leu Asp Leu 

355 360 365 

lie Ala Thr Pro Ser Glu Arg Gly Thr Arg Gly Phe Gly Ser Thr Asp 

370 375 380 

Lys Glu Thr Asn Asp val Asp Phe Leu Leu Lys His 

385 390 395 


<210> 75 

<211> 1083 

<212> PRT 

<213> Varicella zoster 

<400> 75 

Met Asp Lys Ser Ser Lys Pro Thr lie Arg Leu Leu Phe Ala Thr Lys 
1 5 10 15 

Gly Cys Ala lie Ser His Ser Leu Leu Leu Leu Thr Gly Gin lie Ser 
20 25 30 

Thr Glu Pro Leu Tyr Val Val Ser Tyr Thr Trp Thr Pro Asp Leu Asp 
35 40 45 

Asp Val Phe Val Lys Asn Gly Arg Glu Glu lie Thr Gin Val lie Pro 
50 55 60 

Thr Lys Arg Pro Arg Glu Val Thr Glu Asn Asp Glu Glu Asn Gin lie 
65 70 75 80 

Met His Leu Phe Cys Ser Arg Asp val Asn val lie Phe Tyr Leu lie 
85 90 95 


Gly Gly Phe Ser Thr Gly Asp Val Arg Ser Arg Val Trp Pro lie Phe 
100 105 110 
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Phe Cys Cys Phe Lys Thr Gin Thr Asp Phe Lys Ala Leu Tyr Lys Ala 
115 120 125 


Leu Trp Tyr Gly Ala Pro Leu Asn Pro His lie lie Ser Asp Thr Leu 
130 135 140 

Cys lie Ser Glu Thr Phe Asp lie His Ser Glu val lie Gin Thr Leu 
145 150 155 160 

Met val Thr Thr His His Leu Asn Arg Lys Gly Leu Ser Asp Asn Gly 
165 170 175 

Leu Cys lie Thr Glu Ala Thr Leu Cys Lys Leu val Lys Lys Ser val 
180 185 190 

Gly Arg Gin Glu Leu Thr Ser Leu Tyr Ala His Tyr Glu Arg Gin val 
195 200 205 

Leu Ala Ala Tyr Arg Arg Leu Tyr Trp Gly Tyr Gly Cys Ser Pro Phe 
210 215 220 

Trp Tyr lie Val Arg Phe Gly Pro Ser Glu Lys Thr Leu Val Leu Ala 
225 230 235 240 

Thr Arg Tyr Tyr Leu Leu Gin Thr Asp Thr Ser Tyr Asn Thr Leu Glu 
245 250 255 

Thr Pro Leu Tyr Asp Leu Gin Ala lie Lys Asp Leu Phe Leu Thr Tyr 
260 265 270 

Gin Val Pro Ala Leu Pro Asn Cys Ser Gly Tyr Asn lie Ser Asp Leu 
275 280 ' 285 

Leu Ser Phe Asp Lys Leu Ser Met Phe Cys Cys Ser Ser Thr Tyr Thr 
290 295 300 


Arg Gly Leu Thr Ala Lys Asn Ala Leu Ser Tyr lie Leu Gin Arg lie 
305 310 315 320 


His Thr Asp Thr Thr Glu lie His Ala Val Ser Glu Tyr lie Thr Asn 

325 330 335 

Asp Arg Lys Gly Leu Lys Val Pro Asp Arg Glu Phe Val Asp Tyr lie 

340 345 350 

Tyr Leu Ala His Phe Glu Cys Phe Asn Arg Lys Gin lie Ala Asp His 

355 360 " 365 
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Leu Gin Ala Val Thr Tyr Ser Asp Phe Val Asn Lys Pro Val Leu Leu 
370 375 380 

Lys Ser Ser Asn Leu Gly Lys Arg Ala Thr Ala Asn Phe Phe Asn His 
385 390 ~ 395 400 

Val Arg Ser Arg Leu Asn Met Arg Asp Tyr lie Lys Lys Asn Val lie 
405 410 415 

Cys Asp val Thr Glu Leu Gly Pro Glu lie Gly His Lys Tyr Thr lie 
420 J 425 430 

Thr Lys Thr Tyr Thr Leu Ser Leu Thr Tyr Ala Ala Lys Pro Ser Lys 
435 440 445 

Phe lie Gly val Cys Asp Leu Ala Thr Thr Leu Thr Arg Arg val Glu 
450 455 460 

Asn lie Glu Lys Gin Phe Ser Pro Tyr Gly Trp Ser Ser Thr lie Pro 
465 470 475 480 

Ser Asn Pro Pro Gly Phe Asp Glu Leu Ser Asn Phe Glu Asp Ser Gly 
485 490 495 

Val Ser Ala Glu Ala Leu Arg Ala Ala Asn Phe Ala Asn Asp Thr Pro 
500 505 510 

Asn Gin Ser Gly Arg Thr Gly Phe Asp Thr Ser Pro Gly lie Thr Lys 
515 520 525 

Leu Leu Leu Phe Phe Ser Ala Ala Thr Gly lie Ala Thr His Asp val 
530 535 540 

Ser lie Leu Ser Tyr Lys Thr Pro Leu Glu Ala Leu lie Gly His Ser 
545 550 555 560 

Glu Val Thr Gly Pro Met Pro Val Tyr Arg Val Ala Leu Pro His Gly 
565 570 575 

Ala Gin Ala Phe Ala Val lie Ala Asn Asp Thr Trp Ser Ser lie Thr 
580 585 590 


Asn Arg Tyr Thr Leu Pro His Glu Ala Arg Leu lie Ala Glu Asp Leu 
595 600 605 


Lys Gin lie Asn Pro Cys Asn Phe Val Ala Ala Ser Leu Arg Asp Met 
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610 615 620 


Gin Leu Thr Leu Leu Leu Ser Thr Ser Val Lys Asn Val Ser Lys lie 
625 630 635 640 


Ser Ser Asn lie Pro Lys Asp Gin Leu Tyr lie Asn Arg Asn Glu Leu 
645 650 655 


Phe Asn Thr Asn Leu lie lie Thr Asn Leu lie Leu Asp val Asp Phe 
660 665 670 


His lie Arg Lys Pro lie Pro Leu Gly lie Leu His Ala Gly Met Arg 
675 680 685 


Ala Phe Arg His Gly lie Leu Thr Ala Met Gin Leu Leu Phe Pro Lys 
690 695 700 


Ala Val Val Asn Pro Asn Lys Asp Pro Cys Tyr Phe Tyr Lys Thr Ala 
705 710 715 720 


Cys Pro Glu Pro Thr Val Glu val Leu Asp Asp Asp Asn Leu Leu Asp 
725 730 735 


lie Thr Ser His Ser Asp lie Asp Phe Tyr lie Glu Asn Gly Glu Leu 
740 745 750 


Tyr Thr Cys Val Glu Glu Asn Tyr Thr Glu Asp val Trp Phe Phe Asp 
755 760 765 


Thr Gin Thr Thr Ser Glu val His Thr His Ala Asp val Ser Asn Asn 
770 775 780 


Glu Asn Leu His Glu Thr Leu Pro Cys Asn Cys Lys Glu Lys lie Gly 
785 790 795 800 


Phe Arg Val Cys Val Pro lie Pro Asn Pro Tyr Ala Leu Val Gly Ser 
805 810 815 


Ser Thr Leu Lys Gly Phe Ala Gin lie Leu Gin Gin Ala val Leu Leu 
820 825 830 


Glu Arg Glu Phe Val Glu Tyr lie Gly Pro Tyr Leu Arg Asp Phe Ser 
835 840 845 


Phe lie Asp Thr Gly val Tyr Ser His Gly His Ser Leu Arg Leu Pro 
850 855 860 
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Phe Phe Ser Lys Val Thr Thr Thr Gly Thr Ala Val Gly Gin Leu Leu 
865 870 J 875 880 


Pro Phe Tyr Val Val Pro Glu Gin Cys lie Asp lie Leu Ala Phe Val 
885 890 895 

Thr Ser His Arg Asn Pro Ala Asn Phe His Phe His Ser Arg Pro Gin 
900 905 910 

Ser Asn Val Pro Val Gin Phe lie Leu His Asn Leu Gly Gly Glu Tyr 
915 920 925 

Ala Glu Phe Phe Glu Arg Lys val Ala Arg Asn Lys Gin lie Phe Ser 
930 935 940 

Ser Pro Gin lie Ser Leu Thr Lys Ala Leu Lys Glu Arg Gly Val Thr 
945 950 955 960 

Cys Leu Asp Ala Phe Thr Leu Glu Ala Phe val Asp Ser Thr lie Leu 
965 970 975 

Glu Ser lie Val Glu His lie Ala Val His Phe Pro Gly Arg Asp Arg 
980 985 990 

Glu Tyr Thr Leu Thr Ser Ser Lys Cys lie Ala lie Lys Arg Asp Trp 
995 1000 1005 

Val Leu Phe Gin Leu lie Cys Gly Thr Lys Gly Phe Thr Cys Leu 
1010 1015 1020 

Arg Tyr Pro His Arg Gly Gly Arg Thr Ala Pro Arg Thr Phe Val 
1025 1030 1035 

Ser Leu Arg Val Asp His His Asn Arg Leu Cys lie Ser Leu Ala 
1040 1045 1050 

Gin Gin Cys Phe Ala Thr Lys Cys Asp Ser Asn Arg Met His Thr 
1055 1060 1065 

lie Phe Thr Leu Glu val Pro Asn Tyr Pro Asn Leu Thr Ser Ser 
1070 1075 1080 

<210> 76 

<211> 340 

<212> PRT 

<213> Varicella zoster 

<400> 76 
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Met Gin Ala Leu Gly lie Lys Thr Glu His Phe lie lie Met Cys Leu 
1 5 10 15 

Leu Ser Gly His Ala Val Phe Thr Leu Trp Tyr Thr Ala Arg Val Lys 
20 25 30 

Phe Glu His Glu Cys Val Tyr Ala Thr Thr Val lie Asn Gly Gly Pro 
35 40 45 

Val Val Trp Gly Ser Tyr Asn Asn Ser Leu lie Tyr Val Thr Phe Val 
50 55 60 

Asn His Ser Thr Phe Leu Asp Gly Leu Ser Gly Tyr Asp Tyr Ser Cys 
65 70 75 80 

Arg Glu Asn Leu Leu Ser Gly Asp Thr Met Val Lys Thr Ala lie Ser 
85 90 95 

Thr Pro Leu His Asp Lys lie Arg lie val Leu Gly Thr Arg Asn Cys 
100 105 110 

His Ala Tyr Phe Trp Cys Val Gin Leu Lys Met lie Phe Phe Ala Trp 
115 120 125 

Phe Val Tyr Gly Met Tyr Leu Gin Phe Arg Arg lie Arg Arg Met Phe 
130 135 140 

Gly Pro Phe Arg Ser Ser Cys Glu Leu lie Ser Pro Thr Ser Tyr Ser 
145 150 155 160 


Leu Asn Tyr Val Thr Arg Val lie Ser Asn lie Leu Leu Gly Tyr Pro 
165 170 175 

Tyr Thr Lys Leu Ala Arg Leu Leu Cys Asp val Ser Met Arg Arg Asp 
180 185 190 

Gly Met Ser Lys val Phe Asn Ala Asp Pro lie Ser Phe Leu Tyr Met 
195 200 205 

His Lys Gly val Thr Leu Leu Met Leu Leu Glu val lie Ala His lie 
210 215 220 

Ser Ser Gly Cys lie val Leu Leu Thr Leu Gly val Ala Tyr Thr Pro 
225 230 235 240 


Cys Ala Leu Leu Tyr Pro Thr Tyr lie Arg lie Leu Ala Trp Val Val 
245 250 255 
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Val Cys Thr Leu Ala lie Val Glu Leu lie Ser Tyr Val Arg Pro Lys 
260 265 270 


Pro Thr Lys Asp Asn His Leu Asn His lie Asn Thr Gly Gly lie Arg 
275 280 285 

Gly lie Cys Thr Thr Cys Cys Ala Thr val Met Ser Gly Leu Ala lie 
290 295 300 

Lys Cys Phe Tyr lie Val lie Phe Ala lie Ala Val Val lie Phe Met 
305 310 315 320 

His Tyr Glu Gin Arg Val Gin Val Ser Leu Phe Gly Glu Ser Glu Asn 

325 330 335 

Ser Gin Lys His 
340 


<210> 77 

<211> 452 

<212> PRT 

<213> Varicella zoster 

<400> 77 

Met Ala Ser Ala Ser lie Pro Thr Asp Pro Asp val Ser Thr lie Cys 
1 5 10 15 

Glu Asp Phe Met Asn Leu Leu Pro Asp Glu Pro Ser Asp Asp Phe Ala 
20 25 30 


Leu Glu Val Thr Asp Trp Ala Asn Asp Glu Ala lie Gly Ser Thr Pro 
35 40 45 

Gly Glu Asp Ser Thr Thr Ser Arg Thr Val Tyr Val Glu Arg Thr Ala 
50 55 60 

Asp Thr Ala Tyr Asn Pro Arg Tyr Ser Lys Arg Arg His Gly Arg Arg 
65 70 75 " 80 

Glu Ser Tyr His His Asn Arg Pro Lys Thr Leu Val Val Val Leu Pro 
85 ~ 90 95 

Asp Ser Asn His His Gly Gly Arg Asp Val Glu Thr Gly Tyr Ala Arg 
100 105 110 


lie Glu Arg Gly His Arg Arg Ser Ser Arg Ser Tyr Asn Thr Gin Ser 
115 " 120 125 
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Ser Arg Lys His Arg Asp Arg Ser Leu Ser Asn Arg Arg Arg Arg Pro 
130 ~ 135 140 

Thr Thr Pro Pro Ala Met Thr Thr Gly Glu Arg Asn Asp Gin Thr His 
145 150 155 160 

Asp Glu Ser Tyr Arg Leu Arg Phe Ser Lys Arg Asp Ala Arg Arg Glu 
165 170 175 

Arg lie Arg Lys Glu Tyr Asp lie Pro Val Asp Arg lie Thr Gly Arg 
180 185 190 

Ala lie Glu Val Val Ser Thr Ala Gly Ala Ser Val Thr lie Asp Ser 
195 200 205 

Val Arg His Leu Asp Glu Thr lie Glu Lys Leu val val Arg Tyr Ala 
210 215 220 

Thr lie Gin Glu Gly Asp Ser Trp Ala Ser Gly Gly Cys Phe Pro Gly 
225 230 235 240 

lie Lys Gin Asn Thr Ser Trp Pro Glu Leu Met Leu Tyr Gly His Glu 
245 250 255 

Leu Tyr Arg Thr Phe Glu Ser Tyr Lys Met Asp Ser Arg lie Ala Arg 
260 265 270 

Ala Leu Arg Glu Arg val lie Arg Gly Glu Ser Leu lie Glu Ala Leu 
275 280 285 

Glu Ser Ala Asp Glu Leu Leu Thr Trp lie Lys Met Leu Ala Ala Lys 
290 295 300 

Asn Leu Pro lie Tyr Thr Asn Asn Pro lie Val Ala Thr Ser Lys Ser 
305 310 315 320 


Leu Leu Glu Asn Leu Lys Leu Lys Leu Gly Pro Phe val Arg Cys Leu 

325 330 335 

Leu Leu Asn Arg Asp Asn Asp Leu Gly Ser Arg Thr Leu Pro Glu Leu 

340 345 350 

Leu Arg Gin Gin Arg Phe Ser Asp lie Thr Cys lie Thr Thr Tyr Met 

355 " 360 365 

Phe Val Met lie Ala Arg lie Ala Asn lie Val Val Arg Gly Ser Lys 

370 375 380 
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Phe Val Glu Tyr Asp Asp lie Ser Cys Asn Val Gin Val Leu Gin Glu 
385 390 395 400 

Tyr Thr Pro Gly Ser Cys Leu Ala Gly val Leu Glu Ala Leu lie Thr 
405 410 415 

His Gin Arg Glu Cys Gly Arg Val Glu Cys Thr Leu Ser Thr Trp Ala 
420 425 430 

Gly His Leu Ser Asp Ala Arg Pro Tyr Gly Lys Tyr Phe Lys Cys Ser 
435 440 445 

Thr Phe Asn Cys 
450 

<210> 78 
<211> 179 
<212> PRT 

<213> Varicella zoster 
<400> 78 

Met Asp Thr Thr Gly Ala Ser Glu Ser Ser Gin Pro lie Arg Val Asn 
15 10 15 

Leu Lys Pro Asp Pro Leu Ala Ser Phe Thr Gin Val lie Pro Pro Leu 
20 25 30 

Ala Leu Glu Thr Thr Trp Thr Cys Pro Ala Asn Ser His Ala Pro Thr 
35 40 45 

Pro Ser Pro Leu Tyr Gly val Lys Arg Leu Cys Ala Leu Arg Ala Thr 
50 55 60 

Cys Gly Arg Ala Asp Asp Leu His Ala Phe Leu lie Gly Leu Gly Arg 
65 70 75 80 


Arg Asp Lys Pro Ser Glu Ser Pro Met Tyr Val Asp Leu Gin Pro Phe 
85 90 95 


Cys Ser Leu Leu Asn Ser Gin Arg Leu Leu Pro Glu Met Ala Asn Tyr 
100 105 110 

Asn Thr Leu Cys Asp Ala Pro Phe Ser Ala Ala Thr Gin Gin Met Met 
115 120 125 

Leu Glu Ser Gly Gin Leu Gly val His Leu Ala Ala lie Gly Tyr His 
130 135 140 

Page 399 


591508037SeqLi stAug2010 


Cys His Cys Lys Ser Pro Phe Ser Ala Glu Cys Trp Thr Gly Ala Ser 
145 150 155 160 

Glu Ala Tyr Asp His Val Val Cys Gly Gly Lys Ala Arg Ala Ala Val 
165 170 175 

Gly Gly Leu 


<210> 79 

<211> 108 

<212> PRT 

<213> Varicella zoster 

<400> 79 

Met Ser Arg val Ser Glu Tyr Gly Val Pro Glu Gly val Arg Glu Ser 
1 5 10 15 

Asp Ser Asp Thr Asp Ser Val Phe Met Tyr Gin His Thr Glu Leu Met 
20 25 30 

Gin Asn Asn Ala Ser Pro Leu Val Val Gin Thr Arg Pro Pro Ala Val 
35 40 45 

Leu lie Pro Leu Val Asp Val Pro Arg Pro Arg Ser Arg Arg Lys Ala 
50 55 60 

Ser Ala Gin Leu Lys Met Gin Met Asp Arg Leu Cys Asn Val Leu Gly 
65 70 75 80 

Val Val Leu Gin Met Ala Thr Leu Ala Leu Val Thr Tyr lie Ala Phe 
85 90 95 

Val Val His Thr Arg Ala Thr Ser Cys Lys Arg Glu 
100 105 


<210> 80 

<211> 5743 

<212> DNA 

<213> Varicella zoster 


<220> 

<221> CDS 

<222> (1)..(1056) 

<220> 

<221> CDS 

<222> (4556). .(5740) 
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atg tea ttg ata atg ttt ggt cgt acg ctt ggt gaa gaa tct gta aga 48 
Met Ser Leu lie Met Phe Gly Arg Thr Leu Gly Glu Glu Ser Val Arg 
1 5 10 15 

tat ttt gaa cgt eta aag cgt cgt agg gat gaa cgc ttt ggg acg ttg 96 
Tyr Phe Glu Arg Leu Lys Arg Arg Arg Asp Glu Arg Phe Gly Thr Leu 
20 ' 25 30 

gag tec cct acc ccg tgt tec acg egg caa ggg tct ctg gga aac gca 144 
Glu Ser Pro Thr Pro Cys Ser Thr Arg Gin Gly Ser Leu Gly Asn Ala 
35 40 45 

acc caa ate ccg ttt ctg aat ttt get ata gat gta acc cga cgt cat 192 
Thr Gin lie Pro Phe Leu Asn Phe Ala lie Asp Val Thr Arg Arg His 
50 55 60 

cag gec gtt att ccc gga att gga acg ctt cac aac tgt tgt gaa tat 240 
Gin Ala val lie Pro Gly lie Gly Thr Leu His Asn Cys Cys Glu Tyr 
65 70 75 80 

att cca ctg ttc teg get act get cga egg gca atg ttt ggc gcg ttt 288 
lie Pro Leu Phe Ser Ala Thr Ala Arg Arg Ala Met Phe Gly Ala Phe 
85 90 95 

eta teg tea aca ggg tac aac tgt acc ccc aat gta gtt ttg aaa cca 336 
Leu Ser Ser Thr Gly Tyr Asn Cys Thr Pro Asn val val Leu Lys Pro 
100 105 110 

tgg cga tat teg gta aat gca aac gta age cct gaa tta aaa aag get 384 
Trp Arg Tyr Ser Val Asn Ala Asn Val Ser Pro Glu Leu Lys Lys Ala 
115 120 125 

gtc agt agt gta cag ttt tat gaa tat tea ccg gaa gaa gca gca cct 432 
Val Ser Ser Val Gin Phe Tyr Glu Tyr Ser Pro Glu Glu Ala Ala Pro 
130 135 140 

cat cga aat gcg tat age ggt gtt atg aac aca ttt cgc gcg ttt tct 480 
His Arg Asn Ala Tyr Ser Gly Val Met Asn Thr Phe Arg Ala Phe Ser 
145 150 155 160 

ctg teg gat agt ttc tgt cag ttg tct acc ttt aca caa egg ttt teg 528 
Leu Ser Asp Ser Phe Cys Gin Leu Ser Thr Phe Thr Gin Arg Phe Ser 
165 170 175 

tac ctt gtg gaa aca tct ttt gag agt att gaa gag tgt gga agt cat 576 
Tyr Leu Val Glu Thr Ser Phe Glu Ser lie Glu Glu Cys Gly Ser His 
180 185 190 

ggc aaa cgc gca aag gtt gac gtt cca ate tat ggc aga tat aag ggg 624 
Gly Lys Arg Ala Lys Val Asp Val Pro lie Tyr Gly Arg Tyr Lys Gly 
195 200 205 

acg ttg gaa ctg ttt caa aaa atg ate etc atg cac acc acg cat ttt 672 
Thr Leu Glu Leu Phe Gin Lys Met lie Leu Met His Thr Thr His Phe 
210 215 220 

att tea teg gtg eta ttg ggc gat cat gee gac aga gtt gac tgc ttt 720 
lie Ser Ser val Leu Leu Gly Asp His Ala Asp Arg val Asp Cys Phe 
225 230 235 ' 240 

ctg cgt aca gtg ttt aac acg cca agt gtt tct gac agt gtt tta gaa 768 
Leu Arg Thr Val Phe Asn Thr Pro Ser Val Ser Asp Ser Val Leu Glu 
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245 250 255 

cac ttc aaa caa aaa tea act gtg ttt ttg gta cca cgt aga cat ggg 816 

His Phe Lys Gin Lys Ser Thr Val Phe Leu Val Pro Arg Arg His Gly 

260 265 270 

aaa aca tgg ttt ctt gta cca tta ata get tta gta atg gec acg ttt 864 

Lys Thr Trp Phe Leu Val Pro Leu lie Ala Leu val Met Ala Thr Phe 
275 280 285 

aga gga att aaa gtg ggt tat acg get cat ata cgc aaa gca acg gaa 912 

Arg Gly lie Lys Val Gly Tyr Thr Ala His lie Arg Lys Ala Thr Glu 
290 295 300 

ccc gtg ttt gag ggt ate aag tct cgc ctg gaa cag tgg ttt ggg gca 960 

Pro val Phe Glu Gly lie Lys Ser Arg Leu Glu Gin Trp Phe Gly Ala 
305 310 315 320 

aat tac gtg gat cat gta aaa ggc gaa tct att acg ttt tea ttt ace 1008 

Asn Tyr Val Asp His Val Lys Gly Glu Ser lie Thr Phe Ser Phe Thr 
325 ' 330 335 

gac ggg tct tac age aca gcg gtg ttc gcg tea agt cac aac aca aac 1056 

Asp Gly Ser Tyr Ser Thr Ala Val Phe Ala Ser Ser His Asn Thr Asn 

340 345 350 


gtgagtgttt 

tataaattta 

acctttaata 

tattactgta 

aatgttgaca 

tatacctttc 

1116 

cacaacggcg 

gttgagttaa 

ggtatactag 

gtggttgtag 

gttccggttc 

acccgataat 

1176 

ctttgtgtct 

eggggaagea 

aattcgctga 

agcagaccac 

agccgttaat 

aatagecegg 

1236 

cttaatgttt 

ctccaaacat 

ataaagctgc 

cacccagatg 

aatttactgg 

tacagagaga 

1296 

ccactggcgt 

tggttcccgc 

tataaegteg 

ccaagatttg 

eggtaatgeg 

aggattttta 

1356 

gtactcgtaa 

ttcgaatgea 

ggtggtgaca 

tctacaaaaa 

gaacctgcgt 

ggcgccaatg 

1416 

tctacctcca 

cttttaattc 

ccgctgaccg 

gcctttctcc 

acatacaegg 

agcccaacac 

1476 

acacaacctt 

cegcatgatt 

tgtgacatgg 

ggtaaegcat 

acagtgcccc 

caegtgaact 

1536 

ctatgattac 

attcatcaca 

tccgtccgca 

tggctgagga 

gtcgatttaa 

tacagageca 

1596 

agtatccgag 

catgccatcc 

ggegggacat 

agecctatta 

aattaggttc 

catagecagt 

1656 

acatataaac 

gccttcgttc 

gtctgaccac 

cacactcccg 

gagaaataac 

tttacatgcg 

1716 

tatggatttt 

teggaagecg 

cgggggttgt 

aagtagttgc 

ttaagtttgg 

cgttggtgta 

1776 

agatctgegg 

gggtgggatc 

tgctcgagga 

teeggaatag 

atgttggaag 

ggggtacgcg 

1836 

ategggttet 

taaacgttgc 

tccaaaaaca 

tggtctatgt 

tttcaacegg 

ataaattctt 

1896 

aaagtcgccg 

teattgegta 

cgagacctcg 

taattaaaat 

ttacaattac 

atgaaaagtc 

1956 

ttcggaggta 

agttcatctg 

acgtgggcgc 

gtgatgtaaa 

ttgtggctac 

aacaaeggea 

2016 

atattagtag 

tatccgtttg 

aagggggata 

aaeggagega 

tccttaaagt 

tataaaagca 

2076 

gttgatcgea 

ttattttcac 

ceggggateg 

gtcaggatgg 

acttccataa 

tcccatatcc 

2136 

agcgttaatg 

categcagag 

tctctgaact 

gecteggggg 

ttaatttgcg 

cgctgcaccc 

2196 
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fi -1— — \ fi f fi fi -1— fi -1— 

gtagcggtgt 

acagcggaaa 

4~ 4~ ft f ft 4~ 4~ ft 4~ 

tatgcgttgt 

— i 4 — |— f f *~% 4~ fi ~% 

aa l Lccarga 

gcagaaaaac 

— \ ft 4~ f 4~ fi f fi fi 

agtctagegg 

CC JO 

attgccgccc 

gggtacttgt 

/-j /-j 4~ +■ 4~ ~~\ *^ 4~~ f§ 

gggtttaatg 

— — — — 

ccacccaccc 

ggtiiaLT: tta 

H — ,4-4-4-4 — , n n n 

tattttaaga 

CDlO 

ft ft ft ft ft 4— ft ft — \ — \ 

gggggtggaa 

— \ /— ' /-J ft ft — \ /-J — \ — \ — \ 

ac 999 a 9 aaa 

rgacgraaaa 

x raca ta tga 

— v ft — v /sj — v 4— 4— 4— 

agagat lc tg 

fi -\- fi -\- -i »4-/-i4-4- 

gtgttatgtt 

CD /O 

H — 1 — 1 ,4 » /I 4- /I -» 

tttatagtga 

z , /— H , —,4 — 1 — 1 , 

cactaattta 

+- 4~ +■ *^ +- ft ft ft ft ft 

tttatggggg 

4~ 4~~ /^i /^i /^i "~\ *^ 4~ *^ ^* 

ttgggaatag 

agaagcagaa 

4— s— 4— « 4— 4— — \ « — \ 

tc tgtctaga 

9 

ataggtccga 

4~ 4~ ~~\ ~~\ f fi +~ fi 

ttaacgatgc 

fi fi 4~ ^ fi 4~ /^i f 4~ 

a 99LagtgcT: 

gcctgtaggg 

4~ ^ 4~ f fi fi 4~ +- 

tategg raa l 

_________ j_ 

acaaaaacai. 


gccgcaaatc 

cccccggtaa 

cLcLC Ldaad Ly 

ga l rg raa l l 

/~*/~4 _ /~4/~44 _ 4 - "^ 

gctyg l raaa 

rccragacaa 

l j JO 

atgtacgcgt 

aacattgacc 

fi fi fi 4~ ^ ^ 

ggg Laaa Lac 

LLdyaaCaad 

L LCCaa Id LC 

aacaa i_ai.ee 

9K1 K 

gcgctgcgta 

IddaiLIdCC 

/— /— 4~ /— ^ /^i 4~ 4~ /^i 4~ 

cc Lcag l tg l 

fi 4~ fi fi tH - t /" 

g rggaa l rac 

caa raccaac 

cr lt_ rcraag 

*i D / D 

gctacgggaa 

/~ /~i /~i /"i ^ /— /— 4~ 4~ 

cggggacct t 

ggaaagc l La 

ag La l rrccc 

/— 4~ 4~ -\ 4~ 4~ 

CLCCLgaaLL 

ataaragrca 

C 1 DO 


4~ ^ /^i ^ /— /~i ^ 4~ 4~ 

tagaacgar l 

acc Laaccag 

— \ 4~ fi fi fi ^/"(/"l 

cargggaagg 

-\ -\ rt /— /i 4~ fi ■ts r* 

aagegrgaag 

fi 4~ /^i fi 4~ 4r~ 

gtagggtata 

9 7QK 

.■__________ 

taccccccac 

ct Lgrggtcg 

4~ fi 4~ *^ 4~ 4~ *^ *^ 

Lg La La Laca 

ga Lgacaga l 

acgccaaaac 

cgcatacarc 

98<;k 

iOJD 

aaggagcTzgr 

ra Laaaacgc 

— \ 4~ f f ~\ 4~ 4~ /^i 

a Lcca l Lgac 

a L L LCCg L Id 

— — — — — ft -\ -\ /— 

acaccgaaac 

4~ 4~ fi 4~ 4~ fi 

Larag lc tga 

9Q1 K 

— \ 4— /— — \ /~i /"i 4— /— 4— ft 

atcaggtc tg 

gtgtgcgggc 

Lacaa l l Lea 

Lcaa Laaccg 

4~ 4~ 4~ fi fi fi -\ ft -\ 

trrgggaaga 

arc Lgcaata 

9Q7K 
CV 1 D 

tcatattcca 

~\ 4~ 4~ /^i 4~ 4~ /~i 

tgagrrgrTig 

ragagrcggg 

L ICy L I IQ La 

-\ /— 4~ 4~ 4~ 4~ 

ac rccg l Lar 

"~l fi f~ f~ 4~ 4~ fi fi 

aagacc l tgg 

3U3D 

gttagcgatg 

rcacacacgc 

l rg l l raaa l 

^ ^ ft ft ^ ^ ^ —% 

aCC Lgg L L La 

^ ^ ^ ^ f ^ f 

aaaacanic 

fi fi S~ fi S~ t \~ ft fi -t~ 

ggcgcctggt 

3U3D 

ttaaaggcgg 

gtaagggggt 

ttgartax. Lt 

^ fi fi /~i 4~ 4~ /^i 

aggacgmag 

f f —\ —\ —\ —\ —\ f~ ft ft 

ecaaaaaegg 

4— — > — * f* fi f* fi f* fi 

taaacgcgcg 

Jlju 

actagctctt 

/ — ft f 4- /^i 4- 

ggcgagctgt 

cacatgtagg 

4— 4— 4— ft ft ft ft — x 4— 

ctttggggat 

4— fi 4- f~ — \ s— /~ s— fi 

tg tcaacccg 

fi fi f~ 4- 4- 4- ~^ 4- 

ggcatttata 

3 9 1 K 

cacgcagcat 

caaraaragc 

4- ft 4- /~i —i /~i —i /~i 

ctgtgcagag 

t g a t a x. a a a a 

4— 4- fi fi —> f 4- 4- f f 

rrggacrrcc 

ft ft 4— —> — > 4- -> f fi 4- 

ggtaaracgt 

397K 
DC IK) 

cctccccagg 

t_d.yd.yyd.L(_c_ 

/-i 4- 4- /-i 4- -) t /-i 1 "1" 

g t t g t aag at 

actacaatca 

a cggaci:ggg 

ggattcTigcg 

jjjD 

taatgtcgcg 

gracaamga 

4— ft ft ft ft f~ ft f~ 

taggggacgc 

y-1 4- 4- 4- —1 /^t —\ 

cgmTiccaga 

— i — > 4- f 4- fi f 4- fi fi 

aatctgctgg 

— > ft 4— fi 4- f f f f fi 

agtgtccccg 


ctaactaatt 

gggcaraaca 

ft — * 4- ft 4- f~ ft —i — * 

gargrcgaac 

camccaiaa 

ft — > f 4- 4- 4- fi fi fi fi 

gactttgggg 

4— 4- f 4- fi 4- f fi -> -~> 

ttctgtcgaa 


gctggggtaa 

acaaragaac 

4- 4- 4- ft 4- —i — i — * 

grc ng raaa 

ft ft 4- /~i /~i fi —i 4- /~i /~ 

ggtgggatgc 

4— fi fi f fi fi —> f fi —> 

tggeggaega 

attgtrrrrc 

3 t;i F, 

4-4 _ 4 _ /~/~/~/~i4 _ "\ 

tttcccgtaa 

— \ 4- f ft f f f 4- 4- fi 

arcgcccmg 

4— f f ~\ ft ft f~ ft ft f~ 

tccaggcggc 

rcaaggacgc 

f — > 4- f -> -~> — > ft ft — > 

catcaaagga 

—>/-—/-— /~i 4- 4- 4- 4- /~i 

accgrrarrg 

Jj/D 

atcggatctg 

tgttggaagt 

+- +- ft ft 4~ fi 

mgcgcrccg 

4~ /~i /~i s~ s~ s~ ~t~ 4~ 4~~ /~i 

rggcccmg 

/~ 4~ 4~ 4~ fi 

cactttgaag 

caacccagar 

jDDD 

gcaacgcggg 

aacragaagg 

+- ft ft —\ S~ ft ft ft ft 

tcggacgggg 

tgcctggagt 

4~~ -~\ /— — x — x 4~ /^i 4~ 4~ 

taacaatgrt 

4~ —\ ✓ — ft ft s — s — ^ — « 4— 

racggcccgr 

3kqp; 

tttattagct 

caaggacgrc 

ccgarrarrT; 

4~ s~ s~ 4~ /~i 4~ "~i 4~ /~i /~ 

rccrg raigc 

ft +- ft +- +- +- f — > ft f- 

gtytttcagc 

—\ « ft ft /~i 4— /— - — \ 

a 9999 a 9 tca 

D I DO 

tcaatacctc 

cagaagttaa 

ctgtcgatca 

agatcgatta 

tggatgaaac 

gggtccaata 

3816 

ttgtccccat 

ttgacgtgtg 

tgattcaccc 

atggctgcca 

ccatatgctc 

tgegtatatt 

3876 

tttatagacg 

atgcaagacg 

aggggtgcat 

eggatatacg 

caatcagctg 

tttgcataat 

3936 

aaaagtaccc 

gttgtccatc 

agcaaaataa 

cgcgttccgt 

ttgggattag 

ttctgeatae 

3996 

ataatacaaa 

tatcacggtg 

cttgcggttt 

ccagtattta 

ttegtatege 

tacaaegtta 

4056 
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591508037SeqLi stAug2010 
ggggctaaga taaacaggca atgataaaat 

caaiccccci 

41 1 K 

9 3ai t ai g c g 

iggccgaaaa 

aacgtgtgaa 

acaaatggtt ccgtttttgg 

I. cLI. I. cLcly d.y d. 

41 7K 
O 

■4— -1— -1— /~i -1— -1— — \ — \ /~i /~i 

iiigiiaagg 

cgttatcggg 

aatgtacgcg 

gegaaaaett gacaccacgg 

■4— -1— s— /~i s— — \ -1— -1— /~i — \ 

ttcgcaitga 

DO 

ccigiagcai: 


ttgtacttca 

accttgaagc gttgtccggg 

-i— -i— -i— - — i — i— -i— -a ^ ^ 


atcagtaatg 

c 999 atctat 

tccggccgca 

ataagccccg cgttaggtat 

cacaacgtgt 

45 3D 

agtaatcctt 

ttgtgtgatc 

attatgecaa 

agtgcatgtt tggtttcatt 

tgccaaatgg 

4416 

gcttccatta 

tacaccggat 

atggttgtac 

tggaaaaaaa aaagaaatat 

gtaegtatte 

4476 

aaacattttt 

tacgtacgtg 

gtatttaagg 

atacatttaa actttggtgg 

ggtaactata 

4536 

tatctttcta 

tcgttccag ggt ate cga 
Gly lie Arg 

ggt caa gat ttt aat ctt ctg ttt 
Gly Gin Asp Phe Asn Leu Leu Phe 

4588 


355 360 


gtg gat gaa get aat ttt att cga cct gat get gta caa act ata gtc 4636 

Val Asp Glu Ala Asn Phe lie Arg Pro Asp Ala Val Gin Thr lie Val 
365 370 ~ 375 

gga ttt tta aat caa acc aat tgt aaa att att ttt gtt tea tea aca 4684 

Gly Phe Leu Asn Gin Thr Asn Cys Lys lie lie Phe val Ser Ser Thr 

380 385 390 395 

aat acc gga aaa gca agt aca agt ttt ttg tat aac tta cgt gga teg 4732 

Asn Thr Gly Lys Ala Ser Thr Ser Phe Leu Tyr Asn Leu Arg Gly Ser 

400 405 410 

teg gat cag ttg tta aac gtt gtt aca tat gta tgc gac gat cac atg 4780 

Ser Asp Gin Leu Leu Asn val val Thr Tyr val Cys Asp Asp His Met 
415 420 425 

ccg cgt gtt tta gca cat age gat gtc aca get tgt teg tgt tat gta 4828 

Pro Arg Val Leu Ala His Ser Asp val Thr Ala Cys Ser Cys Tyr Val 

430 435 440 

tta aat aag ccg gtt ttc ate aca atg gat gga gee atg egg cgc act 4876 

Leu Asn Lys Pro Val Phe lie Thr Met Asp Gly Ala Met Arg Arg Thr 
445 450 455 

gca gat tta ttt atg gee gac tec ttc gtg cag gaa att gta ggt ggg 4924 

Ala Asp Leu Phe Met Ala Asp Ser Phe val Gin Glu lie val Gly Gly 

460 465 470 475 

cgt aaa cag aat tct ggg ggt gtg ggg ttt gac egg cca tta ttt aca 4972 

Arg Lys Gin Asn Ser Gly Gly Val Gly Phe Asp Arg Pro Leu Phe Thr 

480 485 " 490 

aaa act gee cgt gag agg ttt att tta tat egg ccg tea acc gtt gcg 5020 

Lys Thr Ala Arg Glu Arg Phe lie Leu Tyr Arg Pro Ser Thr Val Ala 
495 500 505 

aat tgt get ata tta teg tea gtg ttg tac gtt tac gta gac cct gca 5068 

Asn Cys Ala lie Leu Ser Ser Val Leu Tyr Val Tyr Val Asp Pro Ala 

510 515 520 

ttt acc tea aat aca cga gcg tct ggt act ggt gta gcg att gtt ggt 5116 

Phe Thr Ser Asn Thr Arg Ala Ser Gly Thr Gly Val Ala lie Val Gly 
525 530 535 
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cgt tat aag teg gat tgg att ata ttt gqa ttg gag cac ttt ttt ctt 5164 
Arg Tyr Lys Ser Asp Trp lie lie Phe Gly Leu Glu His Phe Phe Leu 
540 545 550 555 

aga get tta act ggc acg tct tec agt gag ata ggg cgt tgc gtt act 5212 
Arg Ala Leu Thr Gly Thr Ser Ser Ser Glu lie Gly Arg Cys Val Thr 
560 565 570 

caa tgc tta ggc cac ata etc get tta cac ccc aat aca ttt aca aac 5260 
Gin Cys Leu Gly His lie Leu Ala Leu His Pro Asn Thr Phe Thr Asn 
575 580 585 

gta cac gtt tct ata gag gqa aac age age cag gat tct gca gtt gee 5308 
Val His Val Ser lie Glu Gly Asn Ser Ser Gin Asp Ser Ala Val Ala 
590 595 600 

ata teg ttg get ata gca caa cag ttt get gtc etc gaa aag gqa aac 5356 
lie Ser Leu Ala lie Ala Gin Gin Phe Ala Val Leu Glu Lys Gly Asn 
605 610 615 

gtq eta tct tec get cca gtq tta ctg ttt tat cat tec ata cct ccc 5404 
Val Leu Ser Ser Ala Pro Val Leu Leu Phe Tyr His Ser lie Pro Pro 
620 625 630 635 

gqa tgt age gtq gcg tac cct ttt ttt tta tta caa aaa caa aaa acg 5452 
Gly Cys Ser Val Ala Tyr Pro Phe Phe Leu Leu Gin Lys Gin Lys Thr 
640 645 650 

ccg gec gta gac tat ttt gtt aaa cga ttt aac tec gqa aat ata ata 5500 
Pro Ala Val Asp Tyr Phe Val Lys Arg Phe Asn Ser Gly Asn lie lie 
655 660 665 

gec tea cag gag ctt gta tec eta aca gta aag tta gqt gta gac ccc 5548 
Ala Ser Gin Glu Leu Val Ser Leu Thr Val Lys Leu Gly Val Asp Pro 
670 675 680 

gtq gag tat eta tgt aaa cag ttg gat aac ctg aca gag gta att aaa 5596 
Vat Glu Tyr Leu Cys Lys Gin Leu Asp Asn Leu Thr Glu val lie Lys 
685 690 695 

ggc gqt atg gqt aat eta gac aca aaa act tac acg gqt aaa gqt ace 5644 
Gly Gly Met Gly Asn Leu Asp Thr Lys Thr Tyr Thr Gly Lys Gly Thr 
700 705 710 715 

acg gqa aca atg tea gat gat ctg atg gtt gca tta att atg tec gtq 5692 
Thr Gly Thr Met Ser Asp Asp Leu Met val Ala Leu lie Met Ser val 
720 725 730 

tat att ggc agt tea tgt ata ccg gat tec gtq ttt atg cct att aaa 5740 
Tyr lie Gly Ser Ser Cys lie Pro Asp Ser val Phe Met Pro lie Lys 
735 740 745 

taa 5743 


<210> 81 

<211> 747 

<212> PRT 

<213> Varicella zoster 

<400> 81 
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Met Ser Leu lie Met Phe Gly Arg Thr Leu Gly Glu Glu Ser val Arg 
1 5 10 15 

Tyr Phe Glu Arg Leu Lys Arg Arg Arg Asp Glu Arg Phe Gly Thr Leu 
20 25 30 

Glu Ser Pro Thr Pro Cys Ser Thr Arg Gin Gly Ser Leu Gly Asn Ala 
35 40 45 

Thr Gin lie Pro Phe Leu Asn Phe Ala lie Asp Val Thr Arg Arg His 
50 55 60 

Gin Ala Val lie Pro Gly lie Gly Thr Leu His Asn Cys Cys Glu Tyr 
65 70 75 80 

lie Pro Leu Phe Ser Ala Thr Ala Arg Arg Ala Met Phe Gly Ala Phe 
85 90 95 

Leu Ser Ser Thr Gly Tyr Asn Cys Thr Pro Asn Val Val Leu Lys Pro 
100 105 110 

Trp Arg Tyr Ser Val Asn Ala Asn val Ser Pro Glu Leu Lys Lys Ala 
115 120 125 

Val Ser Ser Val Gin Phe Tyr Glu Tyr Ser Pro Glu Glu Ala Ala Pro 
130 135 140 

His Arg Asn Ala Tyr Ser Gly Val Met Asn Thr Phe Arg Ala Phe Ser 
145 150 155 160 

Leu Ser Asp Ser Phe Cys Gin Leu Ser Thr Phe Thr Gin Arg Phe Ser 
165 170 175 

Tyr Leu Val Glu Thr Ser Phe Glu Ser lie Glu Glu Cys Gly Ser His 
180 185 190 

Gly Lys Arg Ala Lys Val Asp Val Pro lie Tyr Gly Arg Tyr Lys Gly 
195 200 205 

Thr Leu Glu Leu Phe Gin Lys Met lie Leu Met His Thr Thr His Phe 
210 215 220 

lie Ser Ser val Leu Leu Gly Asp His Ala Asp Arg val Asp Cys Phe 
225 230 235 " 240 


Leu Arg Thr Val Phe Asn Thr Pro Ser Val Ser Asp Ser Val Leu Glu 
245 250 255 
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His Phe Lys Gin Lys Ser Thr Val Phe Leu Val Pro Arg Arg His Gly 
260 265 270 


Lys Thr Trp Phe Leu Val Pro Leu lie Ala Leu val Met Ala Thr Phe 
275 280 285 

Arg Gly lie Lys Val Gly Tyr Thr Ala His lie Arg Lys Ala Thr Glu 
290 ' 295 300 

Pro val Phe Glu Gly lie Lys Ser Arg Leu Glu Gin Trp Phe Gly Ala 
305 310 " 315 320 

Asn Tyr Val Asp His Val Lys Gly Glu Ser lie Thr Phe Ser Phe Thr 
325 330 335 

Asp Gly Ser Tyr Ser Thr Ala Val Phe Ala Ser Ser His Asn Thr Asn 
340 345 350 

Gly lie Arg Gly Gin Asp Phe Asn Leu Leu Phe Val Asp Glu Ala Asn 
355 360 365 

Phe lie Arg Pro Asp Ala Val Gin Thr lie Val Gly Phe Leu Asn Gin 
370 375 380 

Thr Asn Cys Lys lie lie Phe Val Ser Ser Thr Asn Thr Gly Lys Ala 
385 390 395 400 

Ser Thr Ser Phe Leu Tyr Asn Leu Arg Gly Ser Ser Asp Gin Leu Leu 
405 410 415 

Asn Val Val Thr Tyr Val Cys Asp Asp His Met Pro Arg Val Leu Ala 
420 425 430 

His Ser Asp val Thr Ala Cys Ser Cys Tyr Val Leu Asn Lys Pro val 
435 440 445 


Phe lie Thr Met Asp Gly Ala Met Arg Arg Thr Ala Asp Leu Phe Met 
450 455 ~ ~ 460 


Ala Asp Ser Phe Val Gin Glu lie Val Gly Gly Arg Lys Gin Asn Ser 

465 470 475 ' 480 

Gly Gly Val Gly Phe Asp Arg Pro Leu Phe Thr Lys Thr Ala Arg Glu 

485 ~ 490 495 

Arg Phe lie Leu Tyr Arg Pro Ser Thr Val Ala Asn Cys Ala lie Leu 

500 505 510 
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Ser Ser Val Leu Tyr Val Tyr Val Asp Pro Ala Phe Thr Ser Asn Thr 
515 ' 520 ' 525 

Arg Ala Ser Gly Thr Gly Val Ala lie Val Gly Arg Tyr Lys Ser Asp 
530 535 540 

Trp lie lie Phe Gly Leu Glu His Phe Phe Leu Arg Ala Leu Thr Gly 
545 550 555 ~ 560 

Thr Ser Ser Ser Glu lie Gly Arg Cys val Thr Gin Cys Leu Gly His 
565 J 570 575 

lie Leu Ala Leu His Pro Asn Thr Phe Thr Asn val His val Ser lie 
580 585 590 

Glu Gly Asn Ser Ser Gin Asp Ser Ala Val Ala lie Ser Leu Ala lie 
595 600 605 

Ala Gin Gin Phe Ala Val Leu Glu Lys Gly Asn Val Leu Ser Ser Ala 
610 615 620 

Pro Val Leu Leu Phe Tyr His Ser lie Pro Pro Gly Cys Ser val Ala 
625 630 635 640 

Tyr Pro Phe Phe Leu Leu Gin Lys Gin Lys Thr Pro Ala Val Asp Tyr 
645 650 655 

Phe val Lys Arg Phe Asn Ser Gly Asn lie lie Ala Ser Gin Glu Leu 
660 665 670 

Val Ser Leu Thr Val Lys Leu Gly val Asp Pro val Glu Tyr Leu Cys 
675 680 685 

Lys Gin Leu Asp Asn Leu Thr Glu val lie Lys Gly Gly Met Gly Asn 
690 695 700 

Leu Asp Thr Lys Thr Tyr Thr Gly Lys Gly Thr Thr Gly Thr Met Ser 
705 710 715 720 

Asp Asp Leu Met val Ala Leu lie Met Ser val Tyr lie Gly Ser Ser 
725 730 735 


Cys lie Pro Asp Ser val Phe Met Pro lie Lys 
740 745 


<210> 82 
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<211> 1308 
<212> DNA 

<213> Varicella zoster 


591508037SeqLi stAug2010 


<220> 

<221> CDS 

<222> (1)..(1308) 

<400> 82 

atg gga act caa aag aag ggg ccg cgt tct gaa aaa gtc teg ccg tac 48 
Met Gly Thr Gin Lys Lys Gly Pro Arg Ser Glu Lys Val Ser Pro Tyr 
1 5 10 15 

gac acc acg aca ccc gag gtg gaa gcg tta gat cat caa atg gat acg 96 
Asp Thr Thr Thr Pro Glu Val Glu Ala Leu Asp His Gin Met Asp Thr 
20 25 30 

ctt aat tgg cga att tgg ata att cag gtg atg atg ttc act ttg ggt 144 
Leu Asn Trp Arg lie Trp lie lie Gin Val Met Met Phe Thr Leu Gly 
35 40 45 

gcg gta atg etc ctg get acg tta att gec gec tct tct gaa tat acc 192 
Ala val Met Leu Leu Ala Thr Leu lie Ala Ala Ser Ser Glu Tyr Thr 
50 55 60 

ggg ate cct tgt ttt tat get gee gta gtt gat tat gag tta ttt aac 240 
Gly lie Pro Cys Phe Tyr Ala Ala val val Asp Tyr Glu Leu Phe Asn 
65 70 75 80 

gee acc eta gat ggg ggg gta tgg tec gga aat aga ggt gga tac age 288 
Ala Thr Leu Asp Gly Gly Val Trp Ser Gly Asn Arg Gly Gly Tyr Ser 
85 90 95 

gec ccg gtt ttg ttt ttg gaa cca cat age gtt gtg gca ttt act tac 336 
Ala Pro Val Leu Phe Leu Glu Pro His Ser val val Ala Phe Thr Tyr 
100 105 110 

tac acg get tta acg gca atg gee atg gcg gta tat aca ctg ate acg 384 
Tyr Thr Ala Leu Thr Ala Met Ala Met Ala Val Tyr Thr Leu lie Thr 
115 120 125 

gee gcg att ata cac cga gaa acg aaa aat caa cgt gtc egg caa age 432 
Ala Ala lie lie His Arg Glu Thr Lys Asn Gin Arg Val Arg Gin Ser 
130 135 ' 140 

tec ggt gtt gca tgg tta gtt gta gat ccc aca aca ctt ttt tgg ggt 480 
Ser Gly Val Ala Trp Leu Val Val Asp Pro Thr Thr Leu Phe Trp Gly 
145 150 155 160 

ctt ttg tea ttg tgg tta tta aac gee gtt gtg tta tta tta get tac 528 
Leu Leu Ser Leu Trp Leu Leu Asn Ala val val Leu Leu Leu Ala Tyr 
165 170 175 

aag caa ate ggc gtg get get aca tta tat ctt gga cat ttt gcg aca 576 
Lys Gin lie Gly Val Ala Ala Thr Leu Tyr Leu Gly His Phe Ala Thr 
180 185 190 

agt gta ata ttt aca acg tat ttt tgt gga cgc gga aaa ttg gac gaa 624 
Ser Val lie Phe Thr Thr Tyr Phe Cys Gly Arg Gly Lys Leu Asp Glu 
195 200 205 

acg aac ata aaa gcg gtc gca aat tta cga cag cag age gtc ttt tta 672 
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Thr Asn lie Lys Ala Val Ala Asn Leu Arg Gin Gin Ser Val Phe Leu 
210 215 220 

tat cgc ctt gcg ggg cct acg cgc gca gtg ttc gtg aat ttg atg get 720 

Tyr Arg Leu Ala Gly Pro Thr Arg Ala Val Phe Val Asn Leu Met Ala 

225 ~ 230 235 240 

gcg ttg atg gcg ata tgt ate eta ttt gta tea tta atg ctg gaa ctt 768 

Ala Leu Met Ala lie Cys lie Leu Phe val Ser Leu Met Leu Glu Leu 

245 250 255 

gtg gtg gcg aat cat eta cat acg gga ctg tgg tea teg gtg tec gtg 816 

Val Val Ala Asn His Leu His Thr Gly Leu Trp Ser Ser Val Ser Val 

260 265 270 

gee atg tct aca ttt agt aca ttg tea gtt gta tat ctt ata gta tea 864 

Ala Met Ser Thr Phe Ser Thr Leu Ser Val Val Tyr Leu lie Val Ser 

275 280 285 

gaa tta att ttg gcg cat tat ata cac gtg tta ata gqa ccg tec ctg 912 

Glu Leu lie Leu Ala His Tyr lie His val Leu lie Gly Pro Ser Leu 
290 295 300 

gqa acg etc gtg gec tgt get acg ttg gqa acc gec gcg cac teg tat 960 

Gly Thr Leu Val Ala Cys Ala Thr Leu Gly Thr Ala Ala His Ser Tyr 

305 310 315 320 

atg gac cga tta tat gac cct ata teg gtt caa tct cca egg tta att 1008 

Met Asp Arg Leu Tyr Asp Pro lie Ser val Gin Ser Pro Arg Leu lie 

325 330 335 

ccc aca act egg gga acc ttg get tgc ctg gee gtg ttt tec gtt gtc 1056 

Pro Thr Thr Arg Gly Thr Leu Ala Cys Leu Ala Val Phe Ser Val Val 

340 345 350 

atg ttg ctt etc aga ttg atg cgt gca tat gtg tat cat cga cag aaa 1104 

Met Leu Leu Leu Arg Leu Met Arg Ala Tyr Val Tyr His Arg Gin Lys 

355 360 ' 365 

cgc agt egg ttc tac ggt gec gta aga aga gta ccc gag egg gta egg 1152 

Arg Ser Arg Phe Tyr Gly Ala Val Arg Arg Val Pro Glu Arg Val Arg 
370 " 375 " 380 

gga tac ata cga aaa gta aaa cct gca cat aga aat tct cgc cgc aca 1200 

Gly Tyr lie Arg Lys Val Lys Pro Ala His Arg Asn Ser Arg Arg Thr 

385 390 395 ~ 400 

aat tac cca tea caa ggc tac ggc tac gtc tat gaa aat gac tea aca 1248 

Asn Tyr Pro Ser Gin Gly Tyr Gly Tyr Val Tyr Glu Asn Asp Ser Thr 

405 410 415 

tat gaa acg gac cgc gag gat gag ctg tta tac gag cga tea aac agt 1296 

Tyr Glu Thr Asp Arg Glu Asp Glu Leu Leu Tyr Glu Arg Ser Asn Ser 

420 425 430 

ggg tgg gag tag 1308 
Gly Trp Glu 
435 


<210> 83 
<211> 435 
<212> PRT 
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<213> Varicella zoster 
<400> 83 

Met Gly Thr Gin Lys Lys Gly Pro Arg Ser Glu Lys Val Ser Pro Tyr 
1 5 10 15 

Asp Thr Thr Thr Pro Glu Val Glu Ala Leu Asp His Gin Met Asp Thr 
20 25 30 

Leu Asn Trp Arg lie Trp lie lie Gin Val Met Met Phe Thr Leu Gly 
35 40 45 

Ala Val Met Leu Leu Ala Thr Leu lie Ala Ala Ser Ser Glu Tyr Thr 
50 55 60 

Gly lie Pro Cys Phe Tyr Ala Ala Val Val Asp Tyr Glu Leu Phe Asn 
65 70 75 80 

Ala Thr Leu Asp Gly Gly val Trp Ser Gly Asn Arg Gly Gly Tyr Ser 
85 90 95 

Ala Pro Val Leu Phe Leu Glu Pro His Ser val Val Ala Phe Thr Tyr 
100 105 110 

Tyr Thr Ala Leu Thr Ala Met Ala Met Ala Val Tyr Thr Leu lie Thr 
115 120 125 

Ala Ala lie lie His Arg Glu Thr Lys Asn Gin Arg val Arg Gin Ser 
130 135 140 


Ser Gly Val Ala Trp Leu Val val Asp Pro Thr Thr Leu Phe Trp Gly 
145 150 155 160 

Leu Leu Ser Leu Trp Leu Leu Asn Ala val val Leu Leu Leu Ala Tyr 
165 170 175 

Lys Gin lie Gly Val Ala Ala Thr Leu Tyr Leu Gly His Phe Ala Thr 
180 185 190 

Ser Val lie Phe Thr Thr Tyr Phe Cys Gly Arg Gly Lys Leu Asp Glu 
195 200 " 205 

Thr Asn lie Lys Ala Val Ala Asn Leu Arg Gin Gin Ser Val Phe Leu 
210 215 220 


Tyr Arg Leu Ala Gly Pro Thr Arg Ala Val Phe Val Asn Leu Met Ala 
225 ' 230 235 240 
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Ala Leu Met Ala lie Cys lie Leu Phe val Ser Leu Met Leu Glu Leu 
245 250 255 

Val Val Ala Asn His Leu His Thr Gly Leu Trp Ser Ser Val Ser Val 
260 265 270 

Ala Met Ser Thr Phe Ser Thr Leu Ser Val Val Tyr Leu lie Val Ser 
275 280 285 

Glu Leu lie Leu Ala His Tyr lie His val Leu lie Gly Pro Ser Leu 
290 295 300 

Gly Thr Leu Val Ala Cys Ala Thr Leu Gly Thr Ala Ala His Ser Tyr 
305 310 315 320 

Met Asp Arg Leu Tyr Asp Pro lie Ser val Gin Ser Pro Arg Leu lie 
325 330 335 

Pro Thr Thr Arg Gly Thr Leu Ala Cys Leu Ala val Phe Ser val val 
340 345 350 

Met Leu Leu Leu Arg Leu Met Arg Ala Tyr Val Tyr His Arg Gin Lys 
355 360 365 

Arg Ser Arg Phe Tyr Gly Ala Val Arg Arg Val Pro Glu Arg Val Arg 
370 375 ' 380 

Gly Tyr lie Arg Lys Val Lys Pro Ala His Arg Asn Ser Arg Arg Thr 
385 390 395 400 

Asn Tyr Pro Ser Gin Gly Tyr Gly Tyr Val Tyr Glu Asn Asp Ser Thr 
405 ' 410 415 

Tyr Glu Thr Asp Arg Glu Asp Glu Leu Leu Tyr Glu Arg Ser Asn Ser 
420 425 430 


Gly Trp Glu 
435 


<210> 84 

<211> 2310 

<212> DNA 

<213> Varicella zoster 


<220> 

<221> CDS 

<222> (1)..(2310) 
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<400> 84 

atg gcc gaa ata acg tct ctt ttt aat aac agt tec ggt agt gaa gaa 48 

Met Ala Glu lie Thr Ser Leu Phe Asn Asn Ser Ser Gly Ser Glu Glu 

1 5 10 15 

aaa agg ata gca agt tct gtt tct att gac cag ggc ttg aat gga agt 96 

Lys Arg lie Ala Ser Ser Val Ser lie Asp Gin Gly Leu Asn Gly Ser 
20 25 30 

aac cca aat gac caa tac aag aac atg ttc gat ata tac tgg aat gag 144 

Asn Pro Asn Asp Gin Tyr Lys Asn Met Phe Asp lie Tyr Trp Asn Glu 
35 40 45 

tac gcc ccg gat ata ggg ttt tgt aca ttt ccg gag gaa gat ggc tgg 192 

Tyr Ala Pro Asp lie Gly Phe Cys Thr Phe Pro Glu Glu Asp Gly Trp 
50 55 60 

atg tta ata cac cca acc acg caa agt atg ttg ttt cga aaa ate eta 240 

Met Leu lie His Pro Thr Thr Gin Ser Met Leu Phe Arg Lys lie Leu 

65 70 75 80 

gcc ggt gac ttt gga tat acc gat gga caa ggc ata tat age get gta 288 

Ala Gly Asp Phe Gly Tyr Thr Asp Gly Gin Gly lie Tyr Ser Ala Val 

85 90 95 

egg tct acg gaa act gta att cgc caa gtt cag gca acc gtt ttg atg 336 

Arg Ser Thr Glu Thr Val lie Arg Gin Val Gin Ala Thr Val Leu Met 
100 105 110 

aac gcg ttg gat gca act egg tat gag gac eta gca gca gat tgg gaa 384 

Asn Ala Leu Asp Ala Thr Arg Tyr Glu Asp Leu Ala Ala Asp Trp Glu 
115 120 12 5 

cac cac ate caa caa tgt aac ctg cat gcc ggg get eta gcg gaa cgt 432 

His His lie Gin Gin Cys Asn Leu His Ala Gly Ala Leu Ala Glu Arg 
130 135 140 

tat ggg eta tgt gga gaa tea gaa gcc gta egg ctt gca cat cag gtt 480 

Tyr Gly Leu Cys Gly Glu Ser Glu Ala val Arg Leu Ala His Gin Val 

145 150 155 160 

ttt gaa acc tgg cgt caa aca tta cag tea teg tta ctt gag ttt ctg 528 

Phe Glu Thr Trp Arg Gin Thr Leu Gin Ser Ser Leu Leu Glu Phe Leu 

165 170 175 

cgt gga ata acc ggt tgt etc tat acc agt ggt tta aat gga agg gtc 576 

Arg Gly lie Thr Gly Cys Leu Tyr Thr Ser Gly Leu Asn Gly Arg Val 
180 185 190 

ggt ttt gcc aaa tac gtg gac tgg ata gcc tgt gta ggt att gtg ccc 624 

Gly Phe Ala Lys Tyr Val Asp Trp lie Ala Cys Val Gly lie Val Pro 
195 200 205 

gtt gta aga aag gta cga tea gaa cag aat gga acc cct gca cca tta 672 

Val Val Arg Lys Val Arg Ser Glu Gin Asn Gly Thr Pro Ala Pro Leu 
210 215 220 

aat acg tat atg ggt caa gcg gca gaa ctg tec cag atg tta aaa gtt 720 

Asn Thr Tyr Met Gly Gin Ala Ala Glu Leu Ser Gin Met Leu Lys Val 

225 230 235 240 

gcc gat gca acg ttg gcc aga gga gcg gcg gtt gtc aca age eta gtt 768 

Ala Asp Ala Thr Leu Ala Arg Gly Ala Ala Val Val Thr Ser Leu Val 
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245 250 255 

gag tgt atg caa aat gtt get att atg gat tat gat agg acg cgt ctt 816 
Glu Cys Met Gin Asn Val Ala lie Met Asp Tyr Asp Arg Thr Arg Leu 
260 265 270 

tat tat aat tat aac cga aga tta att atg gca aag gat gat gta acg 864 
Tyr Tyr Asn Tyr Asn Arg Arg Leu lie Met Ala Lys Asp Asp Val Thr 
275 ~ 280 285 

ggc atg aag gga gag tgt ttg gtc gtg tgg ccg ccc gtt gta tgt ggg 912 
Gly Met Lys Gly Glu Cys Leu val val Trp Pro Pro val val Cys Gly 
290 295 300 

gag ggt gta gta ttt gac tea ccc tta cag egg ctt tct ggg gag gtg 960 
Glu Gly val val Phe Asp Ser Pro Leu Gin Arg Leu Ser Gly Glu val 
305 310 315 320 

ttg gec tgt tat gca tta cgt gaa cat get cgc gtc tgc caa gtt tta 1008 
Leu Ala Cys Tyr Ala Leu Arg Glu His Ala Arg Val Cys Gin Val Leu 
325 330 335 

aat aca gec cct ttg cgc gtg tta ata ggt cgc egg aat gaa gat gat 1056 
Asn Thr Ala Pro Leu Arg Val Leu lie Gly Arg Arg Asn Glu Asp Asp 
340 345 350 

aga tct cac age aca cgt gcg gtt gat cgt ata atg ggc gag aac gat 1104 
Arg Ser His Ser Thr Arg Ala val Asp Arg lie Met Gly Glu Asn Asp 
355 360 365 

aca aca egg get gga teg gec gcg tct aga ctt gta aag eta ata gtt 1152 
Thr Thr Arg Ala Gly Ser Ala Ala Ser Arg Leu Val Lys Leu lie Val 
370 375 380 

aac tta aaa aac atg aga cat gtt gga gat att acc gaa ace gta cgt 1200 
Asn Leu Lys Asn Met Arg His Val Gly Asp lie Thr Glu Thr Val Arg 
385 390 395 400 

tec tat eta gaa gaa acg ggc aat cac att ctg gaa gga agt gga teg 1248 
Ser Tyr Leu Glu Glu Thr Gly Asn His lie Leu Glu Gly Ser Gly Ser 
405 410 415 

gtg gac aca tea caa ccg ggg ttt ggc aag gec aac caa tec ttt aac 1296 
Val Asp Thr Ser Gin Pro Gly Phe Gly Lys Ala Asn Gin Ser Phe Asn 
420 425 430 

ggg ggg gca atg tec gga aca aca aac gtt caa agt gcg ttt aaa act 1344 
Gly Gly Ala Met Ser Gly Thr Thr Asn Val Gin Ser Ala Phe Lys Thr 
435 440 445 

teg gtg gtt aac agt ate aac ggc atg etc gag ggt tat gtg aat aat 1392 
Ser Val Val Asn Ser lie Asn Gly Met Leu Glu Gly Tyr val Asn Asn 
450 455 460 

tta ttc aaa acc att gag ggt etc aag gat gtg aac age gat ctg acc 1440 
Leu Phe Lys Thr lie Glu Gly Leu Lys Asp val Asn Ser Asp Leu Thr 
465 470 ' 475 480 

gaa agg etc cag ttc aaa gaa gga gag ctg aaa egg tta egg gaa gag 1488 
Glu Arg Leu Gin Phe Lys Glu Gly Glu Leu Lys Arg Leu Arg Glu Glu 
485 490 495 

agg gta aaa ata aag cca tct aaa ggg tea cat att aca atg gca gaa 1536 
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Arg Val Lys lie Lys Pro Ser Lys Gly Ser His lie Thr Met Ala Glu 
500 505 510 

gaa aca cgt att gcc gat tta aat cac gag gtt ata gat ctt acc ggc 1584 
Glu Thr Arg lie Ala Asp Leu Asn His Glu val lie Asp Leu Thr Gly 
515 520 525 

ata ata ggg gat gat gca tat att gcc aat agt ttt caa tct cgt tat 1632 
lie lie Gly Asp Asp Ala Tyr lie Ala Asn Ser Phe Gin Ser Arg Tyr 
530 535 540 

ate ccc cct tat gga gat gat ata aaa cgt ttg tct gag eta tgg aaa 1680 
lie Pro Pro Tyr Gly Asp Asp lie Lys Arg Leu Ser Glu Leu Trp Lys 
545 550 555 560 

cag gaa ctt gtt cgc tgt ttt aag ctt cac egg gta aac aat aat caa 1728 
Gin Glu Leu Val Arg Cys Phe Lys Leu His Arg Val Asn Asn Asn Gin 
565 570 575 

ggc cag gaa att tct gta tea tat tea aat gcg tea ate tea tta eta 1776 
Gly Gin Glu lie Ser val Ser Tyr Ser Asn Ala Ser lie Ser Leu Leu 
580 585 590 

gtt gcg ccg tat ttt tea ttc ata tta egg gcc acc cga tta gga ttc 1824 
Val Ala Pro Tyr Phe Ser Phe lie Leu Arg Ala Thr Arg Leu Gly Phe 
595 600 605 

ttg gta act caa age gag gta cat agg tea gag gaa gag tta tgc cag 1872 
Leu Val Thr Gin Ser Glu val His Arg Ser Glu Glu Glu Leu Cys Gin 
610 615 620 

get att ttt aaa aag gcg aga aca gag tec tat tta tec caa ate cga 1920 
Ala lie Phe Lys Lys Ala Arg Thr Glu Ser Tyr Leu Ser Gin lie Arg 
625 630 635 640 

ata tta tat gaa atg cag gtt cgc gca gag gta ata aaa egg ggc cca 1968 
lie Leu Tyr Glu Met Gin Val Arg Ala Glu val lie Lys Arg Gly Pro 
645 " 650 655 

egg aga aca cca agt cct tec tgg ggt ttg cct gac cct aca gaa gat 2016 
Arg Arg Thr Pro Ser Pro Ser Trp Gly Leu Pro Asp Pro Thr Glu Asp 
660 665 670 

gac gaa aga ate ccg gaa ccc aat aaa ata aat aac caa tac atg cat 2064 
Asp Glu Arg lie Pro Glu Pro Asn Lys lie Asn Asn Gin Tyr Met His 
675 680 685 

gtt gga tat aaa aac eta tec cat ttt atg aaa gga cac ccc cct gag 2112 
Val Gly Tyr Lys Asn Leu Ser His Phe Met Lys Gly His Pro Pro Glu 
690 695 700 

agg tta egg gta cac aag gta aat gca gcg gat teg acc tta ctg gat 2160 
Arg Leu Arg Val His Lys Val Asn Ala Ala Asp Ser Thr Leu Leu Asp 
705 710 715 720 

aaa att cga gca aac egg agg cgc ggg gat ggc cga tgg gat gtc egg 2208 
Lys lie Arg Ala Asn Arg Arg Arg Gly Asp Gly Arg Trp Asp Val Arg 
725 ~ 730 735 

aat aaa tat acc cag cat ttt agg ttg cag cgt aac gat cga caa ctt 2256 
Asn Lys Tyr Thr Gin His Phe Arg Leu Gin Arg Asn Asp Arg Gin Leu 
740 745 ' 750 
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act aac acg age cga aga ggg gtt gga tgt gag cga cgt gat cga aga 2304 
Thr Asn Thr Ser Arg Arg Gly Val Gly Cys Glu Arg Arg Asp Arg Arg 
755 ' 760 765 

tct tag 2310 
Ser 


<210> 85 

<211> 769 

<212> PRT 

<213> Varicella zoster 

<400> 85 

Met Ala Glu lie Thr Ser Leu Phe Asn Asn Ser Ser Gly Ser Glu Glu 
1 5 10 15 

Lys Arg lie Ala Ser Ser Val Ser lie Asp Gin Gly Leu Asn Gly Ser 
20 25 30 

Asn Pro Asn Asp Gin Tyr Lys Asn Met Phe Asp lie Tyr Trp Asn Glu 
35 40 45 

Tyr Ala Pro Asp lie Gly Phe Cys Thr Phe Pro Glu Glu Asp Gly Trp 
50 55 60 

Met Leu lie His Pro Thr Thr Gin Ser Met Leu Phe Arg Lys lie Leu 

65 70 75 ' 80 

Ala Gly Asp Phe Gly Tyr Thr Asp Gly Gin Gly lie Tyr Ser Ala Val 
85 90 95 


Arg Ser Thr Glu Thr Val lie Arg Gin Val Gin Ala Thr Val Leu Met 
100 105 110 

Asn Ala Leu Asp Ala Thr Arg Tyr Glu Asp Leu Ala Ala Asp Trp Glu 
115 120 125 

His His lie Gin Gin Cys Asn Leu His Ala Gly Ala Leu Ala Glu Arg 
130 135 140 

Tyr Gly Leu Cys Gly Glu Ser Glu Ala val Arg Leu Ala His Gin val 
145 150 155 160 

Phe Glu Thr Trp Arg Gin Thr Leu Gin Ser Ser Leu Leu Glu Phe Leu 
165 170 175 


Arg Gly lie Thr Gly Cys Leu Tyr Thr Ser Gly Leu Asn Gly Arg val 
180 185 190 
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Gly Phe Ala Lys Tyr Val Asp Trp lie Ala Cys Val Gly lie Val Pro 
195 200 205 


Val Val Arg Lys Val Arg Ser Glu Gin Asn Gly Thr Pro Ala Pro Leu 

210 215 220 

Asn Thr Tyr Met Gly Gin Ala Ala Glu Leu Ser Gin Met Leu Lys Val 

225 ' 230 235 240 

Ala Asp Ala Thr Leu Ala Arg Gly Ala Ala Val Val Thr Ser Leu Val 

245 250 255 

Glu Cys Met Gin Asn Val Ala lie Met Asp Tyr Asp Arg Thr Arg Leu 

260 265 270 

Tyr Tyr Asn Tyr Asn Arg Arg Leu lie Met Ala Lys Asp Asp Val Thr 

275 280 285 

Gly Met Lys Gly Glu Cys Leu Val val Trp Pro Pro val val Cys Gly 

290 295 300 

Glu Gly val val Phe Asp Ser Pro Leu Gin Arg Leu Ser Gly Glu val 

305 310 315 320 

Leu Ala Cys Tyr Ala Leu Arg Glu His Ala Arg Val Cys Gin Val Leu 

325 330 ~ ' 335 

Asn Thr Ala Pro Leu Arg val Leu lie Gly Arg Arg Asn Glu Asp Asp 

340 345 350 

Arg Ser His Ser Thr Arg Ala Val Asp Arg lie Met Gly Glu Asn Asp 

355 " 360 ~ 365 

Thr Thr Arg Ala Gly Ser Ala Ala Ser Arg Leu Val Lys Leu lie Val 

370 375 380 

Asn Leu Lys Asn Met Arg His Val Gly Asp lie Thr Glu Thr Val Arg 

385 390 395 400 


Ser Tyr Leu Glu Glu Thr Gly Asn His lie Leu Glu Gly Ser Gly Ser 
405 410 415 

Val Asp Thr Ser Gin Pro Gly Phe Gly Lys Ala Asn Gin Ser Phe Asn 
420 425 430 

Gly Gly Ala Met Ser Gly Thr Thr Asn Val Gin Ser Ala Phe Lys Thr 
435 440 445 
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Ser Val Val Asn Ser lie Asn Gly Met Leu Glu Gly Tyr Val Asn Asn 
450 455 460 

Leu Phe Lys Thr lie Glu Gly Leu Lys Asp val Asn Ser Asp Leu Thr 
465 470 475 480 

Glu Arg Leu Gin Phe Lys Glu Gly Glu Leu Lys Arg Leu Arg Glu Glu 
485 490 ~ 495 

Arg val Lys lie Lys Pro Ser Lys Gly Ser His lie Thr Met Ala Glu 
500 505 510 

Glu Thr Arg lie Ala Asp Leu Asn His Glu val lie Asp Leu Thr Gly 
515 520 525 

lie lie Gly Asp Asp Ala Tyr lie Ala Asn Ser Phe Gin Ser Arg Tyr 
530 535 540 

lie Pro Pro Tyr Gly Asp Asp lie Lys Arg Leu Ser Glu Leu Trp Lys 
545 550 555 560 

Gin Glu Leu val Arg Cys Phe Lys Leu His Arg val Asn Asn Asn Gin 
565 570 " 575 

Gly Gin Glu lie Ser Val Ser Tyr Ser Asn Ala Ser lie Ser Leu Leu 
580 585 590 

Val Ala Pro Tyr Phe Ser Phe lie Leu Arg Ala Thr Arg Leu Gly Phe 
595 600 ' 605 

Leu val Thr Gin Ser Glu Val His Arg Ser Glu Glu Glu Leu Cys Gin 
610 615 620 

Ala lie Phe Lys Lys Ala Arg Thr Glu Ser Tyr Leu Ser Gin lie Arg 
625 630 " 635 640 

lie Leu Tyr Glu Met Gin Val Arg Ala Glu Val lie Lys Arg Gly Pro 
645 650 655 

Arg Arg Thr Pro Ser Pro Ser Trp Gly Leu Pro Asp Pro Thr Glu Asp 
660 665 670 


Asp Glu Arg lie Pro Glu Pro Asn Lys lie Asn Asn Gin Tyr Met His 
675 680 685 


Val Gly Tyr Lys Asn Leu Ser His Phe Met Lys Gly His Pro Pro Glu 
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695 700 


Arg Leu Arg Val His Lys Val Asn Ala Ala Asp Ser Thr Leu Leu Asp 
705 710 715 720 


Lys lie Arg Ala Asn Arg Arg Arg Gly Asp Gly Arg Trp Asp Val Arg 

725 730 735 

Asn Lys Tyr Thr Gin His Phe Arg Leu Gin Arg Asn Asp Arg Gin Leu 

740 745 750 


Thr Asn Thr Ser Arg Arg Gly Val Gly Cys Glu Arg Arg Asp Arg Arg 
755 760 765 


Ser 


<210> 86 

<211> 666 

<212> DNA 

<213> Varicella zoster 


<220> 





<221> CDS 





<222> (1)., 

, (666) 




<400> 86 





atg ttt teg 

gag ttg 

cct 

cct 

tec 

Met Phe Ser 

Glu Leu 

Pro 

Pro 

Ser 

1 

5 




gqt tgg gga 
Gly Trp Gly 

ttg cat 

cgt 

gga 

Gly 

ccg 

Leu His 

Arg 

Pro 


10 15 


48 


96 


25 30 

gta gec age caa cac agt gtt cag aac gat ttt aca gaa aat age gtt 144 

Val Ala Ser Gin His Ser Val Gin Asn Asp Phe Thr Glu Asn Ser Val 
35 40 45 

gat gca aat gaa aaa ttt ccg att ggg cac gcg ggc tgt att gag aaa 192 

Asp Ala Asn Glu Lys Phe Pro lie Gly His Ala Gly Cys lie Glu Lys 
50 55 60 

acc aaa gac gac tat gta cca ttt gat acg ttg ttc atg gta tea tct 240 

Thr Lys Asp Asp Tyr Val Pro Phe Asp Thr Leu Phe Met Val Ser Ser 

65 70 75 80 

att gac gaa ctt ggg egg aga caa tta acc gac acc ate cgc cgc age 288 

lie Asp Glu Leu Gly Arg Arg Gin Leu Thr Asp Thr lie Arg Arg Ser 
85 90 95 

ttg gtt atg aac gee tgt gaa ata acg gtc gcg tgt acg aaa acc gca 336 

Leu Val Met Asn Ala Cys Glu lie Thr Val Ala Cys Thr Lys Thr Ala 
100 105 110 

gec ttt tct ggt cga ggc gtg tea cga caa aaa cac gtg acc eta tct 384 
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Ala Phe Ser Gly Arg Gly Val Ser Arg Gin Lys His Val Thr Leu Ser 
115 " 120 125 

aaa aat aaa ttc aat cca tec agt cat aag age ctg caa atg ttt gtg 432 
Lys Asn Lys Phe Asn Pro Ser Ser His Lys Ser Leu Gin Met Phe val 
130 135 140 

ttg tgt caa aaa acc cat gca ccc cgt gtc aga aac eta ctg tac gag 480 
Leu Cys Gin Lys Thr His Ala Pro Arg Val Arg Asn Leu Leu Tyr Glu 
145 150 155 160 

agt att cgt gca aga aga cct cgc cga tat tac acc cgc tea acg gac 528 
Ser lie Arg Ala Arg Arg Pro Arg Arg Tyr Tyr Thr Arg Ser Thr Asp 
165 J 170 " 175 

gga aaa teg cgt ccg ttg gta cca gtg ttt gtg tat gag ttt acg get 576 
Gly Lys Ser Arg Pro Leu Val Pro Val Phe Val Tyr Glu Phe Thr Ala 
180 185 190 

tta gat cgt gtc ctt tta cat aag gaa aat act ttg acc gac caa cca 624 
Leu Asp Arg Val Leu Leu His Lys Glu Asn Thr Leu Thr Asp Gin Pro 
195 200 205 


att aat act gaa aat age ggt cat gga cgt acg aga acg taa 
lie Asn Thr Glu Asn Ser Gly His Gly Arg Thr Arg Thr 
210 215 220 


<210> 87 

<211> 221 

<212> PRT 

<213> Varicella zoster 

<400> 87 

Met Phe Ser Glu Leu Pro Pro Ser val Pro Thr Ala Leu Leu Gin Trp 
1 5 10 15 


Gly Trp Gly Leu His Arg Gly Pro Cys Ser lie Pro Asn Phe Lys Gin 
20 25 30 


Val Ala Ser Gin His Ser val Gin Asn Asp Phe Thr Glu Asn Ser val 
35 40 45 


Asp Ala Asn Glu Lys Phe Pro lie Gly His Ala Gly Cys lie Glu Lys 
50 55 60 


Thr Lys Asp Asp Tyr Val Pro Phe Asp Thr Leu Phe Met Val Ser Ser 
65 ' 70 75 80 


lie Asp Glu Leu Gly Arg Arg Gin Leu Thr Asp Thr lie Arg Arg Ser 
85 90 95 


Leu Val Met Asn Ala Cys Glu lie Thr Val Ala Cys Thr Lys Thr Ala 
100 105 110 


666 
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Ala Phe Ser Gly Arg Gly Val Ser Arg Gin Lys His Val Thr Leu Ser 
115 ' 120 125 


Lys Asn Lys Phe Asn Pro Ser Ser His Lys Ser Leu Gin Met Phe val 
130 135 140 

Leu Cys Gin Lys Thr His Ala Pro Arg Val Arg Asn Leu Leu Tyr Glu 
145 150 155 160 

Ser lie Arg Ala Arg Arg Pro Arg Arg Tyr Tyr Thr Arg Ser Thr Asp 
165 170 175 

Gly Lys Ser Arg Pro Leu Val Pro Val Phe Val Tyr Glu Phe Thr Ala 
180 185 190 

Leu Asp Arg Val Leu Leu His Lys Glu Asn Thr Leu Thr Asp Gin Pro 
195 200 205 

lie Asn Thr Glu Asn Ser Gly His Gly Arg Thr Arg Thr 
210 215 220 

<210> 88 

<211> 480 

<212> DNA 

<213> Varicella zoster 
<220> 

<221> CDS 

<222> (1)..(480) 

<400> 88 

atg gca tea cat aaa tgg tta ctg cag ata gtt ttt tta aaa act ate 48 
Met Ala Ser His Lys Trp Leu Leu Gin lie val Phe Leu Lys Thr lie 
1 5 10 15 

aca ate gcg tat tgt ctt cat etc caa gac gac act ccg ttg ttt ttt 96 
Thr lie Ala Tyr Cys Leu His Leu Gin Asp Asp Thr Pro Leu Phe Phe 
20 25 30 

gga gec aaa ccg eta teg gat gtg agt ttg att ata acg gaa ccg tgc 144 
Gly Ala Lys Pro Leu Ser Asp val Ser Leu lie lie Thr Glu Pro Cys 
35 40 45 

gtg tea teg gta tat gag gcg tgg gac tat gcg gca ccc ccg gta tea 192 
Val Ser Ser Val Tyr Glu Ala Trp Asp Tyr Ala Ala Pro Pro Val Ser 
50 55 60 

aac etc age gag gcg eta teg gga ate gtg gtt aag aca aaa tgt cca 240 
Asn Leu Ser Glu Ala Leu Ser Gly lie val val Lys Thr Lys Cys Pro 
65 70 75 80 

gta ccg gaa gtt ata ctt tgg ttt aaa gac aaa caa atg gcg tac tgg 288 
Val Pro Glu Val lie Leu Trp Phe Lys Asp Lys Gin Met Ala Tyr Trp 
85 90 95 
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aca aat cca tac gtc acc tta aag ggg ctg gca caa tct gtt ggt gaa 336 
Thr Asn Pro Tyr Val Thr Leu Lys Gly Leu Ala Gin Ser Val Gly Glu 
100 105 110 

gaa cat aaa age ggg gac ata cgc gat get ttg ttg gat gec ctt tec 384 
Glu His Lys Ser Gly Asp lie Arg Asp Ala Leu Leu Asp Ala Leu Ser 
115 120 125 

ggt gta tgg gta gac tct act cca tct tec aca aat ate ccg gaa aat 432 
Gly Val Trp Val Asp Ser Thr Pro Ser Ser Thr Asn lie Pro Glu Asn 
130 135 140 

gga tgt gtc tgg gga gec gac cgt ttg ttc caa cgc gta tgc caa tga 480 
Gly Cys Val Trp Gly Ala Asp Arg Leu Phe Gin Arg Val Cys Gin 
145 150 155 

<210> 89 
<211> 159 
<212> PRT 

<213> Varicella zoster 
<400> 89 

Met Ala Ser His Lys Trp Leu Leu Gin lie Val Phe Leu Lys Thr lie 
15 10 15 

Thr lie Ala Tyr Cys Leu His Leu Gin Asp Asp Thr Pro Leu Phe Phe 
20 25 30 

Gly Ala Lys Pro Leu Ser Asp val Ser Leu lie lie Thr Glu Pro Cys 
35 40 45 

val Ser Ser Val Tyr Glu Ala Trp Asp Tyr Ala Ala Pro Pro val Ser 
50 55 60 

Asn Leu Ser Glu Ala Leu Ser Gly lie val val Lys Thr Lys Cys Pro 
65 70 ' 75 80 

Val Pro Glu Val lie Leu Trp Phe Lys Asp Lys Gin Met Ala Tyr Trp 
85 90 95 

Thr Asn Pro Tyr Val Thr Leu Lys Gly Leu Ala Gin Ser Val Gly Glu 
100 105 110 

Glu His Lys Ser Gly Asp lie Arg Asp Ala Leu Leu Asp Ala Leu Ser 
115 120 125 

Gly Val Trp Val Asp Ser Thr Pro Ser Ser Thr Asn lie Pro Glu Asn 
130 135 140 

Gly Cys Val Trp Gly Ala Asp Arg Leu Phe Gin Arg Val Cys Gin 
145 150 155 
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<210> 90 

<211> 909 

<212> DNA 

<213> Varicella zoster 
<220> 

<221> CDS 

<222> (1)..(909) 

<400> 90 

atg get tct gta gca ggt aac get agt aat ate tea cca cag ccc ccg 48 
Met Ala Ser Val Ala Gly Asn Ala Ser Asn lie Ser Pro Gin Pro Pro 
1 5 10 15 

teg ggc gtt cca acc gga ggg gaa ttt gta ctg ata cct acc gcg tat 96 
Ser Gly Val Pro Thr Gly Gly Glu Phe Val Leu lie Pro Thr Ala Tyr 
20 25 30 

tat tea cag ctg tta acc ggg cag act aaa aat ccg cag gta tea att 144 
Tyr Ser Gin Leu Leu Thr Gly Gin Thr Lys Asn Pro Gin Val Ser lie 
35 40 45 

gga get cca aat aac gga cag tat ate gtc ggg cca tat gga tct cca 192 
Gly Ala Pro Asn Asn Gly Gin Tyr lie val Gly Pro Tyr Gly Ser Pro 
50 55 60 

cac ccg cct gec ttc cca cct aat aca ggg ggt tat ggt tgc cct ccg 240 
His Pro Pro Ala Phe Pro Pro Asn Thr Gly Gly Tyr Gly Cys Pro Pro 
65 70 75 80 

gga cac ttc ggg gga ccg tac ggg ttt ccg gga tat cca cca ccc aat 288 
Gly His Phe Gly Gly Pro Tyr Gly Phe Pro Gly Tyr Pro Pro Pro Asn 
85 90 95 

cgt ttg gaa atg caa atg tec gca ttt atg aac gca ttg gec gec gaa 336 
Arg Leu Glu Met Gin Met Ser Ala Phe Met Asn Ala Leu Ala Ala Glu 
100 105 110 

egg ggt att gac ttg cag acc ccg tgt gta aat ttt cca gac aaa acc 384 
Arg Gly lie Asp Leu Gin Thr Pro Cys val Asn Phe Pro Asp Lys Thr 
115 120 125 

gat gtc cgt cgt cca gga aaa egg gat ttc aag age atg gat caa agg 432 
Asp Val Arg Arg Pro Gly Lys Arg Asp Phe Lys Ser Met Asp Gin Arg 
130 135 140 

gaa ttg gat tct ttt tat agt ggg gag tct caa atg gac gga gag ttt 480 
Glu Leu Asp Ser Phe Tyr Ser Gly Glu Ser Gin Met Asp Gly Glu Phe 
145 150 155 160 

ccc tea aat ata tat ttt ccc ggt gaa cca acg tat ata acg cat egg 528 
Pro Ser Asn lie Tyr Phe Pro Gly Glu Pro Thr Tyr lie Thr His Arg 
165 170 175 

aga cgt cga gtt tct cca tea tat tgg cag agg aga cac aga gtt tct 576 
Arg Arg Arg Val Ser Pro Ser Tyr Trp Gin Arg Arg His Arg Val Ser 
180 185 " 190 

aat ggt cag cac gaa gag ctt get ggg gtt gtg gca aaa ctg caa cag 624 
Asn Gly Gin His Glu Glu Leu Ala Gly val val Ala Lys Leu Gin Gin 
195 200 205 
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gag gtt aca gag eta aaa tea caa aat ggg aca caa atg cct ttg teg 672 

Glu Val Thr Glu Leu Lys Ser Gin Asn Gly Thr Gin Met Pro Leu Ser 

210 215 220 

cac cat aca aat ata cca gag ggg aca egg gat cct cga ata teg att 720 

His His Thr Asn lie Pro Glu Gly Thr Arg Asp Pro Arg lie Ser lie 

225 230 235 240 

tta tta aaa cag ctt caa age gtt teg ggt eta tgc tea tec caa aat 768 

Leu Leu Lys Gin Leu Gin Ser val Ser Gly Leu Cys Ser Ser Gin Asn 

245 250 255 

aca aca age ace cca cat aca gat aca gtt gga caa gat gta aat gca 816 

Thr Thr Ser Thr Pro His Thr Asp Thr Val Gly Gin Asp Val Asn Ala 

260 265 270 


gtg gag gcg agt tec aag gec cct tta ata cag ggg tec acg gca gac 
Val Glu Ala Ser Ser Lys Ala Pro Leu lie Gin Gly Ser Thr Ala Asp 
275 280 285 

gac gec gat atg ttt gca aat cag atg atg gtg ggg egg tgt taa 
Asp Ala Asp Met Phe Ala Asn Gin Met Met val Gly Arg Cys 
290 295 300 

<210> 91 

<211> 302 

<212> PRT 

<213> Varicella zoster 

<400> 91 

Met Ala Ser Val Ala Gly Asn Ala Ser Asn lie Ser Pro Gin Pro Pro 
1 5 10 15 

Ser Gly val Pro Thr Gly Gly Glu Phe val Leu lie Pro Thr Ala Tyr 
20 25 30 

Tyr Ser Gin Leu Leu Thr Gly Gin Thr Lys Asn Pro Gin Val Ser lie 
35 40 45 

Gly Ala Pro Asn Asn Gly Gin Tyr lie Val Gly Pro Tyr Gly Ser Pro 
50 55 60 


His Pro Pro Ala Phe Pro Pro Asn Thr Gly Gly Tyr Gly Cys Pro Pro 
65 70 75 80 


Gly His Phe Gly Gly Pro Tyr Gly Phe Pro Gly Tyr Pro Pro Pro Asn 
85 90 95 

Arg Leu Glu Met Gin Met Ser Ala Phe Met Asn Ala Leu Ala Ala Glu 
100 105 110 

Arg Gly lie Asp Leu Gin Thr Pro Cys val Asn Phe Pro Asp Lys Thr 
115 120 125 
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Asp Val Arg Arg Pro Gly Lys Arg Asp Phe Lys Ser Met Asp Gin Arg 
130 135 140 

Glu Leu Asp Ser Phe Tyr Ser Gly Glu Ser Gin Met Asp Gly Glu Phe 
145 150 155 160 

Pro Ser Asn lie Tyr Phe Pro Gly Glu Pro Thr Tyr lie Thr His Arg 
165 170 175 

Arg Arg Arg Val Ser Pro Ser Tyr Trp Gin Arg Arg His Arg Val Ser 
180 185 ' " 190 

Asn Gly Gin His Glu Glu Leu Ala Gly val val Ala Lys Leu Gin Gin 
195 200 205 

Glu val Thr Glu Leu Lys Ser Gin Asn Gly Thr Gin Met Pro Leu Ser 
210 215 220 

His His Thr Asn lie Pro Glu Gly Thr Arg Asp Pro Arg lie Ser lie 
225 230 235 240 

Leu Leu Lys Gin Leu Gin Ser val Ser Gly Leu Cys Ser Ser Gin Asn 
245 250 255 

Thr Thr Ser Thr Pro His Thr Asp Thr Val Gly Gin Asp Val Asn Ala 
260 265 270 

val Glu Ala Ser Ser Lys Ala Pro Leu lie Gin Gly Ser Thr Ala Asp 
275 280 285 


Asp Ala Asp Met Phe Ala Asn Gin Met Met val Gly Arg Cys 
290 295 300 
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